
5/^ '/OS" 
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TTTTAAGGTGGGCCAGGGTTACCCGCATGATCCCCCCAAGGTGAAGTGTGAGACAATGGT 

CTATCACCCCAACATTGACCTNGNGGGCAACCGTCTNGCCTCAACATCCTTCAGGAGAGG 

ACTGGA MGCCAGTCCTTACNATANACTCCATAAATTTTATTGGGCCTTGCNGGTATTCT 

TTTTTTNTTTGNGAGCNCCAAACCCCNNGANGGACCCCCACTTGGAACCNAAGGGAGGGC 

NCGCAAGAAGGGTTCCTTGGCAAGAAACAAACCCGG 

Sequence 1755 

TCCGGCCCGCCCACCCGCCGCCAGCTACCATGGATGATGATATCGCCGCGCTCGTNTGTC 

GACAACGGCTCCGGCATGTGCANGGCCGGCTACGCGGGCGANGATGCCCCNCGGNCCGTT 

TTCCCTCATCGTGGGGCGCCCCANGCNCCAGNTGCGTGATGGTGGGCATGGGTCAGAAGG 

ATTTCTATGTGGGCGACGAGGNCCAGAGCAATGAGAGGCATNCTNACCCTGNATTACCCC 

ATCAGAGCACGGCATNTNTCACCAACTGGGACCGACATTGGAGAAAATCTGGCACCACAC 

CTTTCTACAATGAGCTGCGTGTGGCTCCCGAGGAGCACCCCGTGCTGCTTGACCGAGGCC 

CCC CTGA ACCCCCAANGNCAACCCGNCGAGAANGATNACCCCAGATNCATGTTTTGAGGA 

CCCTTTTCAACACCCCCAAGCCCATGGTTACCGTTTGCCT 

Sequence 1756 

GCGNNGGGGCCGGGGCTGGGGTCGGGGCCAGGGGTCGGCCGGNGGCGGNGGACGGGCGTN 

CGGTGCCTGGGCTCTCTCCGCTCCCTGAGGCGCCGCTGGGGAGTCGAACCCTGATGATGG 

GACCTGTGAATTCAGCGGGGTGCCAAGTCGTTTTCTGTGTGGGTTGAGAGACAGGCTGNG 

CAGCCCACTGTTGCATAGGACTMCTACTACAAATCATGCTGAGACCGAGCTATTTTTGC 

TGCTTAGAGGCTTTGCAGCCTTGAGAGGMTTTTGTTGTCAGGAGAATAAAAGGAGGTTG 

TCCATNATTGACT1TMGCAGCAATCAAGTAAAACATTGAGCTCTTNAGCT(X)GCCTTTC 

TTGCTCTGAAMTTGGAAAACCAANAAGGTTTTGNTGTTATTGTGTGACCCCACCTGAAT 

TATAMCCAAGATGMCATMCCAAAGGTGGTCTNGGTGTTGTTTTTCAGCAAAAC ' 

Sequence 1757 

GGATCTACCANGTGTCTNGAGCAGCAGGAGAGAGCCTTCACGCTGGGGCTAGCAGGACTT 

CTCGGCGAGGGAGNNTTTAACTTTGGAGAACTNCTCATGCACCCTGTGCTGGAGTTCCTG 

AGGAATACTGACCGGNAGTGGCTGNTTGACACCCTCTATGCCTTCAACAGTGGCAACGTT 

GAGGCTGGTTCCAGACTCTGAAGACTGCCTGGGGCCAGCAGCCTGATTTTAGCANCTAAT 

GAM GCCCAGCCTTCTTGAGGAAACATTTCAGTTTGTTTGTTGCCTCATTGGNAGATGAC 

TTTTCACACCGACCCTGGCCNATTCACMGACANACTTNACTTTTTTGAAGGAAAAATTG 

CCAAAAAAGTTGGCCTAAAAAAATCNACAGGTTGAAATGGAAGGGTGNGAAGNCTTTTCT 

GGGGTGGATTGGAAANGGGCACCCTTTTTCGGNTNGGGGGGCNTGGGT 

Sequence 1758 

GAGCCGGCTGGCTCGAGTGGCCTTCGTCGTCCCTTGGCGCCCTGGGAGAGTCGCTGACGG 

GTGGACTGACGGACCGCCTGAGGACGGCCGGCCAGGGCGGTGAAAGCGCCAGCCCTATGG 

CGCGGGTCGCAGTGAGGCGGAAGGCCGAGGACGGCCGGCGGCGGCGCCCGCCCCGGCGAT 

GCGGGCCCCGCCCGTCGCCTNAGGTGCCATTTGGATTGTACTTTAGTGGCACCGATGTAC 

TCTGAGTGGAGGTCACTGCATTTGGTGATTCAGAATGATCAAGGCCATACCAGTGTGCTG 

CACAGCTATCCAAAGAGCGTTNGACGAGAGGTGGCAAATGCTGTAAGTCCGGCCTCTTGG 

GCAGGTGTTMGTACCCCTTCAGTGGCTGGTAGTGAGAATTTGTTAAAAACTGACAAAAG 

AAGTA 

Sequence 1759 

GTCGACCACGCGTCCGGTCTCGGCGCCCGCTGCCCTCTCACCGCCCCACGCAGGATCCCG 

GCCTGGTCACCGGGCAGTGTGATGCTTCCCGACTGCCGCGGGGACAGCGAGGCACACACA 

GGGCTTGGGCCGCGCCGGAGGCCACACGGCCTGGCTGAGTTGCTCCTGGTCTCCCGCCTC 

TCCCAGGCGACCCGGAGGTAGCATTTCCCAGGAGGCACGGGCCCCCCCAGGGGGATGGGC 

ACAGCCACGCCAGATGGACGAGAAGACCAAGAAAGCAGAGGAAATGGCCCTGAGCCTCAC 

CCGAGCAGTGGCGGGCGGGGATGAACAGGTGGCAATGAAGTGTGCCATCTGGCTGGCAGA 

GCAACGGGTGCCCCTGAGTGTGCAACTGAAGCCTTGAGGTCTCCCCAACGCAGGACATCA 

GATTCCTCATGGTGCAAAATGGCCATTCCAAGCTTCCATCCAGCCATCACATCACAGGAG 

GAAGGGAAGA 
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Sequence 1760 

CCGATGTCTACAAGCTCGTCAAAGACTAGGGTGCCCTCTGCGCCTCCTTAAGGATGCAGG 

GTGAGCATCTCCTCTCCACACCTGCCTGGCACCCCTGGGGGGGTCCAGGATTGAGGATTC 

ATCTACCTGCCAGGCCTCAGGCCCAGGACCCAGGAGGCCTCCCCACCTACCCCAGCACAC 

ACACTCCCTGCCACTGTTCTGCGCTTTAATTGTGGGAGAAGAGAGGAGAGGAGGGCTCAG 

CGGTGGGGCAGCCTGTCCGGGGCGCTGACCCACCATCACCCTGCTCTGCCCAGCCTCGCG 

TGACCTCAGAGAGGTGGGGATAGGGGACACCTTCAGCCTCCAGCATGTGTGGCCACTTGT 

ACCCCCACCCACCCTTGGGGGAGCATGATGGGCAGGTTGAGGGGCAGGATGGAGACCAAG 

GGGAANTCAGTGAGCAGNAGGCCCTGGGGAAGTGTCCGGTCGGGGTTGGACTTGAGGGAC 

AGAGGGGCCCAACACTTTCTTGCCCCTTTTG 

Sequence 1761 

CCGCCAGGCCCACCATCACCACCGCCTCTGGCCGNCACCCCCATCTTNCACCTGTGCCCT 

CACCACCACACTACACAGCACACCAGCCGCTGNAGGGCTCCCATGGGCTGAGTGGGGAAG 

CAGCTTTNCCCTGGCCTCAGTTCCCAAGCTAACTGCCACGTCCACCCACGCATACACACA 

TGCCCTCCTGGACAAGGCTAACATNCCACTTAGCCAGCACCCTGCACCTGCTGACGTCCC 

CACNTCCCTTGGTTGGTGGGGACATTGCTTCTCTGGGGCTTTTTGGAATTGGGGGGCGCC 

CTTCTCTGCTCCTTTCACTGGTTAGNCTCTGGCTACCNATAAGCANGAGGCCNTGGGAAG 

GGGTTTCTCCCCTGGGCCCTTAAAAAAAGGNGGGCCCCAAAGC 

Sequence 1762 

AGTCGACCCCGCGTCCGGCAAGCGGGACCGGTAGGGGCCGGAGCATGCGGCGGCGGCGCT 

CGGACTGTCCCATCCGCCCCGTATTGAGGCGCTGGGAGCGGCGGGGCGACAGGAAAGCGA 

TGGTGAAAGCGGGGCCGTGAGGGGGGCAGGNGCCGGGAGCCGGACCCGCAGTAGCGGCAG 

CAGCGGCGCCGCCTCCCAGAGTTCAGACCCAGGAAGCGGCCGGGAGGGCAGGAGCGAATC 

GGGCCGCCGCCGCCATGGAGCTGAGAGTCGGGAACAGGTACCGGCTGGGCCGGAAGATCG 

GCAGCGGCTCCTTCGGAGACATCTATCTCGGTACCGGACATTGCTGCAGGAGAAGAGGTT 

GCCA 

Sequence 1763 

CGCGTCCGGGGTGATTTGAGCTCATCTTGTTGAGCAAGGGGAGTGAAACCACAGAAACTG 

TTAM TTGMCGTAAATAACTTTGGAAAACAGTTTTGACACTAGAACAAGGTCGCTTCTC 

TTTTCCTCTTCTCTCCCAACCTGTTAACCTAGTGCTAGATAGTCAGCTGCTGTTGCAGGT 

AGAMAGCTCACCMTGCCACATTTGTTCATTCTGTTCAACCTGTTTTGACCTCCCAGGC 

ATCTGAACAGGATGACATCATCTTATTATATCTTACTTTACACATACGTGTATGTACACA 

CACACACACMTACMGACATTTTTCCTGTTTTAGAAAATATAGCCCTTGTTTGGATTAC 

TGCTGTCTGAGCACTAGAAATTTCTAATGGAAAGAGGCCTCTGAATGGCTAAGGGAACAT 

CTGGAAAGGAAGGAAAATGAGCCTNAAGG I I I I I GGTGCTTGG I 1 1 I IGGTTCI 1 1 I I CT 

TTCNTGGTTCC I I I I I IGGTTT 

Sequence 1764 

AGTCGACCCCGCGTCCGCGGACGCGTGGGCGGACGCGTGGGGGCCCTCCGGGAAGATGGC 

GGCCGTGCAGGCGGCCGAGGTGAAAGTGGATGGCAGCGAGCCGAAACTGAGCAAGAAGTG 

GTGGTAATCATTAGTTCCAGGGTGCTCTGCCATGTTGACGCAAGCTGCTGTAAGGCTTGT 

TAGGGGGTCCCTGCGCAAAACCTCCTGGGCAGAGTGGGGTCACAGGGAACTGCGACTGGG 

TCMCTTGCTCCTTTCACAGCGCCTCACAAGGACAAGTCATTTTCTGATCAAAGAAGTGA 

GCTGAAGAGACGCCTGAAAGCTGAGAAGAAAGTAGCAGAGAAGGAGGCCAAACAGAAAGA 

GCTCAGTGAGAAACAGCTAAGCCAAGCCACTGCTGCTGCCACCAACCACACCACTGATAA 

TGGTGTGGGTCCTGAGGAAGAGAGCCGTGGACCCAAATCAATACTACAAAATCCCGCAGT 

CAAGCAATTCATCAGCTGAAGGTCAATGGGGAA 

Sequence 1765 

TCACCCCGCGTCCGACTTGAATCCCGTCAGCTTAAAACTTGTGTAAGGGAATCCTGACTT 
TTAAMTGTGAGGGTATTTGGATCTGTGTTGAMGTCGTATATTTTTATCTGTGCGGTGC 
TGAGTGCAGGCCACCAGCTCCTAAATAGAGGTTCCCTATATGCGCGTATGACATGGTGAA 
TAAACACAACTCTCTCCACTCAGGACATCCGGAGCGTTATGGACCGTGGTAGGTGGTCGT 
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TCTGTGTGCTTGTGAAAGTGTCCAGGCGTGTGCACAGCCAGTGCGCCCACTTCCGGGCTC 

CTTGCTCCCTGCTGTACTGMGTTTTGGATTTTGCATCCAATCCTGTGTGCCTGCCCTTC 

T 

Sequence 1766 

GTCGACCACGCGTCCGGCTCCCGAGCCTGGAGAGCTCGGACTGCGAGTCCCTGGACAGCA 

GCAACAGTGGCTTCGGGCCGGAGGAAGACACGGCTTACCTGGATGGGGTGTCGTTGCCCG 

ACTTCGAGCTGCTCAGTGACCCTGAGGATGAACACTTGTGTGCCAACCTGATGCAGCTGC 

TGCAGGAGAGCCTGGCCCAGGCGCGGCTGGGCTCTCGACGCCCTGCGCGCCTGCTGATGC 

CTAGCCAGTTGGTAAGCCAGGTGGGCAAAGAACTACTGCGCCTGGCCTACAGCGAGCCGT 

GCGGCCTGCGGGGGGCGCTGCTGGACGTCTGCGTGGAGCAGGGCAAGAGCTGCCACAGCG 

TGGGCCAGCTGGCACTCGACCCCAGCCTGGTTGCCCACCTTCCAGCTGACCCTCGTGCTG 

CGCCTGGACTCACGACTCTGGCCCAAGAT 

Sequence 1767 

CCGGAAGAGTGCTTTATTGTGAMTTATTTAAAACTGTCCTTTAAAAGAAAAAGAGGAAA 

CGATGAACAAAAACTMTCTMTTGCCMGTTAGAATTCATNATTTAATTTACX)TCCTAT 

GCAATGATTAATGCTGCAAAATGTATGGTTATGTTACCGTATATTCACAAAAGAAATATT 

ATTACMGGTTTCAGAGGTAGCCAATTGCATTCTTTTGGAMTTTACTGTACTGTTTCAA 

TGT GTTAAG TGCCTTGTTGTAMGTAAMTTTTAAGTCTAGATTCATTATTTTCCTGACA 

TATA TTTTTCATTATGATATCTACTGTATGCTATTGTGATAGTTTTATGAAATGCTTACA 

TTTTMTCAMTATGTAMTTTCAGAAGCTCTrTTTTCCTACCCACCAGTACCTTAATCA 

mGGTTTATCACATTGGATTCAAATTCAGGTTCCTTTTTTGATAAAGAGGAM 

T 

Sequence 1768 

CCGGTGGGATAGTAAAAGAGAAGACGCGGAGAAGAGGAGAGGACCTACAAGAACGGAGGA 

CAGGGGCGCACGATGGTCCCGGGGGGAGCGGAAACAAAGGNACGCAAAACGGAAAAGCGT 

GTGTAGGGGAGCGGAAAAGGAAGGTCACCACCTGTGGCCTGCGACCGAAATGGCGAAAAG 

TCTTT TGAAG ACAGCCTCTCTGTCTGGAAGGACAAAAATNTGCTACATCAAACAGGATTG 

GTCACTTTTA TAGTA CATCCCATGGTATGTTTATGNAGGGAAGGAAGTGNAAAANNAACA 

CCTTCAGCAGTTTTCCTGGI^GGNATTCCATTGNACCTNTNAGNAAGGGMGNACAANTG 

G GGCATT TGGGNCATTTCTTTAC^^^CTTGMCCAATTCCCAAGTTAGGAATGGAAATGCC 

CTTTTTTCAGG7TGTTAATTGNATGCTACAAACTTCTTGGNAAAAAAGTTAATTTGGAAT 

TTGGGAAAAAATTTGGGAACAANAGGGGGGAAAAAGGCCTCCATTTGTNCCCGGTGGGGG 

GCCAAAAAAATACCTTTTCTTC 

Sequence 1769 

GCGTCCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGATTTG 
TGTACAAATTGAAATGTCTGTACTGATCCTCAACCAATAAAATCTCAGTTATGAAAAAAA 
AAAAAAAAGG 
Sequence 1770 

GTCGCCCCTCAGCCGCTTCCCCTCGCCATGGAGGCGAGGCCGCCGCCGCCGCCGCGGGGC 

TCGGAGCCGCGGGCCGGGCGGCGGCCCTGAGGGCTAGTGGCGGCCCGAAACGCCGCCGCG 

GAGCCGAGGCGGAGCCGCTGTCCTCGTCCCCAGCGGTCCCGCCCAACGCCCGACTCTGTG 

ACACAACTAAAAAAAAACAAAGGTATTTATGGAATTCCACTGAGTGGTAATGGATGATGC 

AGTTCAAATAACTMGATAAGCATGGATTCCTGGTTCATTCTTGTTCTGCTCGGCAGTGG 

TCTGATATGTGTCAGTGCCAACAATGCTACCACAGTTGCACCTTCTGTAGGAATTACAAG 

ATTAATTAACTCATCAACGGCAGAACCAGTTAAAGAAGAGGCCAAAACTTCAAATCCAAC 

TTCTTCACTAACTTCTCTTTCTGTGGCACCAACATTCAGC 

Sequence 1771 

GCGTCCGGGCCACATGGCCGCCGCCGCCGCTTGGAGCTGAAGTGCCGCCGCCGCCGGGCA 
GCCACGGGGAATCCGCCCGCATCGCCGCCCTCGCCGGCCGGGCGGCCGTGGGGCCCAGAG 
CGCCGGAGGCCAGGGCTGGGGCGGCACCGCGCAGCGGCCACGGGGTCCCGTTAGAGCAGC 
GCCCGGCGGCTATGCCGAGAGCCCGGAGCGGCCGGAGGAGCAGAGGGGCCGNCGGGAGGG 
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AGGAAACCTTTCTGCGAGTACGAGCCAACCGGCAGACCCGACTGAATGCTCGGATTGGGA 
AAATGAAACGGAGGAAGCAAGATGAAGGGCANAGGGAAGGCTCCTGCATGGCTGAGGATG 
ATGCTGTGGACATCGAGCATGAGAACAACAACCGCTTTGAGGAGTATGAGTGGTGTGGAC 
AGAAGCGGATACGGGCCACCACTCTCCTGGAAGGTGGCTTCCGAGGCTCTGGCT 
Sequence 1772 

TNGATGTGTATAT GGACT GTTNTGMGGGTTTTTTTCTTTATAGCCCANTTMGTTNTGT 
TTGGCTCGGTGCATTTTTCATTTATTTAATTAGT^ 

ATCATTGTGAAGTTTCAAGATTCATTATGGGANGAGTTGATGGTNCANTNANGCATGATG 

GTTTMCAA ATTTT AACACCAAAAATGTTAAATCCTGCATAAATTCAACTGTANATAATA 

AATANGGTGTTTTC^ GTATAT GATAGNMTGCAATTAGMGTACCTNTAGTAAANTCTT 

TTGGMTCACCAATNCTTTTTTGGCTTGAAMTTGGGAAAGMTTTCTGTTTATAA^ 

TTTNNAATTAAACCTTGNGNGGGGGGAGGGGGAAAATAAAAAATTGCAGGAAAAACCTGC 

ATGAGNCACC7TAANAACCTTTAAMGTMGGGGGCTTNCCAATCTTTTTANTCCCNGGA 

AAACCCTGGTTGCCTN I I I I IGGCA 

Sequence 1773 

CGTCCGTTTAAAGGCTCTGACTCTTGATCTTGAAAGCCGGACGCGGCACTGGCACTCGGC 

TTCAGTTTCCACTGTGACAGATGGAGGTCTCCTTTCGCCCCAGCCCAGGTGGCCAAGCCC 

ATCCTGGCCTCAGAACATGCTGAGCACATTTTGTAGGGTGGCACCTTTTTATCCAAGTTA 

CTAGCTACACATCAGTGTTTAAAGAGAAAAAAGTGACCTTTC Al I 1 1 I I I I 1 1 I CTTGAA 

ACTTG AGGAAACAAGATACATACTACTGA 1 1 1 I 1 1 I 1 1 I I I CTTAAAACTAAATGCATGA 

CTGCAGAGCGGTAGAGGTGTATATTTTTCATACTGTGGGGCAMGTATTTGTGCTGCTTT 

TTGGAGATGGACTGGAACGTCTGGTTTCTGTCCCCGGGCCCGGCAGCTACCGTCTATTTT 

CTGTAGAAGGTGCCACAGTGAGACCTGGAG 

Sequence 1774 

CCCCGCGTCCGCTTCCGGTTGCTAACGGTTCCCAAACAGCCCCCGAAAACGCTACGTGAG 

CTGGGCCCTGGGCCAGAGGCAGAAAACGGACGGAAGAAAAGGTCTGGCCGGAGATGGGTC 

TCACTCTGTCACCCAGACTGGAGTGCAGTGAGTGGTGCGATCATAGCTTACTGCAGCCTG 

AAACTCCTGGGCTCAAGTGATCTTCTCGCCTCAGCCTCCTGAGTAGCTGGAGCTACAGGT 

GTGAGCTACCCAGCATGGCTCATTTGAGATTTCTGAGTAGAGAAGTAACATGATTAAAC 

Sequence 1775 . 

GGAACCTCCCCTAGATTTCAGAAGATGTATGGAAACGCCTAGATGCCCTGGCAGAAGTTT 

GCTGCAGGGGCGGGGCTCTCATGAAGAACCTCTGCTAAGGCAGTGTGGAAGGGAAATGTG 

GGGTTGGAGCCCCCAAACAGAGTCCTTAGTGGGGTGCTGCCTAGTGGAGCTGTGAGAAGA 

GGGCCATCATCCTCCAGACCCCAGAATGGTAGATCCACTGACAGCTTGAACTGTGCACCT 

GGAAGAGCCGCAGACACTCAATGCCAGCCCGTGAAAGCAGCCAGAAGGGAGGCTGTACCC 

TGCAAAACCACAGGGGCAGAGCTGCCCAAGACTGTGGGAACCCACCTCATGCTTCAGTGT 

MCCTGGATGTGAGACCTGGAGTCAMGGAGATCATTCTGGAGCTTTAAAGTTTGACTGC 

CATGCAGGATTTCGGACTTGCATGGGCCCTGTMCCCCTTTGTTTTGGCCMTTTCTCCC 

GTTTGGAACGGCTGTAATTACCCAATACGTGTATCCCCATCGTATCTAGGAAGTAACTAG 

CTTGCTTTTGTTTTTACAGACTCATAGGTGGAANGGACTTGCCTTGTCTCAAATGAGACT 

TTTGGACTGTGGACTTTT 

Sequence 1776 

GCGTCCGGAACTTTATAAGMTTTATGCCGTTNTACATGMCCGTTAAGTTTTGTACTTG 

ACGTTTCTGTTTATTANGCTAMTTGTTCCTCAGGTGTGTGTNTATATATATACATATAT 

ATATATATATATATATGTATATATATACACATATATACGTATATATACATATATATGTAT 

ATGGAGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCCCAGCTCACTGCAA 

CCTCCGCCTCCCGGGTTCGGGCGATTCTTCTGCCTCAGCCTCCCTGGTAGCTGGGGCTGC 

AGCCATGTGCCACCMGCCCAGCTMTTTGTATTTTTGGTGGGAGACAGGGTTTCACCAT 

GTTGGTGAGGCTGGTCTGGAACTGACCTCAAGTGATCTGCCCACCTCGGCCTCCCAAGGT 

GTTGGGATTMCAGGTGTGMGCCACCACGCCTGTCCCAGTATATTGTTTMCAAGTTTA 

TTTTTGGGTGAAAAATTCTCTTTAATGGGAAGA 
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Sequence 1777 

CCACGCGTCCGGCGCCCCCTCCCGGCCGCCATGTTGGCTGGTGTGTGGGTGTCAAACTGA 

GCCAGACGCGGCGGTGGCGGCGGCTCCGCGGGCTACGGTCGCTCCCGCCTCTCGAGCGCT 

GCCGGTGGCCGCAGCGGCGCACCCACGCCGGCCCGGAGGAGCAGAGTGCTAAGTGCTGGG 

TGCTCACTGGTGATGAGGCAGATGAAGGTTACCAAACTTGTGGACAGGAGCCTCATATCA 

GAGACGTGGACCTCACTGTAGCCTGGTCATGGCTTCCAGCTTTTCGAATCTGAGGCTCCA 

MGGAGGAAATGACCATTCAGGGATCTTACTCCAGCTTGATTACGGAGACTGAACCTTCA 

TAGGGTGCGCACTTACCMGGACAGGAAGGTTTCTCTGTTTGMGGGCTTTAAACTTATA 

ACAAAGAAAATAA 

Sequence 1778 

CGCGTCCGAGACAGTTCATACTGGAGACAAACCCTACAAATGTAATGAATGTGGCAAAAC 

CTTTAAACGGAACTCAAGCCTCACTGCACATCATATAATCCATGCAGGAAAGAAACCATA 

TACATGTGATGTATGTGGCAAGGTCTTTTATCAGAATTCACAACTTGTAAGGCACCAGAT 

AATTCATACTGGAGAGACACCTTACAAATGTAATGAATGTGGCAAGGTCTTCTTTCAACG 

TTCACGTCTTGCAGGGCACCGGAGAATTCATACTGGAGAGAAACCCTACAAATGTAATGA 

ATGTGGCAAGGTCTTCAGTCAACATTCACATCTTGCAGTGCATCAGAGAGTTCATACTGG 

AGAGAAACCTTACAAATGTAATGAATGTGGCAAAGCCTTTAATTG 

Sequence 1779 

NCCCCGCGTCCGCTGTTGGAGCAGTAGACTTCTCACATCl I I I I GTCACTTCATCGTTTG 

ACTGGACAGTAAAGCTTTGGACAACTMGMTMCAAGCCTTTGTATTCATTTGAAGATA 

ATGCAGACTATGTTTATGATGTTATGTGGTCACCTACCCACCCAGCCCTGTTTGCCTGTG 

TGGATGGCATGGGGAGATTGGATTTGTGGAATCTCAATAATGACACAGAGGTACCAACTG 

CCAGCATTTCTGTGGAGGGTAATCCTGCTCTTAATCGTGTGAGATGGACCCATTCTGGCA 

GAGAGATTGCTGTGGGTGATTCTGAAGGACAGATTGTTATATACCGATGTGGGAGAGATT 

GCTGTTCCCCGCAATGATGMTGGGCACGGTTTGGCCGAACACTTGCAGAAATTAATGCA 

AACCGAGCTGATGCAGAGGAGGAAGCAGCTACCCGAATCCTGCTTAGTTCCTGAAAAGGG 

GAGTGTAACTAGTGGATTGGGAAAGGGTC 

Sequence 1780 

AGTAGGMCCAAGAAAACTTCTTTtGCCMCTTTACAGGATATCTGGTAAACTATTACAT 

NGTCAGGCCAAACATGCTCCTTGCATTTTTGTTGGCTGAATNTGGGTACAGAGTGGTTCT 

ATACGATGGTAATAACCAACTTGNAATCAAAGGAAGNATTCCAACAGAAACAGATAGGAN 

AANGTCTTGAGAAGATATATNAAGGAATNTGTCACTTGTCACACNATGCCCGATCACCGG 

GACACAAATTCCTGCAAGAAGGGACCACACCGGACTCTATTTTCCTACAAGNGCAGGAAA 

CCTTGTTCATTCTAAGCATGGTTTCTGNTTGCCCAGGTATTCAAAAAA 

Sequence 1781 

ACCCACGCGTCCGGCTGCGTTGGGCTTGCGTGCGGCTCGCTAAGACTATGGCGTCCGGGC 
CTCATTCGACAGCTACTGCTGCCGCAGCCGNCTCATCGGCCGCNNCAAGCGCGGGCGGCT 
CCAGCTCCGGGACGACGACCACGACNACNACCACGACGGGAGGGATC 
Sequence 1782 

CCGCGTNCGTTTGTGTTGMTGGNTTGTATACTTCTTTACACAACCTATCCATTACTTAA 

GGMTCTGCTCTTATTCTTCTACAAACTGNTCNGGAACAAANTGATATCAGAAATTNGAT 

MMGMCTTCGMATGNTTGAAGGAGTNGAGGAAGNTCATTGAATTNCATGTTTGGCAA 

CTTNGCTGGAAGCAGAATCATTTGCCACTG 

Sequence 1783 

GTCGACCCCGCGTCCGGGCCCGTCTACAAGGNTTGTAGATAAAATAGAAACATACCTTCC 

TTGAAMTGCAGMTAAATTTTTTAMGGCAGGMGGMGTGTTTGAACCATGTGTCAAC 

AAGCTTTACTGTCAMGCAGGCTTTTGGTATGGGAAGAAAAATACTTATAAATACTNGTN 

TTAATA7TTGCTTTATTAAAATACATTTMAATACAGCATTTTTAAATCTCTAAGCTCAA 

CTTGMGATATAAGMCAGTAMTTTGATAMAATGAGAMTTACATTCCCATTTCTTTA 

AC MTT TGTAAATTCCAATTATCCTGAACATTTAACACCATTTACATATTTTATTAATCA 

CATTTTCTTAAACATTTGATAAGAGATTTAATATTTTGATCCAACTACCA 
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Sequence 1784 

GCGTCCGCGGACGCGTGGGTGTGGAGCCTGTTACCTCCGCATTTGACACGAGTCTGCTGT 

GAACCCCGCAACCTCCTCCCCACCTCCCATCTCTCCTTCCAGGCCCATCCCTGGCCCAGA 

GCAGGAGGGAGGGAGGGACAGATGGCGGTGGGTTTTTGTATCTGAATTTGCTGTCTTGAA 

CATAAAGAATCTATCTGCTGTTGAAAAAAAAAAAAAAAAAAAGGnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnTCACAMTAMGCAnnnnnnnnnnnnnnnnnnnnnnnnnGTTTGTCCAAACTCATC 

AATGGTATCTTATCMTGTCTNGGATCCCCCGGGTACCCGANGCTCGAATTTAATTTCCT 

TTTTTC 

Sequence 1785 

ACGCGTCCGGCTTCGTTCTCCCGTCCCTCCCCGCGCCTTGGCGCGGGGGGTCGACTAGCC 

AAGTGAGGCGGGAGGCGACTCGGACCTTTCCCTGCATTTCGTTTCGGCCAGTGCCGGGGG 

CTACCCGCCCTGGGGCCTGGGATCCTTGGGGCCCGTGAGGCCCACTCTTAGCGGCCGGGG 

CCTACCGCGGCCCGCCGCTGGCCCTCATGAGGCATAGCCTGACCAAGCTGCTGGCAGCCT 

CGGGCAGCAACTCCCCAACCCGCAGTGAGAGCCCGGAGCCGGCTGCAACTTGTTCGCTGC 

CCTCTGACCTGACCCGGGCTGCAGCGGGGGAGGAGGAGACGGCGGCGGCNCGGATCTCCC 

GGCCGCAAGCAGCAGTTTGGCGACGAAGGAGAGTTGGAAGCCGGGAGGGGGGGAAGCCCG 

CGGCGGCGTGGCCGTGCGCGCGCCCTCCCCCGAGGAGATGGAGGAGGAGGCGATCGCCAG 

CCTTCCGGGGGAAGAGACGGAAGGATATGGAC I M i ll I CTGGGCTGGA 

Sequence 1786 

ACGCGTCCGGCCAGGCAGTGATGGAATCCCGGGGTCNGCAGGAGAGAAGGGTGAACCAGG 

TCTACCAGGAAGAGGATTCCCAGGGTTTCCAGGGGCCAAAGGAGACAAAGGTTCAAAGGG 

TGAGGTGGGTTTCCCAGGATTAGCCGGGAGCCCAGGAATTCCTGGATCCAAAGGAGAGCA 

AGGATTCATGGGTCCTCCGGGGCCCCAGGGACAGCCGGGGTTACCGGGATCCCCAGGCCA 

TGCCACGGAGGGGCCCAAAGGAGACCGCGGACCTCAGGGCCAGCCTGGCCTGCCAGGACT 

TCCGGGACCCATGGGGCCTCCAGGGCTTCCTGGGATTGATGGAGTTAAAGGTGACAAAGG 

AAATCCAGGCTGGCCAGGAGCACCCGGTGTCCCAGGGCCCAAGGGAGACCCTGGATTCCA 

GGGCATGCCTGGTATTGGTGGCTCTCCAGGAATCACAGGCTCTAAGGGTGATATGGGGCC 

TCCMGGAGTTCCAGGATTTCAAGGTCCAAAAGGTCTTCCTGGCCTCCAGGGAATTAAAG 

GTGATCAAGGCGATCAAAGG 

Sequence 1787 

AAGCTATTGTCACACCTTTGAAACCAGTTGACAACACTTACTACAAAGAGGCAGAAAAAG 

AAMTCTTGTGGAACAAGTCCATTCCGTCAAATGNTNGTTCTTCCCTGGAAGTTGAGGCA 

GNCATATCAAGAAAAACTCCANCCCAGCCTCAGAGANAGATCTCTTAANGCTTTCTGCTC 

AGAAGGATTTTGGAACAGAANAGAAAAGCATCATGGTAANAAATGAAAGCCAAGAGATGT 

G CCCA CTCCTGTTAATTCATTCGATTGAAAATTCATACCCCTTCTAAGAAAAAATGAAAA 

GTTTTNTAAACAACAAAAAAGAAAGCCCNNNAGGCAAGGAAAGGGCANGTGCTTCATNAA 

GNATACCTGNTGNAAAANAGGAAATGGCATCTTCCNCCAAGAAGAAAAAGCCCAANGGGT 

TTGTACCATACCTGGTGCNCTTTGTATGCNCACCCTGCCAAAGGCATAAAGGTTTTCTAA 

AAAAAGTTACCTTGAGNGAAGCCAANGAAGCCTGGGAGAAAANAGTANTGNAAAAAATGC 

AAGCNAAAGAAGGNTGGGTGGGAAG 

Sequence 1788 

CCCCGCGTCCGAGCAAACATAAGAAACCTGAGTCATTTTGTCATTTAGAGTATTCTGATA 

A AATC TCTTG AAAATACTG AAATCAAAAGGTTAATG A I I I I I I GTTCATTCTGATTTGTC 

ATTTTATTATCTGTCTAGCAGAAAAATCAAATGGGTAAATTAGCACTTTAGACAGCCAAC 

ATAGTGMACCCTCATCTCTACTAAMGTTGGCAATTAAATCTGAATTTACAGATACAGA 

TAACAGTTTATCAGMATCATATTTTTCCTGAAGAMATTTAAAATTAGGAGTTGTGGGC 

CTGGTGCGGTGGCTTACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGAGCAGATCA 

CTTGAGGTCAGGAGTTCGAGACCAGCATAGCCAACATAGTGAAACCCTCATCTCTACTAA 

AAGTACAAAAATTAGCCAGGTGTGGTGGCCGTGTGCCTGTAGTCCCAGCTACTCGGGAGG 
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CTGAGGCGGGAGAATCGTTTGGAACCCG 
Sequence 1789 

GACCACGCGTCCGGTCGGCGTCTGGGCCTCGTCCCCTTCTCTCTGTCTCCCTTGCCTCCC 

CCATCACGTCCCCTGACACCGACACCCCATTGCTCCCACAGTCTCCCCAGNCTCCACTTT 

GGTCCCCAGCGCTGTCTGCCCGAGGATTTGCCTGAAGGCTGCCCCCAACTCTGCACCCGC 

CCCCCGAGGGCCACCGAGGACCATGACTAAGACAGATCCTGCCCCGATGGCCCCGCCACC 

CCGAGGAGAGGAGGAAGAAGAGGAGGAGGAGGATGAACCCGTCCCCGAGGCCCCCAGCCC 

CACCCAGGAGCGCCGGCAGAAGCCTGTTGTGCACCCCTCGGCACCTGCCCCCCTCCCTAA 

GGACTACGCTTTCACCTTCTTCGATCCCAATGACCCGGCGTGCCAGGAGATCCTGT7TGA 

CCCTCAGACCACCATCCCCGAGCTGTTTGCCATTGTGCGCCAGTGGGTGCCCCAA 

Sequence 1790 

CGGGGTCTTCTTGCTGTGAGGTCGCGTTCCCCAGTGTTACGGAGGGTCCTTGAGGCAAGG 

AGTGAAAATTGGGTCTGGGGGTTAGTCCTGGGGTGGAGGTCTGGGCACGCCGGGTCGGAC 

CCCCTNCATCTTCGGNTTTGCACACCCCGCTTTCCAGCGCGGAGTCCGCGGCGGGTAGGG 

CNGGCGTCNCGTGCGTGACGTCATCCAGCGGCGCCTNGCGAGGCTNCAGTGGCCTTGACC 

TCCCGCGGNGTGGGAGGCTGCGCGGCGATGCTGCANTTTCGTCCGGGCCGGGGCNGCGGG 

CCTGGCTT 

Sequence 1791 

GGGTTATGAGAAGAACGCTCAGAGCAGAGCACCGAAAGTGGCCACTACCAGCATGAAGAG 

CCCAACMTTCAAACTGGNAGMGTGAGAAAMCAGAATGCAGCTTTCAAGGTTCGTTTC 

AAGCAGTTGGCTTGTGGGACTCTGAGAGATGCTGCTGNCCATGACATGCGGGAATTATCA 

TGATCMCTACCCAGCTTGGATTTCACCCAGTGGCCAACTAGCTTTGTGTGGGAGACGGC 

MGGGTTGGATTTTTCAAAAGAGTAAACCAGACCCGTGACCAAGGTGTNAACTAAGAAGT 

GGAGTCATGCTTCACACGGNCNTATCNTGCTGGCAGCCATTCCTGGGTCTGGCTGTGGTG 

TTAATCTTCATGGGATCC 

Sequence 1792 

GTGCTGGTTTNTCTTGCAGATGCTGCTGCTAGGGGTGGTGGGAAGCAGCCGTGGGACGCG 

TGGCCGGNAGCGGNGGTGACAGCCTGGGANNNCGGGGGCTTNTCTTCCTTGTCCTCCTCC 

TNTCCTGTCTATTCCCAGNGNGGGGCGTGGCTGACACTAAAGACTNTGTANNCATCAACC 

CGAGTGCANNTTCNATGGAAMTGAAGGTTGCACGTTTTCAAAAAATACCTAATGGTGAA 

AATGAGACAATGATTTGCTGTATTGNCANCCAAAAAAAGCAAAGGGNATTNCCANTCATT 

GAAGNTGCAAGCATTCTNCAAGCTGATCTTCNAAATGGGTCTAAACAAAATGTNAAGNTA 

AGTTCNTNAGGCNAGCCCTTTCATGGTTTNGAAATGAGNTTTCGNTTTTTAT^^ 

TGGAGGCCNCCNTGTNGGGAMGMANGNGTTTNTTTTCNCCAGGTTTTNAAAA 

Sequence 1793 

GTCCGTTTTACAACCTAGTAATAATGTGGATAAATGTATCTACATGACACATGTCAAGAC 

CAAAATAACTGTGAATGACACACCTTGCTGTAAATGAACTGTGCTAACCCTGACTGTGGG 

CTTGAGAACAAAGATGAACTCTAGAACTCTAGCAGCCTAACTGCTGCTTCTCAAATAACT 

GTGTGMCAGTGAGATATTACTGTTTGTTTCTAAAMTCCTACTGTGCCCAGTTTCCTTC 

ACTACATGCCCTGCATTTTTTATTTAAATATTTAGCTGTAGCGCCATCAGATATGGATGC 

CTTCTAACAATTGCTGTTTGTAAAATAAATCAGGATGGTAGAAAGTGATTATATGGAAAA 

TTGGMCCTGGATGAGACCTTTTCGTTGAATTCTGAAGAGTAATGATGTGAAAATTGATA 

CAGGGCAAGAGATGATTCTTTTGGGTTTTCTTCTACTTCATGTCCAGAAGAGTAAGAGGG 

GAAAA 

Sequence 1794 

TNGTTGCCTGCMTACTACACTTTACAMCAATGTTAACACTGTGATTCCTTCATTGTTT 

TAAGAAGTTAACCTAGGGCCGGGCATGGTGGCTCATACCTGTAATCCTAGCACTCTGGGA 

GGCCGAGGCAGGAGGATCCCTTTAGCCCAGGAGTTAAAGACCAGCCTGGGCAACATAGGG 

AGACCCTGTCT I I 1 1 I I I GGGCAGCGTGGTGGGGGATAAATAAATAAAAGGAAAAAAAAC 

TTAGCCTAGAATTAGAATTMTTTAATTGMTTCATCTAAAGATGTCTCTGGTGATTTTT 

ATATGTTCCGCTATATMTTGATGCTTTATAGTTTTATCATAATCCAACAACTTCAGTTA 
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TATTTMTTATTGGTMNGGAGTTTMGACTNGAMGACTAGAGTGCTTTCTAGTCCAAA 
TAGAGGGTCANGTGAAACCAGCTTTTTGACATCMGATTTTCATTTTGAGAAGGGANAAG 
CCTGTGGGACTGGGCTTAAA 
Sequence 1795 

GTCCGGAGAAAACTGCAACTTGCCCAGNTCCTCTTCTCCACCAATAGATGCAGCATCCGC 

AGAGCCCTATGGCTTCCGTGCCTCAGTGTTATTCGATACAATGCAACACCATCTAGCCTT 

GAATAGAGATTTGTCCACACCTGGCCTGGAGAAGGACAGTGGAGGGAAGACACCTGGTGA 

CTTTAGCTATGCCTATCAAAAGCCTGAGGAAACAACCAGGTCCCCAGATGAAGAAGATTA 

TGACTTGAGTTATGAGAAGACCACCCGGACCTCAGATGTGGGTGGCTATTACTATAGAAA 

ATAGAGAGAACCACAAAATCTCCAAGTGACAGTGGCTACTCCTATGAGACCATTGGGGAA 

AACTACCAAGACCCCTGAAGGATGGTGACTATTCCTATGAA 

Sequence 1796 

CCGGCNTAGGCGGGGGGAACACGCCGCCTGCGCTCTCTTGGGACCCTAGATTTGGGGGAG 

GAGGTAACGAGAGGCGGAGAGGGTGGCTCCTCAAATATACACCCCTCCTGTCCTCCGCCA 

CCCCACCTTTGATTTCTCTTCCCTCAACCCAGCACTCCAGCCCCACCCCAGGGTCAATTT 

TTGCCCCCTTCCATCTGAGCAGTGTTACCAGGCCCCAGGGGGACCGGAGGATCGGGGGCC 

GGGTGGGGGGTCCCATGGAGTACTCCAGCACACGCAGGGGCTCCCTGCAGACAGGGGGGG 

CCTTCGCCCTGGAAGCCTGGACGCCGAGATAGACTTTCTGAGCAGCACGCTGGCCGAGCT 

GAATGGGGGGTCGGGGTCATGCCGTCACGGCGACCAGACCGACAGGCATATGAGCC 

Sequence 1797 

TCCGATTNNGCCNAGGGTTGCAGTTTGTAGACCCCTGATCTAGACCCTTAAGTAGCCTTG 

TTTGTGCCTGAAGTTTACAGATGATCCCCAACTTAI I I I I ATTTTAI 1 1 I 1 1 I GAGATGG 

AGTCTCTCTCTGGAGCCCAGGTTGGAGTACAGTGGCAAGATCTTGGCTCACTGCAACCTC 

CACATTCCGGGTTCAAGTAATTCTCCCGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGC 

GTGTGCCACCATGCCAGCTTTTTTGTATTTTGTATGTTAGCCATGTTGGCAAGGCTGGCC 

TCAACCCCTGACCTCAAGTGATCTGCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGG 

AGTGAGCCACCATGCCCGAACCCCMCTTATGTTTGACTTACAATGTTTGGACTTTATGG 

ATGGTGCAAATGTTATATGCATTTCAGNAGAAACTGGGCTTCAAAATTTTGMTTTTTGA 

ATCTTTTTATTTT 

Sequence 1798 

TCCGCTGCCGAAGTCAGTTCCTTGTGGAGCCGGAGCTGGGCGCGGATTCGCCGAGGCACC 

GAGGCACTCAGAGGAGGTGAGAGAGCGGCGGCAGACNACAGGGGACCCCGGGCCGGCGGC 

CCAGAGCCGAGCCAAGCGTGCCCGCGTGTGTCCCTGCGTGTCCGCGAGGATGCGTGTTCG 

CGGGTGTGTGCTGCGTTCACAGGTGTTTCTGCGGCAGGCGCCATGTCAGAACCGGCTGGG 

GATGTCCGTCAGAACCCATGCGGCAGCAAGGCCTGCCGCCGCCTCTTCGGCCCAGTGGAC 

AGCGAGCAGCTGAGCCGCGACTGTGATGCGCTAATGGCGGGCTGCATCCANGAGGCCCCG 

TGAGCGA TGGA ACTTCGACTTTGTCACCGAGACACCACTGGGAGGGTGMCTTTTNCCTT 

GGMNCGTTTTGCGGGGGCCTTGGCCTGCCCMGCTNTACCTTTTCCAACGGGGCCCCGG 

CGAG 

Sequence 1799 

GGCGNAGCTCGNCTTCCTCCNCGCCCMGTTCCGGCGCCGCTCTTGCGGGAGCGTGCCGC 
ATCACCCCGGGGGCCCCTACGCGAGGATCTCCGGGGCCGTTGGCAGCAGCCTG 
Sequence 1800 

TCACCCCGCGTCCGGGCGGGCGTGGGGCGGTGGGAGGTAGTGAAGAAGGGTCGGCGGCCT 

GGGGTCGGCGCCGGCGCCGGCGGCCGAGGAGGCGGTAGGAACCGCAGGGCGCTCGGGGAA 

GCAAACNGAGTGTGGAAATACNACCTGACCCCTGCAATCCAGACCACAAGCACCCTTTAT 

NAGCGGNGCTTTNAGAATATCATNAAGNGGNTTTAATAAGGAGCAGGTCCCACCCCCTGC 

TGTGGAA 

Sequence 1801 

GTCGACCCACGCGTCCGGGAGCAGAGTCGACTGGGAGCGACCGAGCGGGCCGCCGCCGCC 
GCCATGMCCCCGAATATGACTACCTGTTTAAGCTGCTTTTGATTGGCGACTCAGGCGTG 
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GGCAAGTCATGCCTGCTCCTGCGGTTTGCTGATGACACGTACACAGAGAGCTACATCAGC 

ACCATCGGGGTGGACTTCAAGATCCGMCCATCGAGCTGGATGGCAAAACTATCAAACTT 

CAGATCTGGGACACAGCGGGCCAGGAACGGTTCCGGACCATCACTTCCAGCTACTACCGG 

GGGGCTCATGGCATCATCGTGGTGTATGACGTCACTGACCAGGAATCCTACGCCAACGTG 

AAAGCAGTGGCTGCAGGAGATTGACCGCTATGCCAGCCGAGAACGTCAATAAAGCTCCTG 

GTGGGGCAACAAAGAGCGGACCCTCACCACCAAAGAAGGTNNGTGGGACCAACACCACAA 

GCCMGGGAGGTTTGGCMGACTTCTTTTGGGGCATTC 

Sequence 1802 

NCCCCGCGTCCGCGGACGCGTGGGCGGAGCTGCTGTGCAGTGGAACGCGCTGGGCCGCGG 

GCAGCGTCGCCTCACGCGGAGCAGAGCTGAGCTGAAGCGGGACCCGGAGCCCGAGCAGCC 

GCCGCCATGGCAATCAAATTTCTGGAAGTCATCAAGCCCTTCTGTGTCATCCTGCCGGAA 

ATTCAGAAGCCAGAGAGGAAGATTCAGTTTAAGGAGAAAGTGCTGTGGACCGCTATCACC 

CTCTTTATCTTCTTAGTGTGCTGCCAGATTCCCCTGTTTGGGATCATGTCTTCAGATTCA 

GCTGACCCTTTCTATTGGATGAGAGTGATTCTAGCCTCTAACAGAGGCACATTGATGGAG 

CTAGGGATCTCTCCTATTGTCACGTCTGGCCTTATAATGCAACTCTTGGCTGGCGCCAAG 

ATAATTGAAGTTGGTGACACCCCAAAAGACCGAGCTCTTCTTCAACGGAGCCCAAAAGTT 

ATTTGGCATGATCA 

Sequence 1803 

CGCGTCCGCGCTTCTGTTACGGCCAGTGCAACTCTTTCTACATCCCCAGGCACATCCGGA 

AGGAGGAAGGTTCCTTTCAGTCCTGCTCCTTCTGCAAGCCCAAGAAATTCACTACCATGA 

TGGTCACACTCAACTGCCCTGAACTACAGCCACCTACCAAGAAGAAGAGAGTCACACGTG 

TGAAGCAGTGTCGTTGCATATCCATCGATTTGGATTAAGCCAAATCCAGGTGCACCCAGC 

ATGTCCTAGGAATGCAGCCCCAGGAAGTCCCAGACCTAAAACAACCAGATTCTTACTTGG 

CTTAAACCTAGAGGCCAGAAGAACCCCCAGCTGCCTCCTGGCAGGAGCCTGCTTGTGCCG 

TAGTTCGTGTGCATGAAGTGTGGATGGGTGCCTGTGGGGGTGGTTTTTAGGACACCAGAA 

GAAMCACAGTCTCTTGCTAGAGAGCACTCCCTATTTTGTAAACATATCTGCTTTAAGGG 

GGATGTACCAGAAACCCACCTTACCCC 

Sequence 1804 

CCCGCGTCCGTAGATTAAATTATGCAAGTTGCAAGAATGTAGTAACTCTGATCAGCTACA 

AGGAAAGGAGGAAAGAGTAAATGAAGAAAGTCATCTAACTGAAAAGGAATATATAGAACA 

TTGTAACACCCCTACAACTGATTCTGATTCATCTATAGCAGTTAAAGCACTACAAATAGA 

TAGCTTTGGTTTAGTTACATGCTTTCMCMGAGTCTCTTGATGTTTCTCAAATGATACT 

TGGAAAATCTCAGCAACCTGAGTCAAAAATGCAATCTGAATTTATAAAAGAAAAAAGTGC 

TACTTGTTCAAATGAGGAAAAAGGTAACTTAAACGAGGTCAGTAATAACTGAAGAGAAAG 

AAACAGATGGGAGATCACCCTATCTTCATTACTGAACCAAAACTACCNGTTCACAATATA 

CCTGGATTCGACAGCATAAAAGAAACC 

Sequence 1805 

GCGTCCGGCAGCTGAAAGGGGATTTGGGCCCGGAAGATCCGAGTCCATCCGCGGCGGGGA 

GAGGGCAAGCGGGACCGGTAGGGGCCGGAGCAGCGGCGGCGGCGCTCGGACTGTCCCATC 

CGCCCCGTATTGAGGCGCTGGGAGCGGCGGGGCGACAGGAAAGCGATGGTGAAAGCGGGG 

CCGTGAGGGGGGCGGAGCCGGGAGCCGGACCCGCAGTAGCGGCAGCAGCGGCGCCGCCTC 

CCAGAGTTCAGACCCAGGAAGCGGCCGGGAGGGCAGGAGCGAATCGGGCCGCCGCCGCCA 

TGGAGCTGAGAGTCGGGAACAGGTACCCGGCTGGGCCGGAAGATCGGCAGCGGCTC 

Sequence 1806 

GTCGCCCCGCGTCCGCACAGTTGATTCTGMTTTTTAAGGCTTTCCTAATAGGCTGATCA 

CAGAGAATAATCCATTTTGAAGGTATAAAACTGCACTGTATGTCTGTCACTTGTAGCTGA 

A CTGAT TCACATTTTGACAAAAGAGAGAAMTACAAAAATGAGTTTTGCAAATGTAATAA 

CTTTTTCTGCATATAGAACTAAATAATTGAAA AATAT GGGCTATAGTTCTCAAAGGTAGA 

TAGTAMATCACTGGCTTTTTCCAGCTGTATGTTTTTCCACTGTGCGTGTACACACACAC 

TGGAAAATAATTAGGCTGATTTTGCAGGTCTTCATTGTTAGAGATTCTGAAGTATTTACT 

GTCAATTCATAGGTTTCAGTTTATTTAGGAAATTAGTGTTTGACAGCI I I I I fTAAATTA 




WO 01/070979 



PCT/US01/09126 



TABLE 1 

299/467 



TTTCACTGAAGCTGAGATTATTAGTGATCAAAGTTAAMTTTCAATATTTAATTTCTCTA 

TATATTATTAATATTAAAATGGTTT 

Sequence 1807 

GTCGACCCCGCGTCCGGTACTACATCCCCTGAAGAAACATGTGCCCAGGTGATTCGTGAA 

GCTAAGAGAACAGCACCAAGTATAGTGTATGTTCCTCATATCCACGTGTGGTGGGAAATA 

GTTG GACC GACACTTAMGCCACATTTACCACATTATTACAGAATATTCCTTCATTTGCT 

CCAGTTTTACTAC7TGCAACTTCTGACAAACCCCATTCCGC7TTGCCAGAAGAGGTGCAA 

GMTTGTTT ATCCGT GATTATGGAGAGATTTTTAATGTCCAGTTACCGGATAAAGAAGAA 

CGGACAAAATTTTTTGAAGATTTAATTCTAAAACAAGCTGCTAAGCCTCCTATATCAAAA 

AAGAAAGCAGTTTTGCAGGCTTTGGGAGGTACTCCCAGTAGCACCACCACCTG 

Sequence 1808 

CCCCGCGTCCGGCCTTTAAAAGAAGACTTGAATTCCTATGGAACAATAAAGACACAGCAG 

AAMCAGGGATTCTCCTGTTTCAGAGGAAATAAAAATGACCTGTCAACAATTTATCCATT 

ATCACCGTGACCTCTGTATCCGAAACATTGTCAAAGAAAGAAGGTGTGGTGCAAAGACTT 

CTGCTGGAACTTTCTGTGGCTGTGACCTGGTGAGCTGGCTAATTGAAGTCGGCCTTGCCT 

CCGACCGTGGTGAAGCTGTGATATACGGAGACAGGCTGGTACAAGGGGGAGTCATCCAAC 

ATATTACCAACGAGTATGMTTCCGGGATGAGTACTTGTTTTACAGATTTCTTCAAAAGA 

GTCCTGAACAGAGTCCTCCTGCTATTAATGCAAACACTCTCCAACAGGAAAGATATAAAG 

AAATTGAGCATTCATCCCCACCCTCACATTCCCCTAAGACCTAAATTATGCAGGGGAGAA 

CCCTACATGGAATCAT 

Sequence 1809 

CGCGTCCGCTGGAGTGCTGCTGAGGAGCGANGGGCCCATCTGGGGTCTCTGGAAGTCGGT 

GCCCAGGCCTGAAGGATAGCCCCCCTTGCGCTTCCCTGGGCTGCGGCCGGCCTTCTCAGA 

ACGAAGGGCAGTCCTTCCACCCCGCGGCGCAGGTGACCGCTGCCATGGCTTTTCCCCATC 

GGCCGGACGCCCCTGAGCTGCCTGACTTCTCCATGCTGAAGAGGCTGGCTCGAGACCAGC 

TCATCTATCTGCTGGAGCAGCTTCCTGGAAAAAAGGATTTATTCATTGAGGCAGATCTCA 

TGAGCCCTTTGGATCGAATTGCCAATGTCTCCATCCTGAAGCAACACGAAGTAGACAAGC 

TATACAAGGTGGAGAACAAGCCAGCCCTCAGCTCCAATGAACAATTGTGCTTCTTGGTCA 

GACCCCGCATCAAGAATATGCGATACATTGCCAGTCTTGTCAATGCTGACAAATTGGCTG 

GCCGAA 

Sequence 1810 

CGCGTCCGGTGCATCTGAGGACTGGTGGGAAGGCANGGCACAACGGGATTGACGGGCTGG 

TGCCTCACCAGTATATAGTGGTGCAGGATATGGATGATACGTTTTCAGACACTCTGAGCC 

AAAAAGCCGACAGTGAGGCCAGCAGTGGGCCAGTCACGGAAGACAAGTCCTCATCCAAGG 

ACATGAACTCCCCGACAGACCGTCATCCTGACGGCTATTTAGCCAGGCAACGAAAAAGAG 

GAGAGCCACCCCCTCCAGTAAGGCGTCCTGGCAGGACCAGTGAT 

Sequence 1811 

TCAGGAGTCGACCCCGCGTCCGGAAGGCCGATGCTGTGGGGGTGGGCGTGGAGAGAATTC 

TTCTGTGGGTCCTCTGGTGTTGAGTGGTCGGCTTGGTGTGGTGTGCGGAGGAGCTCCAGG 

CCCGTCGGCGCGGAGTGGTCTCACGTGTGAAACATGGCTACAGATTGGCTGGGAAGTATT 

GTGTCCATCAATTGTGGAGATAGCTTGGGTGTCTATCAGGGAAGAGTGTCAGCTGTGGAT 

CAGGTCAGCCAGACCATTTCTCTCACCCGGCCTTTCCATAATGGAGTGAAGTGTCTTGTT 

CCAGAAGTCACCTTCAGGGCAGGTGACATTACGGAGTTAAAAATTCTGGAGATACCAGGA 

CCTGGAGACAACCAACATTTTGGAGACCTTCATCAAACAGAATTAGGCCCCTCTGGTGCT 

GGCTGCCAAGTGGGCATCAATCAGAATGGCACAGGCAAGTTTGTCAAG 

Sequence 1812 

CCGCGTCCGCCCAGTCCNAGTGCTGGCTTTCCCTGTATCTGCCTCTGCCAGGCAACACTT 
ATCATGGCTCCCAATCAGCAGGAGCCTCCATGCTCCACTTTGAACAGCCTCTATGCTCCA 
GCAATGGGGCATTTGTGAAGAGTGACTTGATTAACTTTTCTGACCATGGGTATAATACAG 
TTGCTTCAGAGGGCAGTGGTTCTGGGTGTGA I I 1 1 I ACACTGTAACATTGTATACAGTGT 
CATGGATAATTACTATTTTTTTCTGGTCATTAACACTCACCTACTCTAGTACTAGGATTT 
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CAGACCMGGTCCTCATGACGCCTGGATATTTTAGTATCTATATCCMTAATCTTTTCTC 

TCCTACTGMTATCCAGGCAMGATGAMTCGTTTTCTTTAAAACTGTCAAATTCTGTAA 

AACTCAGGAGCCAGTTCAAGGGAACAAGCATCTTCACAATAGATGGAATCAAGAGTTAAA 

TGTTATAGTGGCAAGCTTGTCTACTGGGCAACAGAC 

Sequence 1813 

CGCGTCCGCCGCCGCGTCCGCTCCCGGTCCCTGGCCCCTCAGCGGCATGGCGTGCGGGGC 

GACGCTGAAGCGGCCCATGGAGTTCGAGGCGGCGCTGCTGAGCCCCGGCTCCCCGAAGCG 

GCGGCGCTGCGCCCCTCTGCCCGGCCCCACTCCGGGCCTCAGGCCCCCGGACGCCGAGCC 

GCCGCCGCCGTTTCAGACGCAGACCCCACCGCAGAGTCTGCAGCAGCCCGCCCCGCCCGG 

CAGCGAGCGGCGCCTTCCMCTCCGGAGCAAATTTTTCAGAACATAAAACAAGAATATAG 

TCGTTATCMGAGGTGGAGACATTTAGAAGTTGTTCTTAATCAGAGTGAAGGC7TGTGCT 

TCGGGAAAGTCAACCTCACTCCTCAGCACTCACAGCACCTAGCTCTTCCAGGTTCCTCAT 

GGATGAAGAAGGACCAGCCCACATTTACC 

Sequence 1814 

CGCGTCCGTTGMGMTAATATTGTATGTGCATTTTATCCATTMTGT7TCATACTTTCT 
GAGAGTAT AATACCCTTTTAAMGATATTTGGTATACCAATACT7TTCCTGGATTGAAAA 
CTTTTTTTAAACTTTTTAAAATTTGGGCC^ 

GAGGAAGAAAGGATGTGTGTTATACTGTACCTGTGAATGTTGATACAGTTACAATTTATT 

TGACAAGGTTGTAATTCTAGAATATGCTTAATAAAATGAAAACTGGCCATGACTACAGCC 

AGAACTGTTATGAGATTMCATTTCTATTGAGAAGCTTTTGAGTAAAGTACTGTATTTGT 

TCATGAAGATGACTGAGATGGTAACACTTTCGTGTAGCTTAAGGAAATGGGGCAGAATTT 

CGTAMTGCCTGTTGTGCAGATGTGTTTTCCCTGAATGCTTTCGTATTAGTGGCGACCAG 

T 

Sequence 1815 

GTCGCCCCGCGTCCGATTTAMCTGGGTCTTTATAAAAGTAAMTGGCCMCATTTAATT 

ATTTTGCMAGCAACCTAAGAGCTAMGATGTAATTTTTCTTGCNATTGTAMTCTTTTG 

TGTCTCCTGAAGACTTCCCTTAAAATTAGCTCTGAGTGAAAAATCAAAAGAGACAAANGA 

CNT IvnTC GANTCCANNTTTMGGCTGGGGGAAANTGGGTTTTTTAGCNCMCCNTTNCAA 

AAGTTTTNTTTNGGGGATTCATMCANCNCCACCNAATTGNT^ 

CATTTCAATACTAGTTATATTNANNAGGAGTNGGTAGAGAGGAAACATTTGACTTATCTG 

GNAAAAGCAAACTTGTACTTAAGAATAAGAATAACATGGNCCATT 

Sequence 1816 

TCGACCCCGCGTCCGCTCTGCTCCTTGTCTCCNTCTNCCTTTTTCTGTCTTTGCCGGGTC 
TCTGGGTCTCTGACCCCCATCCGGCCCTCATGGCTTTGGGTCNGGAGCTNTTGAAGCAAT 
GTTCATCAT 
Sequence 1817 

CCACGCGTCCGGGGGAGCCGGACGCCAGAGTCCCCTCTCCACGCCGTGCAGCTGCGCTGG 

GGCCCCCGGCGCCGACCCCCGCTGCTGCCGCTGCTGTTGCTGCTGCTGCCGCCGCCACCC 

AGGGTCGGGGGCTTCAACTTAGACGCGGAGGCCCCAGCAGTACTCTCGGGGCCCCCGGGC 

TCCTTCTTCGGATTCTCAGTGGAGTTTTACCGGCCGGGAACAGACTGGGGTCAGTGTGCT 

GGTGGGAGCACCCAAGGCTAATACCAGCCAGCCAGGAGTGCTGCAGGGTGGTGCTGTCTA 

CCTCTGTCCTTTGGGGGTGCCAGCCCCACACAGTGCACCCCGATTGAATTTGACAGCAAA 

GGCTCTCGGCTCCTGGAGTCCTTACTGTCCAGCTCAGAGGGAGAGGAGCCTGTGGAGTAC 

AAGTCTTTGCAAGTGGTTTCGGGGCCAACAGTTCGAGC 

Sequence 1818 

TCGACCCACGCGTCCGGTGAAACACAAAACCAAGGAGTACATTAAGAAGTACATGCAGAA 

GTTTGGGGCTGTTTACAAACCCAAAGAGGACACTGAATTAGAGNGACTGTTGGGCCAGGG 

TGGGAGGATGGGTGGTCAGGTAANGACAAGACTCTAGGGNAGAAGGAAANCCTGTGGGCC 

TTTNTGTCCCACCCCTGTCAGCACTGGTGCTACTGATTGATACATNACCCTGGGGGGNAA 

TTNAACCCTGCCAGNATGTCAACNTGGAANGGCCACAAAGAAGTGGAACCTCCCATCTAC 

AAMNNGAGTTTACNCTTANATTTTGTAGAAGCCTNGTTTGGCCATTGTTGCNNNTAGAN 
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AGTCCATNNANTAGGNGGCAAGGGGGCCTNTANTAAAAATGAACCCCTGGNACAGAACCT 
TGNACTTNCACATTCTTTAAMNCCCTGGGAGATGNTTTGCTTTCTNTGGGNCGNGTTGN 
TTTGNTTC AAGCT GCTACNAAGTAACTCTCAATGGCCGGCAATTATCCCCAACTCNCACN 
AAACTCCNTTTTTMCCCCTGGCANGGMTCCTTGCAMTTTMTAATTTTTTAM 

Sequence 1819 

GTCCGGCTTTAGTGAATTCTTMTAGATNGTATATATAAMGTACATTTTAATAGAAAGC 

CAGGGTTTTAAGGAATTTCACATGTATMGGTGGCTCCATAGCTTTATTTGTAAGTAGGC 

TGGATAAATGGTGCTTAAATGGTAATGTACTCCACTTCTTCCTATTGGAAGATTAACATT 

ATTTACCAAGAAGGACTTAAGGGAGTAGGGGGCGCAGATTAGCATTGCTCAAGAGTATGT 

AAAAAAAAAAAAAAAAAAAANGAACCAAACCACTGGAAATAATCAAATGCAAAAAGGTAA 

CAMTTCATAACTGGAAAGCAAAGAGAAGAACAAGTATGATTTGGATGATAAAGCATTGT 

TTTMTGGTG AAMCT TCACCAGATCACTTAATGTTTCTAGGAGGTTAACTTCAAGTGGG 

CAANTGGGGGTTTTTAGGTAGGTCAGTGGCCCTAAGTTCCTAAAGCCCACAGATTAGGGA 

TCTGTTAMCTGMTGGTCTGTTGGAMGGTTTTGTTTTMCTGCTTGGGAGGCTTTCCT 

TTTAAG 

Sequence 1820 

GCGTCCGGGAAAAGTTTGCCTTCCANGCCGAAGTTAACAGAATGATGAAACTTATNATCA 

ATTCATTGTATAAAAATAAAGAGATTTTCCTGAGAGNACTGATTTCAAATGCTTCTGATG 

CTTTAGATAAGATAAGGCTMTATCACTGGACTGATGAAAAATTGCTCTTTNTTGGAAAT 

GGAGGAACTAACAAGTCAAAAATTAAAGTGTGATAAGNGAGAAGAACCCTGCTGCATGTC 

ACAGACACCTGGTTGTCTGGAAATGACCAGTAGAAGAGTTGGGTNTAAAAAACCTNTGGT 

ACNCATTAGTCCAAATCTGGGACAAGNCGGAGTTTTTTAAAACAAAAATTGACTTGAAAG 

CCACCAGGG AAAG ATGGCTCAGTTCAMCTTriTTGGAATNTGGATTGGGCCCAGTTATG 

GTGGTCCGGTTTTNCTATTTCCCNCCTTTCCCTTGTAGCAGATTNAAGGTTTATTTNGTC 

ACTTTCAAAAAACAACAAACAAACNGATTACCCCAAGCAACATCTTGGGGGAGNTCTTGA 

CTTCCAAATG 

Sequence 1821 

CGTCCGCGGGTAAAATGTTATGGTMGCATGCACANGTTTGCAGTCTACAGTTTTTTTAT 

GTA GCACAA AATAGGTGTACCTTTATMGTACATTCAATTTTATGATTTACATTTATCAT 

GT AATTTT TAAAAAAATCCATCTATCTAGGATATGTTGGATACAMGTCTGCTTTTGCTA 

TTCTTTTTGCTTAAATACTCCTATCATTTTCTGMTTACTTGGTATTTAGAACTCCTAGC 

ACCACGGGGAAGAATA GAGG TATCATCAMCGTGGCAMTTTTCTTTCAGGAATAATAAA 

GAGCATGATTCCACAGCTTTTCTGGGGATGTTTGAGATTCTTTTTTAGTACTAAGCAAAA 

TTCTCATCACAGGAATGTAGCCCAGGCCMTTTATMCTAAATCTCTATTTTGTTCGGAT 

GATGCTTCTAAAACAGCATTGATAGGTTAMGAAGCTTGGGTATTTTTMTTTACTTCAA 

TGATTAGCTCAATTGCTTCTGGGAGTTTTAATCCTGTGGATATGTCAT 

Sequence 1822 

GGGCGCCCCGCGTCCGCTGATCTCGGGCTCCTATTTCATTTACATTGTGTGCACACCAAC 

GTAACCAGTGGGAAAACTTTAGAGGGTACTTAAACCCCAGAAAATTCTGAAACCGGGCTC 

TTGAGC CGCTA TCCTCGGGCCTGCTCCCACCCTGTGGAGTGCACTTTCGTTTTCAATAAA 

TCTCTGCTTTTGTTGCTTCATTCTTTCCTTGCTTTGTTTGTGTGTTTGTCCAGT^ 

TTCMCACGCCAAGMCCTGGACACTCTTCACTGGTAACATATTTTGGCAAGCCAACCAG 

GAGAAAAGAATTTCTGCTTGGACACTGCATAGCTGCTGGGAAAATGAACATCAGTGTTGA 

TTTGGAAACGAATTATGCCGAGNTTGGTTCTAGATGTGGGAAGAGTCACTCTTGGAGAGA 

ACAGTANGAAAAAAATGAAGGATTGTAAACTGAGAAAAAAGCAGATGAAAGTGTCTCACG 

AGCTATGTGTGCTCTGCTCAATTCTGGG 

Sequence 1823 

CCCCGCGTCCGGTCCTTTGGCACTGTCATNTGTGTCCCTCGAGTGAGCNTCACCAGAGCT 
GCAGTAANNGNGCACCTACTACNGGCTCTGNGCTGAGTCCTTCCAGTGNGCCTCTCACTG 
AATNCTCACCCCACTGNCATGAGGTTTNCCCCATTTGACTGATGAGGGTGNAGAGCCAGG 
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GAGCCTTGNTCACTGGTTCATTGANTACATTTACAAATATTATTNACAGAGTGGGAGMG 
AGCCGTATAGGGNCTTMTGCCATGGTNGGGACTTTGGAATTTAATTCAAGTGATGTGGG 
AGTACCTGCCAGATGGATGGAGGGTGAAATAATGCTTAAGCCCTCAGCC 
Sequence 1824 

CGCCCACGCGTCCGCACCGGCCCGATGAGCTGCAGCGGCTCCGGCGCGGACCCCGAGGCG 

GCTGCCGGCCTCCGCCGCCTCGGCCCCGGGCCCCGCGCCCCCGGACTNGGCTCCCGCCGC 

GCTGCCCTCCAGCACCGCCGCGGAGAACAAAGGNCAGCCCCCGNGGGGACAGGNNGGGGA 

GGACCTGGGNGCTNGGAGCAAGCATGCTGGGGGGCACAGGGACCCTTTGGCGGGAAGCCG 

GGCCGGTAGAGCNCAGCNTGAAGCAGGNTNTGAGGAGCTGGNTCCCTGNGNATNGGNNGA 

GGATGGGCCGCNGGANGCCCTCTCCGNGAAGGGGGGNGCTCAATAATCTTAACCGGGGGG 

TTTNAA 

Sequence 1825 

CGCGTCCGGCTGAAGGCTCCCCTGGGNTTNCTGGCCTCCTGGGGCAGAANGGGAGAGAAA 

GGCGATGCTGGCAACTCCATTGGAGGAGGCAGAGGGGNACCTGGCCCTCCAGGGCTCCCT 

GGGCCCCCAGGGCCAAAGGGAGAAGCAGGTGTCCGATGGCCAGGTTGGCCCCCCAGGGCA 

GCCAGGAGACAAGGGGGAGCGTGGAGCAGCTGGAGAACAGGGACCAGATGGCCCCAAGGG 

CTCCAAGGGAGAACCAGGGAAAGGAGAGATGGTGGATTACAATGGAAACATCAATGAGGC 

TCTCCAGGAGATCCGGACGCTGGCCTTGATGGGGCCTCCTGGTCTTCCTGGGCAAATTGG 

CCCACCTGGAGCTCCAGGGATTNCAGGCCAGAAGGGGGAGATTTGACTGCCANGGCCTTT 

CAGGACACGATGGGGAAA 

Sequence 1826 

GTCGACCACGCGTCCGG I I I 1 1 1 1 1 I I 1 1 1 I GAGACAGAGTTTTGCTCTTGTTGCCCAGG 

CTGGAGTGTGATGGCTCGATCTTGGCTCACCACAACCTCTGCCTCCTGGGTTCAAGCAAT 

T CTCC TG CCTCAG CCTCTTGAGTAGCTTGGTTTATAGGCGCATGCCACCATGCCTGGCTA 

ATTTTGTGTTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCC 

CAACCTCAGGTGATCTGCCCTCCTTGGCCTCCCAGAGTGCTGGGATTACAGGTGTGAGCC 

ACTGTGGCGGGCCCGTCCCCTCCTTnTTAGGCCTGAATACAAAGTAGAAGATCACTTTC 

CTTCACTGTGCTGAGMTTTCTAGATACTACAGTTCTTACTCCTCTCTTCCCTTTGTTAT 

TCAAGTGTGACCAGGATGGCGGGAGGGGGATCTGTGTCACTGTAGGTACTGTGCCCAGGA 

AGGC 

Sequence 1827 

CGACCNCGCGTCCGGCACTCTGTTCTTCCGCCGCTCCGCCGTCGCGTTTCTCTGCCGGTG 

AGCGCCCCGCCCCGGGGCCTGAGCTGGACGTCGCAGGCCTGCGCCCCCCGACCCCGGCTG 

GCCCCGCTTCCAGCTGCCGAGGCCTCGTCGCGCCTTCCCCGGGAACAAAAGGCGGGGTCG 

C AATG GAAGAAGAGATCGCCGCGCTGGTCATTGACAATGGCTCCGGCATGTGCAAAGCTG 

GTTTTGCTGGGGACGACGCTCCCCGAGCCGTGTTTCCTTCCATCGTCGGGCGCCCCAGAC 

ACCAGGGCGTCATGGTGGGCATGGNCCAGAAGGACTCCTACGTGGGCGAC 

Sequence 1828 

CNCCACGCGTCCGGACCGGGGAAGACGCCTCTTCGCCGCCTCCGAAAACCGAGGCAGCGA 

GCGACCCCCAGCATCCCGCGGCCTCCGAAGGGGCCGACGCCGCCGCCGCCTCGCCGCCAC 

TGCTGCGCTGCCTAGTGCTCACCGGCTTTGGAGGCTACGACAAGGTGAAGCTGCAGAGCC 

GGCCGGCAGCGCCCCCGGCCCCTGGGCCCGGCCAGCTGACGCTGCGTCTGCGGGCCTGCG 

GGCTCAACTTCGCAGACCTCATGGCTAGGCAGGGGCTGTACGACCGTCTCCCGCCGCTGC 

CTGTCACTCCGGGCATTGGAGGGCGCCGGGGTGTTNTGATCCGCAGTGGGCGAGGGGAGT 

CAGCGACCGCAAGGCAGGAGACCGGNTGATGGTGTTGAAC 

Sequence 1829 

GGTGTCGCCCCGCGTCCGCTTGTCTT7TTTGGGGGTGTGMTTTTTTGCATTGTT 

CATATTCTTTATCATGTMTTTATGTTCTTTTTTACTAAGTATTATGTGTGGTTATTAT^ 

GATTTTCACAMGATATATTGCTGGTMTATATTTTATTGTGTAGTCTTATAATTTACTT 

AACCTTCTTTCAATTGTTAGAMTTTAGGCTATTTCCAGATTTTCAGTATTGTAAATAAT 

GCTGTGATGACCMTTTTGTGMTAAAATGTTTTTATGTATTTCAGATTATTCCCTTAGG 
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ATAGTCTCTCAGTGCCAAGTTGTCAAAMCATCTCTATTTTGCTTATCTTCCTGCTCTCT 

TGCTGCCTTAGGGGGTAGTAAACTGAAACATAAAGTAAACATGCATACAAATAAAAAACA 

TAAMCAAAAATMGCAACCTGATGGTMTAGGTGAAAGTGGTMCCTGTTTTAACTTTG 

AATTCTTGCCCGGCGCGGTGGGCTCACGCCCTGTAATCCCAGCA 

Sequence 1830 

CGCGTCCGGTAAACCAGCCGGAGCGGCGCGGNAGCGGCAGGACCGCCGTGGCGCCTAGAG 

TAGCAGACCCGGGGGGAGCGCGGGGCGACGCTGGCTGCAGGGACCCGGTGACAGCGTGAG 

AGGTTTTGACAAGCTTGCATCATGCGTGAGTATAAGCTAGTCGTTCTTGGCTCAGGAGGC 

GTCTGGAAAGNCTGCTTTGACTGTACCMTTTTGTTCMGGMTTTTTGTAGAAAAATAC 

NGATCCTACCGATAGGAAGATTCTTATAGAAAGCAAGTTTGAAAGTAAGATGCACAACCA 

GTGTATGCTTTGAAAMTCTTTGGATACCTGCCAGGNAACCGGGAGCCAATTTACANCCA 

ATGGAGGGGGATTTATMCATGNAAAAAMTGGGACAAAGGGATTTTGCATTTAGTTTAA 

TTNCMTCACCAGACACAAGTTCCCACCAATTTTAAAAMAATTTTACCAAAGAACCCTG 

GAGGAGNAACCMGMNTTCTTTNNGAAGGTTTAAAAAGGAACCACCTTGAATTGGAATG 

GTTTCCCAAATG 

Sequence 1831 

CCAATTATAGACTATATAGGGGGAAGAGCACTGGATTTGGAGTCAAGAAACCTGGACACT 

TGGCTCCACACTTCCTTAGCTGGGTAACTTTGGGCAAACCGCTTGGTCTCTCAAGCCTAA 

GGTTCTTCAGCTATAAAATGGGAATAATACTTCACTAACTACCTCACAGAGTTGTGGTAA 

GAATATAATCAGATAACTGGATAAAAACACTATATAAACTGGAAAGCGCCGTACAAATGT 

GAGAGATCAGTTTTATTATCAMTCACTGTTTTCCACTGCCTCTTGAATCGGCTTTATTC 

TAACCMCCATTACATCTTTCTCATCTTTTGGAGTATGGGTAATTGAGGCTTGGGTGTGT 

CATCAGGGACTGGGAAGTTATTTCAGCTCCCATGTAAAAGGTGGGAGAGGTGGTTTGTGG 

GNGCAG 

Sequence 1832 

GNGTCGACCNCGCGTCCGCTATTTACTACCTCCTTATGAGGAAGTGGTGAACCGACCTCC 

AACTCCTCCCCCACCATACAGTGCCTTCCAGCTACAGCAGCAGCAGCTGCTGCCTCCACA 

GTGTGGCCCTGCAGGTGGCAGTCCCCCGGGCATCGATCCCACCAGGGGATCCCAGGGGGC 

ACAGAGCAGCCCCTTGTCTGAGCCCAGCAGAAGCAGCACAAGACCCCCAAGCATCGCTGA 

CCCTGATCCCTCTGACCTACCAGTTGACCGAGCAGCCACCAAAGCCCCAGGGATGGAGCC 

CAGTGGCTCTGTGGCTGGCCTGGGGGAGCTGGACCCGGGGGCCTTCCTGGACAAAGATGC 

AGAAATGTAGGGAGGAGCTGCT 

Sequence 1833 

GCCNCGCGTCCGTGAAACGCAAAAGAAGGAGCTCGGAATATAAGAACGTCAGAACGAGTG 

ACACTMTAGTGGATAACACTAGATTTGTTGTAGACCCATCCATTTTTACTGCACAGCCA 

MTACMTGTTGGGCAGGATGTTTGGATCTGGCCGAGAACATAACTTTACACGACCCAAT 

GAGAAAGGAGAGTATGAGGTGGCAGAGGGAATTGGTTCCACTGTGTTTCGAGCGATTCTG 

GATTACTATAAAACAGGAATAATCCGTTGTCCTGATGGCATATCTATTCCTGAACTGAGA 

GAAGCATGTGACTATCTTTGTATCTCTTTTGAATATAGCACTATTAAATGTAGAGATCTC 

AGTGCCCTAATGCATGAGTTATCAMTGATGGTGCTCGTAGACMTTTGAATTTTATCTG 

GAAGAAATGATCCTCCCTCTCATGGTAGCTAGTGCCCAGAGTGGGGAACGG 

Sequence 1834 

CCNCGCGTCCGCTTTAACCACCATAAGAAATCAGAAAACGCAAGATAAAGTTCAGCACAC 

AGTATGTATGGATTGCAGTAGCTACAGTACATACTGTTATCGCTGTGATGATTTTGTGGT 

TAATGACACCAAGCTGGGACTGGTACAGAAAGTCAGAGAACACTTACAGAACTTGGAAAA 

CTCAGCTTTCACAGCTGACAGGCATAAGAAMGAMACTTTTGGAAAACTCAACACTAAA 

CAGCAAGTTATTAAAAGTAAATGGAAGCACCACTGCCATTTGTGCCACAGGCCTTCGGAA 

TTTGGGGAACACATGTTTCATGAATGCCATCCTTCAGTCACTCAGTAACATTGAGCAGTT 

TTGGCTGTTATTTCAAAGAACTGCCCCGCCGTGGAGTTAAGGAATGGGAAAACAGCAGGA 

AGGCGGACATACCACACCAGGAGCCAAGGGGATAACAATGTGTCTTTGGTAGAAAG 

Sequence 1835 
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TTACTGGGCACCCANCTCCATGTGCANGACTTTTCCCAACACAGCCTTGGCCAGTCAGAT 
GGTGTGNCAGGGCCNNAGGTTTNCGTANCCTCTTGGGTGATAGAAAGGGGCCCAGGCCCT 
GGGCTGGGGCTCATAANGGACTCAAANGAGGCACCTTGCCC 
Sequence 1836 

TCGCCCGGGGGCCATGGCAGCAGCGGCTACTGCAGCCGAGGGGGtCCCCAGTCGGGGGCC 

TCCCGGGGAAGTCATTCATCTGAATGTGGGAGGCAAGAGATTCAGTACCTCTCGCCAGAC 

TCTCACCTGGATCCCAGACTCCTTCTTCTCCAGTCTTCTGAGCGGACGCATCTCGACGCT 

GAAAGATGAGACCGGAGCAATCTTCATCGACAGGGACCCTACAGTCTTCGCCCCCATCCT 

CAACTTCCTGCGCACCAAAGAGTTGGATCCCAGGGGTGTCCACGGTTCCAGCCTCCTCCA 

TGAAGCCCAGTTCTATGGGCTCACTCCTCTGGTTCGTCGCCTGCAGCTTCGAGAGGAGTT 

GGATCGATCTTCTTGTGGAMCGTCCTCTTCAATGGTTACCTGCCGCCACCAGTGTTCCC 

AGTGAAGCGGCGGAACCGGCACAGCCTAGTGGGGCCTCAGCAGCTAGGAGGACGGNCAGC 

CCCTGTCCGACGGAGCAACACGATGCCCCC 

Sequence 1837 

CGCGTCCGTTCTA GATCGC GAGCGGCCGCCC I ill I I I I I I I M ( ATCTTTCTG I I I I I C 

CACTAAAAGCTCCGTTTTTCCATCTTCCCATTACTCTCCCTTTCCTGTGNACACTCCTGA 

AG ACAGG CATCCTCATAAGGTGTTCTGMTTMCTTTAGGGNGTTCTCCAGGTACTTTGC 

ATCI 1 1 I I ATATTTCTTGTAAATTGNTMTTTCTAAGCTCCATGATTAAAGAGAATTCAC 

CACTAAAAAAAAAAAAAAAGG 

Sequence 1838 

CGCGTCCGGGCTGGCGAGCGCCGNCGCCGGCGGAGACCGACNCTNGGCCAGAGCCNGCCC 

GCGGCGCCCGGGCCTGGCCGGCTGCTTCCCGCCTCAGCNNGGCGCCCCNGCCTCCGTGCG 

CCGCAGACTTTGCCTAGGCGGGCNGAAGCTGAACAAGAGGTCCCTCGGCCCTGCACGGTC 

CGGCCGCGGTCCGGAGCCGANGCGCATGAGATTCCCCAGGAAGCCATCACACTCCTTCCC 

ACTGTGGTTTNGGGAGCATGAAGGCGTTG 

Sequence 1839 

GCCCCGCGTCCGTTTTATTITGCACTTTTATGGGTGACAGTTTTTA^ 
TAAAATACACTCAAGTGACTTGGACTTAGATGCTTATCCTTACGTCCTTGGTACC I I 1 1 I 
TGTATTMCA AACACTGCAATTTATAGATTACATTTGTAGGMGTTATGCTTTTTTCTGG 
TTT TTGTTT TACTTTCAACC TAGGT TATMGACTGTTATTC 

GCCTTTTTAATTCCCTACAG7TTTATGGGTGTTATCAGTGCTGGAGAATCATGTAGTTAA 

TCCCAAAGTGCTGGGATT ACAGGC GTGAGCCACCGCGCCCAGCCTACATTCACTTCTAAA 

GTCTATGTAATGGTGGTCATTTTTTCCCTTTTAGAATACATTAAATGGTTGATTTGGGG 

GGAAAACTTATTCTGAATATTMCGGGTGGTGAAAAGGGGACAGTTTTTACCCTTAAAGT 

GCAAAAGTGGAACATACAAMTMGACTAMTTTTTNAGAGGTMCTCAAGTMTTTC 

Sequence 1840 

GTCCGGCCAGCTGATGCCGGGAGCTAACTACCGCGCCGGGGCCGGGGCCGGGGCCGGGGC 

CCGACGTCCCCGCGGGGCCCGGGACCGNGAGGAGGACGGCGGGGGCCTGGAGCCCGCGGC 

CGTGGCCCGCGACCTATTGAGGGGCACATCTAACATGTCATTTGAGGAGCTGTTGGAATT 

GCAGAGCCAAGTGGGGACTAANACNTACAAACAATTGGTAGCTGGAAATAGTCCTAAGAA 

ACAAGCTTCTAGACCACCTATCCAAAATGCATGTGTTGCANATAAGCACAGGCCTCTGGA 

MTGTCANNCAAGATCCGAGTNCCATTTTTACGTCAGGTTGTTCCCATTAGTAAAAAGGT 

AGC 

Sequence 1841 

GCACCCGCTGNGAGAGGCGGTAGCGGCGGCGGCGGCGGTGGTATCGGCGGCAGCTGTGAG 

GGGGTTCCGGGMGATGGTGCTGATCMGGAATNCCGGGTGGTTTTGCCATGTTCTGTTC 

AGGAGTATCAGGTAGGGCNAGCTTTACTCTGTTTGCMGAAGCTTTGTAATGAATTGAGA 

CTGGGTGGGTGGAGAAGGMTTGAAGNTCTTAAAGAATGAACCTTATGAGAAGGATGGAG 

AAAAGGGACAGTTTACGCACAAAATCTATCACCTAAAGAGCAAAGTTGCCTGCATTCTGT 

GAGGATGATTGCTCCCGAGGGCTCCCTTGGTGTTTCATGAGAAAAGCCCTGNAAATGCCG 

TACCCCTACTGTAGNAACAATTNTNAACCGAAATGGAATATATTGAAANGAATGATTTTC 
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CTTCAATTNAAAANTCCGAAAACAATNGGCANCCAAAACCCATNACTTTGGGGAACCATN 
TAGGAAAAAANNGTACCNATNGGGTTTTTAGGATTCCCAAAACCACNATTGGGAAAAAAC 
CTTG 

Sequence 1842 

CCCGCGTCCGGCGGAGAAGACTCAAAAGAGTGTGAAGATTGCTCCTGGAGCAGTTGTATG 

TGTAGAAAGTGAAATCAGAGGAGATGTAACTATCGGACCTCGGACAGTGATCCACCCTAA 

AGCAAGAATTATTGCGGAAGCCGGGCCAATAGTGATTGGCGAAGGGAACCTAATAGAAGA 

ACAGGCCCTTATCATAAATTGCTTACCCAGATAATATCACTCCTGACACTTGAAGATCCA 

GTMCCMNMCCCTATGATTCATTGGCACCAATAAATGTTGTTTGGAAGTTGGGCTGGT 

TTATTCCCAAAGGCCCATTGAMGATGGGGGAGGATAAAATAAATGGTCATTTGAAATCA 

MMGTCMTTATTGTTAGGCCAGAMATGGTAMTATTTGGACCMGTTGGCTTGCATT 

CATTTGGGNGGGCTTTGGTTGCMCCTTAAANTACATTTTGTAAGTTCATCCCCTGGAGA 

ATACCNGGTGGAATCCTTAAT 

Sequence 1843 

CGACCNCGCGTCCGGGGGATCTGTGCCTGGCATGGGGACGAGTTCTGGCCTCCTTAGGGT 

ACGGGGAGAGCTTGGACTTTGGTCCTGACGTGGTGGACGACACACCTTCGAAGAGTGGAC 

GTTACCTCAGTTGTCTGTTGTTAGAGTTTMTCGATCACTCCTCTGTTTTGTTGTGTTCT 

TTCCCAGAAATAACTTTACCAAAGGAAAGCTATTTTGCGAACTATCTTCTCCAGCGGAGA 

TGGCCMTGTGCTTTGTMCAGAGCCAGACTGGTTTCCTATCTCCCAGGATTTTGCTCTT 

TAGTTAAMGGGTTGTCMTCCCAMGCCTTTTCGACTGCAGGATCATCAGG7TCGGATG 

AGTCTCATGTGGCTGCTGCACCTCCAGATATATGCTCTCGAACAGTGTGGCCTGATGAAA 

CTATGGGACCCTTTGGAC 

Sequence 1844 

GGGACAGAGCCCCCGATCCGCCAGCACCACCTGAGGATTNNGAAACCGCCCCAGCGATGG 

AAGAGGGNCAGGAGCTGGAGAGGAAAGCAATAGANGAACTGCTTAAGGAGGCAAAACGTG 

GGAAAACTAGAGCTGAAACAATGGGACCCATGGGTTGCTTATTACAGGGACAAGATACAA 

ACTAAAATCAGCCAAAATAAGACACAAAGATTAAAGCCA 

Sequence 1845 

CGTNCGGGACCCGNCAACATGGGCCGCGTTCGCACCAAAACCCGTGAAGAAGGCGGCCCG 

GGTCATCATAGAAAAGTACTACACGCGCCTGGGCAACGACTTNCACACGAACAAGCGCGT 

GTGCGAGGAGATCGCCATTATCCCCAGCAAAAAGCTCCNCAACAAGATAGCAGGTTTATG 

TCACGCATCTTGATGAAGCGMTTTCAGAGAAGGCCCANTTAAGGAGGTATCTTCCATCA 

AAGCTGCAGGNAGGAGTGANGAGAGNAAAGGAGTAGACAATTATGTTTCCTGAAGGTCTC 

AGCCTTGGGATCAAGNGAGAATTATTNGAAAGNTAGATCCCTGNACAACTAAAGGAAATG 

CTTGMGNCTTTTTGGACCTTCGNCAGGTTCTTGTCCAACCCTTTCAAGGTTCACTTCAG 

GCCTACAAGTTGGGGATTGAMTTFTTCAAAMCGCCNTCGGGGGMCCCTGTTTTGAAA 

All I 1 1 1 1 I CTTG NT AG NTG CCTTGT ATT AATTTTT 

Sequence 1846 

GTCGACCCCGCGTCCGCAGCCTGGCCTGTGAGACCCTCGTGGACAACAACCTGCGGGTCA 

CCAACTGGAACCGCAAGCTGGGCTGCAAGTGCCAGTACAAGCACATTGTGGACTGGTGTG 

GCTGCTCCCCCAACGACTTCAAGCCACAGGACTTCCTCCGGCTGCAGCAAGTCTCCAGAC 

CCACCTTCTTCGCCCGGAAGTTCGAGTCGACTGTGAACCAGGAGGTGCTGGAAATCCTGG 

ACTTCCACCTGTATGGCAGCTACCCCCCCGGCACGCCAGCCCTCAAGGCCTACTGGGAGA 

ACACCTACGACGCGGCTGATGGCCCCAGTGGGCTCAGTGATGTCATGCTCACTGCTTACA 

CAGCCTTCGCCCGCCTCAAGCCTGCACCATGCCGCCACTGCTGCACCCCCAATGGGCACC 

CCACTCTGCAGGTTTGAGCCCAGGGGCTTTGCCGTCCAAGCGTGCACCTGTATTTCTATG 

ACGACCATTTC 

Sequence 1847 

TCCGCAAGAGTTATGCTTAAGACCAGCCAGCCTTGATAGTGGCAGAACATCCACTAGCAA 

TAGCAATAATAATGCTTCACTACATGAAGTCAAAGCAGGTGCAGTTAATAACCAAAGCAG 

GCCACAAAGCCACAGCAGTGGAGAATTTAGCCTGCTTCATGACCATGAGGCTTGGTCCAG 




WO 01/070979 



PCT/US01/09126 



TABLE 1 
306/467 



CAGTGGTAGCAGTCCAATCCAGTACTTGAAAAGACAGACCAGATCAAGCCCAGTGCTCCA 

GCACAAAATATCTGAAACACTGGAGAGTCGACATCACAAGATCAAAACTGGTTCCCCTGG 

MGTGAMGTTGTTACTCTACMCAGTTTTTGGAAGAAAGCAATAAGCTTACCTCAAGTA 

CAGATAMGTCCTCMGTCMGAGAATCTTTTAGATGAAGTAATGAAAAGTTTGGCTGNC 

TCTTCTGACTTTTTGGGAAAAG 

Sequence 1848 

GCGTCCGCGCCGGGCCGCTCTAGCCGGTGAGGCCGGCGGGCTCTCTGTGGCTGCGGCTGG 

GAAACCGCGCGGAGGAGGTGCCCGGCCGGGGACCAGCCCTGGTCCAGCGCCTCCCTCTCT 

CAGCATGGACGAGGAGAGCCTGGAGTCGGCCTTGCAGACCTACCGTGCGCAGCTGCAGCA 

GGTGGAGCTGGCCTTGGGCGCCGGCCTGGATTCGTCTGAGCAGGCTGACCTGCGCCAGCT 

GCAGGGGGACCTGAAGGAGCTCATCGAGCTCACCGAGGCCAGCCTGGTGTCTGTCAGGAA 

GAGCAGGTTGTTGGCCGCGCTGGACGAAGAGCGCCCGGGCCCGCCAGGAAGATGCTGA 

Sequence 1849 

AGTCACCACGCGTCCGGGTTGCACTCTTCCTATAGCCCAGAGGGCGAGAGGGCCTGTGGC 

CTGGGGGAAGGAGGACGAGGTTCTGCCTGGATCCCAGCAGTAGGACGCTGTGCCATTTGG 

GAACAAAGGAATAGTCTGCCTGGAATCCCTGCAGATCTTGGGGCCGGAGGCCAGTCCAAC 

CCTTGGAGCAGGAAGAAACGCAAAGTTGTCAAGAACCAAGTCGAGCTGCCTCAGAGCCGG 

CCCGCAGTAGCTGCAGACTCCGCCCGCGACGTGTGCGCGCTTCTCTGGGCCAGAGCGAGC 

CTGTTTTGTGCTCGGGTTAAGAGATTTGTCCCAGCTATACCATGGGCCCGCACTCGGNAA 

AGCTGGCTTGCGTGGCCGCTGGTGTGGTTATCGGGGCTGGTGCCTGCTACTGTGTATACA 

GACTGCTTGGGGAAG 

Sequence 1850 

TCGACCNCGCGTCCGCTCAGGAACCTTNGAGAAGATNAGNNCCCCACTTAGATTNTTAAG 

GAGTAAAAAGGGCTGAGTTATGCCTTTMGNGCTGTCMGMTTCACTTGGGTTTGGGAC 

ATTTGCTGGTGTAATGCTAGATGCCCACAGCANCATAATATTGNNCTTTGTCAAAGGTNG 

GTAAATNCTNTGNTTNTCANCANCCCTTTCCCCA 

Sequence 1851 

AGTCACCACGCGTCCGCGGCTGGTGGTGGGCTCGGGCCGCTCGCCTTGCCCGTCTTCGCT 

TCCGGAGGTCGCTACTGCCGCCTCAGCGGCCCCGGAGCGGGGGCGCCCGGGGGTCCTTCG 

CCCCCGGCCACGGTCCCCGCGCCGGGGCTTCGCCGCCCCCAGTGTCCGAGCTGGATCGTG 

CGGACGCCTGGCTCCTCCGAAAAGCGCACGAGACAGCCTTCCTCTCCTGGTTCCGCAATG 

GCCTCCTGGCATCGGGCATCGGGGTCATCTCCTTCATGCAGAGTGACATGGGTCGGGAAG 

CAGCATATGACCATCCCCCGACCTTGGCCCTGTTGCTACCCTGCCTCTNCCGCAGGCTTC 

TTNCTGCTGGGCGGCCTGTGCGTGGTGTGGGGCAAGCGCCTTGTACCCGTGGGCCTGGCG 

GCGCTTNGAGGACCCATGCAGCTGACCTGGGGGGCCGGCCTGGG 

Sequence 1852 

GCGTCCGCTCGCTGCAGCCCCGCCTGGGCCACGGCACCCTCGAGCGCCAGCCCCGCGCCC 

CACCCGGGAGCAGCGAGCCACCGGCGCGCTCCCCAGGAGCCCCTGCAGGCGCCGGCCCTG 

GTCCAGCGCCTCCCTCTCTCAGCATGGACGAGGAGAGCCTGGAGTCGGCCTTGGAGACCT 

ACCGTGCGCAGCTGCAGCAGGTGGAGCTGCCTTGGGCGCCGGCCTGGATTCGTCTGAGCA 

GGCTGACCTGCGCCAGCTGCAGGGGGACCTGAAGGAGCTCATCGAGCTCACCGAGGCCAG 

CCTGGTGTCTGTCAGGAAGAGCAGGTTGTTGGCCGCGCTGGACGAAGAGCGCCCGGGCCG 

CCAGGAAGATGCTGAGTACCAGGCTTTCCGGGAGGCCATCACTGAGGCGGTGGAGGCACC 

AGCAGCGGCCCGTG 

Sequence 1853 

GCGCCCCGCGTCCGGAAATTGACCCCTAGAGAAAATCCCATTAACTTGTTAAATTAGTGG 

MTTMCAACAMTAMGCATGTTTGAGACCTGGCAAAAATTCCTCTGGTAGTATTTATA 

AATAGAGCTGCATGCCTCTAGTATGAAAACCGTATCAGTTGCAAGTGCCACTTCTACAAG 

TTACTCAGTTTACTCTTTGTATCAGTAACTTTAMGGTTGGATGATCCTTGCTGGTTAAA 

GCTAAATCTCAACCTAGCAACTAAATGAAAATATTTAGAATCATCAGAATCTGAACAGAC 

TAAAATTATCAGCGATMGCAGAATCMGCAGGGTATAAGTTTTATCTCAATTATTTGAA 
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ATTGACTGGAGTTTTCTTAMGTGTAMGCTGAMTTTGCTAACCATGTrTTTGATGAAC 
CCACAGTGCAGCATTGGGTTGGGGTTTTAGATTTGAATGACTCTCTGCTATAATTATCAT 
GACTTTGAAA 
Sequence 1654 

TGTCGACCCCGCGTCCGAACCTTTGGGAGACTCCAAGACAGCATGCTCCGAGGTCGGCGG 

GGGTCTGGGTGGCCATGGAGGAGCCCCCTGTGCGAGAAGAGGAAGAGGAGGAGGGAGAGG 

AGGACNAGGAGAGGGACGAGGTTGGGCCCGAGGGGGCGCTGGGCAAGAGCCCCTTCCAGC 

TGACCGCCGAGGACGTGTATGACATCTCCTACCTGTTGGGCCGNGAGCTTATGGCCCTGG 

GCAGCGACCCCCGGGTGACGCAGCTGCAGTTCAAAGTCGTCCGCGTCCTGGAGATGCTGG 

AGGCGCTGGTGAATGAGGGCAGCCTGGCGCTGGAGGAGCTGAAGATGGATAGGGACCACC 

TNANGAAGGAGGTGGAGGGGCTGCGGAGACAGAGCCCTCCGGCCAGCGGGGAGGTTGAAC 

CTGGGCCCAAACAAAATGGTGGTT 

Sequence 1855 

TGTCTGCCGAACAACTGAAAACTATGCAGGTTATATCATTCCACCAGCACCACCAAGACC 

TGATTTTTTGATGCTTCAAGGGGAGAAAACTACATGAAGCTTGGNGAAGNGAGAAGGGTC 

AAGTGACCGAANNGCAAGNAATTTCACAAANAGAATGAAACNAGGCAACTGGAAAGCTCG 

AAATAmTTTGGCAATTATTTCAGAGGANAGCACCAGATTTGCCGTATTGCATNGGAANT 

TGNTACCCNGTAGT TCCNTG TTGGANATGTCAACANTCCCCTANT^r^TTTGNACGAAACT 

AAGGAATTNTAGAAATTTTTGCMTNGTTCCTTTACTTGGGGGAAAATTATTNNAATTCC 

AAAGGAATCTTTNAG AGNTT GNNTNGCCGTAANGGCAAGAGAGAGNCNATNNTNGAAACT 

NAGGAAGCGGAAACCTTTTGNAAANMCTTTTCTTTTTTA 

Sequence 1856 

GAGTCGACCNCGCGTCCGGCGGCGAGCGGGACTGGCCATTGGAGTGCTCCGCTGCGGAGG 

GAGGGGACCCCGACTCGAGTAAGTTTGCGAGAGCACTACGCAGTCAGTCGGGGGCAGCAG 

CAAGATGCGAAGCGAGCCGTACAGATCCCGGGCTCTCCGAACGCAACTTCGCCCTGCTTG 

AGCGAGGCTGCGGTTTCCGAGGCCCTCTCCAGCCAAGGAAAAGCTACACAAAAAGCCTGG 

ATCACTCATNGAACCACCCCTGAAGCCAGTGAAGGCTCTCTCGCCTCGCCCTCTAGCGTT 

CGTNTTGGAGTAGCGCCACCCCGGCTTCCTGGGGACACAGGTTTGGCACCATGGGGCCCA 

CCAGCGNCCCGCTGGGCAAGGCCCACCGCAGGCTCGGTCTNTGACTACGNCAACTATGAT ■ 

ATTCATTCGTCCGGCATTACAACTACACGGGGAAAGCTGAATATCAG 

Sequence 1857 

CGTACGCCGAGCGCCGCTCCGGCTGCACCGCGCTCGCTCCGAGTTTCAGGCTCGTGCTAA 

GCTAGCGCCGTCGTCGTCTCCCTTCAGTCGCCATCATGATTATCTACCGGGACCTCATCA 

GCCACGATGAGATGTTCTCCGACATCTACAAGATCCGGGAGATCGCGGACGGGTTGTGCC 

TGGAGGTGGAGGGGAAGATGGTCAGTAGGACAGAAAGGTAACATTGATTGACTCGCTTCA 

ATTGGGNGGGAAATGCCTCCGCTGAAAGGCCCCCGAGGGCGAAAGGGTACCCGAAAGNCA 

CCANGTMTCACTT GGGTGT TCCGMTATTGGTTNATTGAAANCCATTCAACCCTTGCNA 

GGGMAMCAMGGTTrTTTCNAACAAAAAAAGMAAGCCCTTACAANGGAAAAGGTTAC 

CATTCANANAAGAATTTMCATTTGGAAMTTTCAAATTCTAAATAGGGGGGAAAAACCT 

TTTGGAAAGGAAACCAGGANGTACCCCAGGANAAAGGAAGGTAAAAAA 

Sequence 1858 

GNGTCGACCCCGCGTCCGGTGGAGGGTCAGGAGCTGCCCCGGATCCTCTCCATGTAGTTG 

CGAAGCTCCTCAGGGTCCTTCAGCCCCATGTCCTCACACACCCAGCGGATGTCCTCCTCG 

CCTGCCACAAGGATGGACTGCACAGCAGGGGCCCCTACAGGCTCCTCAGGTGACTGGGCT 

GGAGGGGCTGGCGCAAATGTCACAAACTCTACTCGCTTCCGCCGCCCCCCAGCCTCCTTT 

CGGGCCAGGGTGCTTGAGGAGCTGGTGGTGCCCCCAGGAGGGCCAGGGGCCAGGGTAGGG 

GCCTCCCCTCCTCCCCCACTCTCACAGGGGCAGCTCCCCTCCCCCTTGGGCGGGCCAGGG 

GACTGCCGGTCCAGCTGGCGGCTCAGTTCCTCCTGGTCAGTGCCCAGCCAGACCCAGTTG 

TGGGGCTGGGGGAGGTTGGGG 

Sequence 1859 

GCGCCCCGCGTCCGGCGGCGGCGGCGGCGGCAGCGGCAGCCAGAGGACTCCCAGCGGCTG 
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GAGCAGAAGTGTTAGCCGGCCAGAGCTCCCAGACCCCTACCCACAGCCAGGCGGGACGCG 

CACAGTCCCTCCACGCGGAAAGAAGTACCTTCGCCGGTCACCGGCTCCTGCAGGGTTGCA 

NATATATACAGAGCTTCATAATCAGCCCAAGACCACATAGAGCAAACATGAATGATATTT 

CCCAAAAGGCTGAGATTAAAGAAATGCTTGCTTCTGATGATGAGGANGATGTATCTTCTA 

AAGTNGAAAAGGCTTATGTTCCAAAA 

Sequence 1860 

CGACCCCGCGTCCGACCCACTGAAGACGTCTGCGTGAGAATAGAGACCACCGAGGCCGAC 

TCGCGGGCCGTTGCACCCACCGCCAAGGACAAAAGGAGCCCAGCGCTACTAGCTGCACCC 

GATTCCTCCCANTGCTTANCATGAAGAAGGCCGAAATGGGACGATTCAGTATTTCCCCGG 

ATGAAGACAGCAGCAGCNTACAGTTTCCAACAGCGACTTCAACTACTTCCTACCCTCACC 

AAGNCAAGCTTGCTCTGAAAAGCCCANTTATGCCANAATGTAGGATCCTGAAAACCAAGA 

AACI I 1 1 1 I ACTTG AAATT 

Sequence 1861 

GCGTACGGCCTGTTGGGCTGTCTGGGGGGTGGCCATTTAGGGATCGTGGGGACGGGGTCC 

ACCCCANNCAAGAAAGAACAGGCCCGTCCACAGGCCCGGCTCTGGGCCACAGTGCCCCGG 

AAGCAGGTGTGTCCAGAGTCANGCTTGAATGGCTCTCCCCACAACCACCCAGCNAGGCGC 

TGGTGCNTCCTTCTGCCTCATGGGACCAGTCCAGCTTNCAGCCGCTCTGGGCTCGAGGGT 

NGGTACTGACCACTTTCCTTCTTGAGNTGGGAGCATTCTCTTGGGGGAGNCTCTTCCAGT 

G GGCA CCTGCCTGGGACNCTTGCCCACCGGTTTTCTTGTAAAAATCAGGAATACCGGTGG 

CTTTTAGTAAAAGGCMGACCANAGNCGCCTTNCGTTGGGCAGGGGAAAAGCCAAGCGTG 

CCGGNGGGNAAGGTCACTGGAAAAAGGTGGCTTGCCCTAAGGGGGAAGTTTGGGAAAATA 

GTCCCCCTGTTCCAAGAANTGCCTTTGMTTTTTAAAAACA7TTTTGGCT 

Sequence 1862 

CAATNTACAACGCCATGTNCACCCANATGTTCCAGACTAAGCGCTGNTTTCGACTGGCCC 

CCACCTTNAGCAACCTGCTCCTGCAGCCNACCACCAACCCTCATACCTCGGNCAGCCACA 

GGCCTTGCGGTCAATGGGGATGTAGACAAGCCTTCAGAGCCAGCCTCTGAGGAGGGCTCT 

GAGTNGGAGGGGAGTGAGTCCAGTGGACGCTCCTGTCNGAATGAGCGCAGCATCCANGAG 

AAGCTTNAGGTCCTGATGGCCNAAGGNNTGCTNCCTTGCTGTGAAAGTCTTNCTGGACTG 

GCTTCNGACCAAC 

Sequence 1863 

NGGAGTCGACCCACGCGTCCGGCCGCCAGAACACAGGTGTCGTGAAAACTACCCCTAAAA 

GCCAAAATGGGAAAGGAAAAGACTCATATCAACATTGTTCGTCATTGGACACGTAGATTC 

GGGCAAGTCCACCACTACTGGCCATCTGATCTATAAATGCGGTGGCATCCGACAAAAGAA 

CCATTGAAAAATTTGAGAAGGAGGCTGCTGANATGGGAAAGGGCTCCTTCAAGNTATGCC 

TGGGTCTTGGATAAACTTGAAAGCNTGAGCCGTGAAACCGTTGGGTATCACCATCTGGAT 

ATTCTTCCTTTGTGGGGAMTTTTGGAGNACCAGGCMGTTACCTATTGGTGGACTTATT 

CATTTGGATGGCCNCCMGGGACCACCAGGAGGACCTTTTATCAAAAAAAACANTGATTA 

CAGGNGGACATCCTNNAGGCCTGGACTGGTGGCTGGTCCTGNATTGGTTGCTGGCTGGGT 

GGTTTGGATGGAATTTTGAAGGCCTGGGNTATNCTTCCCAAAAGAAAT 

Sequence 1864 

GCGTCCGATGGCGTGNTGTCTCACAGAAAGTTCTCCGCTCCCAGACATGGGTCCCTCGGC 

TTCCTGCCTCGGAAGCGCAGCAGCAGGCATCGTGGGAAGGTGAAGAGCTTCCCTAAGGAT 

GACCCATCCAAGCCGGTNCACCTCACAAGCCTTCCTGGGATACAAGGCTGGCATGACTCA 

CATCGTGCGGGAAGTCGACAGGCCGGGATCCAAGGTGAACAAGAAGGAGGTGGTGGAGGC 

CTGTGACCATTTGTAAGAGACACCACCCATGGTTGGGTTGTGNGGCAATTGGTGGGCCTA 

CCGTTGGGAMACCCCTCGAGGCNCTCCGGTACCTTCAAGACTTGTCTTTTGCTGGAGCA 

CAATCAGTTGMTGAAATGGCAAGAAGGGCGGTTTNTTATTAAAGTAATTTGGCCATTAA 

AAATTCTAANGAAAGGAAAGGGCCTTTACCAAAGTTACCTGCAAGGAAAATGG 

Sequence 1865 

CCGGCCGGGCTGGGTCCCAGCACNTGACCCCAGCTGCACTGCTGTACAGGGCTGCNCGTC 
ACCCGAAGTCAGAAACGTGGCATCTCATCGGAAGAGGAGGAAGGAGAGGTAGACAGTGAA 
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GTAGAGCTGACATCNAGCCAGAGGTTGGCCTCAGAGCCTGMCATGCGCCAGTCACTATC 

TACCTTCAGCTCAGNAGAATCCATCAGATGGGGAGGAAGGCACAGCTAGTGAACCCTTCC 

CCCAGTGGCCACACCTGGAAGTTGGCTAGCACCAACACNTGATGAGTCCGGGCNCAGNAT 

GAAGCNGNGTTCTGATGAACATGTTGACTCCCAAGGGGCTCAAGAAAATCCCCACNTGGG 

ACNCCACTCTCCTTCAGGAGGGTCATACCCTGGGCCCTGGAACCCAGCTCCCTGGCCCA 

Sequence 1866 

TTGCGCCCCCGCCGGTGAGCGCGGGGAGCGCCGCAAGCCCAACGCCGGGGGCAGCCCCGN 

TCCGGTGCGCCGCCGGCCGGAGGCCTCGCCGGTGCAGAAAAAGGAGAAGAAGGACAAGGA 

GCGGGAAAACGAGAAGGAGAAGAGTGCCCTAGCCCGGGAGCGCAGCCTCAAGAAGCGCCA 

GTCGCTGCCCGCCTCCCCACGTGCCCGCCTCTCTGCCAGCACCGCCTCTGAGCTCAGCCC 

CAAATCCAAGGCCAGGCCATCCTCTCCCTCCACATCCTGGCACAGGCCTGCCTCCCCCTG 

CCCCAGCCCAGGGCCAGGCCACACTCTGCCTCCAAAGCCACCGTCCCCCCGAGGCACCAC 

TGCATCCCCCAAGGGGCGGGTTCGGAGGAAGGAGGAGGCAAAGGAGAGCCCCAGCGCCGC 

AGGGCCCGAGGACAAGAGCCAGAGCAAGCGCAGGGCCAGTAACGAGAAGGAGTCAGCAGG 

CCCAGCCTTACCGGCACCTTTGGCGGNGCCTTGGCCAACCCAAGCCCGGCCCAAAAGGAG 

CMGCCCCCGNGGAGACCCCTTACAGACCTGGTTTCTTTGACTTAACCCCAAGCCCTTGT 

TCCCCGGTGGACCCTAGCAAANCAATGGGCCGGNACCACAAGANCGAGAAGAAGCCCCTT 

GGNTNTTGGCTTGAAAGCGGCGCCAGGNCCCGGGAACAACCGGAAGCCCCANGAGCAAGA 

ACCGANGCTTTANGCAAAAAAGGACAAAGCCAATTGCAAAAGGACAACTTGCACCGGAAG 

GCCCAGGC 

Sequence 1867 

CCCCGCGTCCGTTTAAGAGTTGCATATTTTACTTTATTTTTATTAAATTAAMGCTACA 

TCTGGCAGCGATTCCAGAACAGGGTAAGGAGGTTCCTCACAGGGGTCAGAGAAGAGCGGA 

GAAAGACAGACTGACGGAGACTGAGACACAGGAGAGAAAGGACAAGGTTAAGGGAGAACT 

GTATCTGATGAACACACACAGCCGGCTCCATGGCGGGTGACGGGGAGCTCACATCAGCCC 

AATTTCTCCTCCCCGGCACCCGAAGTTCAGCGGTGGAGCAGTATGTGGGGGCGGTTAGGA 

ATCAAGAGACCCTCCCTTCCCCACCCTAGGTCCTTTCTCGGCTTGGTCGTGGAGCACAGC 

ACATACCAGAAAAAGCCAAGGGCAATGGAGGGGCAGGGAAACCGGGAGTATATGTACACG 

GGGAGGGGAGAACAGAGCCTTGGAGGTCGGCCTCTGCCAGAAGGGAAGTGGCTCACACTT 

GCATTTGNMCACTTGGCCAGTGGGGGATGGGGGAMGGMTTGCCCCTTCCTTTTGG 

Sequence 1868 

CCCNCGCGTCCGCACACCCTTCCTGTACTCAGTCCTCAGTTTGCCTGGTGAGAGAGCAGC 

CTCCTCCCGTGTGCTCTGCCAGCTGGACCCAGACTGGCCATATTACCAGTGAGACCAAAA 

AGATGGAGGTGGGGAGGTAGCTCTGAGGTCTGGGAAACCATTCCAGCTCCTGCCAGTTTT 

MCTTGTGTTTMTTCCTGGCACAGTTGTCCTGGAMTGCCTTTTTCTCTTGCCTGGGAA 

CCACTAGAAGGGGATGTTGTCTGTGTTGGCCAGGGCCATGCAMTTCAACATCTTGTTTC 

TGCCCTTCCCCCGTGTAGCTGAGGCTAGGTGTTGGCATTACCCAGTGCTTGTTCTTCAGA 

GAGCAAAAGCACTGCTCGTCATGTCTGAAATTTAGTGAGTGAGCTCACCCACTAGGCTGG 

TGTTTCCTGCCCGTGGCTGCACATTGGAAGCACCGGGGCACTTTGAGAACTACAGATGCC 

TGGGTCCCAGAGCATCTAAGGTGCTCTAGGGTGTGTCCAGGACACAAGCCCTGGTTGAGG 

ACCACTGCTATATTGTATGGCCTCTTTTAAAMAGTTMTTTTACTTGGAMTGATTTCA 

MGCTACAGMAAGTTGCMGAATAMMCTGTACAMTGAGGCTTAAATATTCTTTGGC 

CAAATCACCTATTAACATTTCGTTCCAAAAAAAAAAAAAA 

Sequence 1869 

GGGCAGCGCCTCCGACATGAAGGCTGAGCTGTCGCAACTTATTAGCGACCTGGGCGAGCT 

CAGCTTCGGCAACGACGTGCGCACCCTGCAGGCCGACTTGCGGGTGACGCGCCTGCTGTC 

AGGCGACAGCACGGGCAGCGAGAGCTCCATCGAGGGCGGGGGCCCTGACGCCACCTCCGC 

CACCGCCGGGGACTCGTCCCGCCAGGCCGACGGCGCCAGTGCAGACGAGCCCCACTCGGG 

CTGAGCTCCTCCGCGCGTCGCCGGCGCTCCACCGTGGCTACCCATCCGTGGTCCCGACAA 

CCTCCCTGTCCCTTGCCCGCCCCCAGGAAGGGGGAAATGGGGCATTTGGGGCCCAGACCT 

ACACTTGGAGCCCAGGTCCAAGCGTTCCCCGACCGCTTTCCCTACTNCCGGNCCCCGCTC 
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CCGCCCCAAGAACTTTTGGCTTTTTTGCGCGTGGGGATGCGGGGAGATTTGAGANGGGNA 

AACCCCCGCCAGGAAGGAAGAGAAGAGGCACCCCTTTGGGAATGCCGGTGAAGGGAAGGT 

TGGCTGAAGTTCCTMGTTTMGGCCTMGGTGCCTTGGNCAGGTTTCCTGTTTGTGGGG 

GAMCTTGGGNCTTGAGGAGGANGGGGTTAAATTTCTTCTTCCAACCCCTGGGAAGCGGG 

CCTTGCCTTGGANNTGAAATTTAANTNAAAAAAAAAAAAA 

Sequence 1870 

TCTTCATCATGGGTGCCAGCATCCACCTGGTGGGTGACTCTGTCAACCACCGCCTGCTCT 

TCAGTGGCTACNAGCACCACCTGTCTGTCCGTGAGAACCCCATCATCAAGAATCTCAAGC 

CGGAGACGCTGATCGACTCCTTTGAGCTGCTCTACTATTATGATGAGTACCTGGGTCACT 

GCATGTGGTACATCCCCTTCTTCCTCATCCTCTTCATGTACTTCAGCGGCTGCTTTACTG 

CCTCTAAAGCTGAGAGCTTGATTCCAGGGCCTGCCCTGCTCCTGGTGGCACCCAGTGGCC 

TGTACTACTGGTACCTGGTCACCGAGGGCCAGATCTTCATCCTCTTCATCTTCACCTTCT 

TCGCCATGCTGGCCCTCGTCCTGCACCAGAAGCGCAAGCGCCTCTTCCTGGACAGCAACG 

GCCTCTTCCTCTTCTCCTCCTTCGCACTGACCCTCTTGCTTGTGGCGCTCTGGGTCGCCT 

GGCTGTGGAATGACCCTGTTCTCAAGAAGAAAGTACCCGGGTGTCATCTACGTCCTGAGC 

CCTG 

Sequence 1871 

CCGCGTCCGGTTTGTTCGTTATAGGTTTAATAAGTCTATTGAGGAAGACCTACTCCTGTG 

TGAATCTTTGCAMGTMTGCTACCGGTGMGAMTATTCMCTGNATCMCAGTTTTAT 

GCAGAAACATGAAATTGAATGGGAAAAATGTGTTGATGTTTGTAGTGATGCTTCTAGGGC 

AGTGGATGGGAAAATTGCCGAAGCTGTCACCTTAATAAAATATGTGGCTCCCGAAAGCAC 

CAGTAGTCACTGCCTATTATACAGACATGCACTGGCAGTTAAAATAATGCCTACATCTCT 

AAAAAATGTGCTAGAC CAGG CAGTACAAATCATCAATTATATTAAAGCTCGACCACATCA 

ATCCAGACTATTAAAAATTTTATGTGAGGAAATGGGTGCTCAGCACACAGCACTTCTTCT 

AAATACAGAGGTGAGGTGGCTTTCTCGAGGTAMGTTCTTGTMGACTTTTTGAACTTCG 

TCGTGMCTTTTGGTmCATGGATTCTGGCTm 

TTCATCTTGGCTGCTMGACTTGCATATCTTGCAGATATTTTTACTAAATTAAAATGAAA 
GTTMTTTGTCAATGCCAAGGNAAAAATGTGACCCGTTTTACNAGTATTTGATAAAATGT 
CGTCATTGGTAAGAAAATTGGAAT 
Sequence 1872 

TCGACCCACGCGTCCGCGGACXaCGTGGGTGTGACTGGCACCCAATGCCATGCCTTTATGG 

TCAC TTGGTAGTATAMGGCATGGCATTTGTTGTGACTGGCACCCAATGTTTGATTTTTT 

T7TTAAMCTATCCAATTAAMTTMGGTCTGGGAGTGTTCTGTTTCCCATTCTTTAATA 

CTCACCTCCTCCCAGACTTTCTACACCTGTTGCACCTCAGGCAGAGGATGTTCTGGACCT 

CCCCCTCTTGGTCCCTACTAGAGACCTCTCAACAGATCTGTGGGCCCAGTCATTGGGTTT 

TATCAGTGCTTMTGTGMCTMGTTTTTTACTTCCACAGAATACAAGCCACTACCTTCT 

GACCTCCCCACCCCCCACCAACCCCCATCTTTTAATATGCTGTGGGGCATAGAACTCCGG 

MTGACCAGCATGATATTTTCAGAGTCTTGTCCCCGGGGTATTAGCACCTCTTTTTGAAC 

AGGGAATTGATTCAAGATTGGACATGGTCTCCTCTGATTATCAGGTACTGGGGCTGAGGG 

CATTAAAAATAGTAAGCCTCCCTCTCGTCCCCTGCCTCAAGAAATTGCCTCTTATTTATC 

AACATCI I I I ICCTC 

Sequence 1873 

CCNCGCGTCCGGTGTTCCTCCCTGAGAATTAGTGGTCAGACATTGCAGAGGGCATCAGAA 

GCGGGTAGATGAAATAGCGAAAGGAAACAGGCTAGCAGACCAAAGAGCTAAGTCAGCAGT 

AAGAAGGCCCCAAGGTCCCAAAACACTTGAGGCCCCTCTGATTTGGGAGGGCTACATAAG 

GGAAATAAAGCCTCAGTATTCCCCTACAGAGATAGAATGGGCCACCTCTCGAGGTATACT 

TTTCAACCCTCAGGATGGTTACAATCAGAAGATTGCAAAGTACGCTTGCCAGCCTCCAGC 

CMTGGAAGATTCTTAAAATCCTCCACTGAGCCTTTCACTTAGGAAAGCATAAGACATCA 

GTGCATCCAAAGATTGTTCTCAGGAGAAAATCTACTAAAAATGGTCAAATAGGTTGTTAA 

TACTCGTGAAACCCTCTTAAAMTMTCCCTTTAACAGATGACTTCTTCCCCACCACAAT 

CAAAGGA 
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Sequence 1874 



ACGCGTCCGATGACCAGGCTGCCCCGCCTCCTGGTTCTGCCCAAGTTCTCCCTGGAGACT 

GAAGTCGACCTCAGGAAGCCCCTAGAGAACCTGGGAATGACCGACATGTTCAGACAGTTT 

CAGGCTGACTTCACGAGTCTTTCAGACCAAGAGCCTCTCCACGTCGCGCAGGCGCTGCAG 

AAAGTGAAGATCGAGGTGAACGAGAGTGGCACGGTGGCCTCCTCATCCACAGCTGTCATA 

GTCTCAGCCCGCATGGCCCCCGAGGAGATCATCATGGACAGACCCTTCCTCTTTGTGGTC 

CGGCACAACCCCACAGGTGAGCCTGGAACCCATCACGTTCCACATCCTCCCACCCATTCT 

TTCTCTCAGGAACTAGTCCCGACAGATGCAGACATCCCTCTATCCCTGAGAGGGCTCTGG 

GCAGGGAACCCATAACCCTACCCTGCTTCCTGTCCCAAGAGGAGGC 

Sequence 1875 

AGTCGACCCACGCGTCCGCCCACGCGTCCGCCTTCTTCTGGGCACTGACTGCCCTTCTGG 

TCGCTTCAGCTGCTGCCTTCCAGGGTCTTCTGCTGCTGTTGCCGCCACCACCATCTGTAC 

CCACAGGGGAGTTAGGATCAGGCCTCCAGGTGGGAGCCCCAGGAGCAGAGGAAGAGGTGG 

AAGAGTCCTCACCACTGCAAGAGCCACCAAGCCAGGCAGCAGGCACCACCCCTGGTCCAG 

ACCCTAAGGCCTATCAGCTTCTATCAGCCCGCAGTGCCTGCCTGCTGGGCCTGTTGGCCG 

CCACCAACGCGCTGACCAATGGCGTGCTGCCTGCCGTGCAGAGCTTTTCCTGCTTACCCT 

ACGGGCGTCTGGCCTACCACCTGGCTGTGGTGCTGGGCAGTGCTGCCAATCCCCTGGCCT 

GCTTCCTGGCCATGGGTGTGCTGTGCAGGTACACAAGGACCCCCAGCCCCTGTGCGGGTG 

GAACTCA 

Sequence 1876 

TCGACCNCGCGTCCGGTCTTCGCAGGTGGCCCTCGGGCCCGCAGCCGCTGGGTAAGGGTG 

ATGCCTAGCCTGGCTTATTGCACCTTCCTTTTGGCGGTTGGCTTGGNGCGAATCTTCATC 

TTAGCACATTTCCCTCACCAGGTGCTGGCTGGCCTAATAACTGGCGCTGTCCTGGGCTGG 

CTGATGACTCCCCGAGTGCCTATGGAGCGGGAGCTAAGCTTCTATGGGTTGACTGCACTG 

GCCCTCATGCTAGGCACCAGCCTCATCTATTGGACCCTCTTTACACTGGGCCTGGATCTT 

TCTTGGTCCATCAGCCTAGCCTTCAAGTGGTGTGAGCGGCCTGAGTGGATACACGTGGAT 

AGCCGGCCCTTTGCCTCCCTGAGCCGTGACTCAGGGGCTGCCCTGGGCCTGGGCATTGCC 

TTGCACTCTCCCTGCTATGCCCAGGTGCCGTCGGGCACAGCTGGGGAA 

Sequence 1877 

ACCCCGCGTCCGCCCTTAAGAGACAATGATTGAGAAAGAGCCATGTGGCTTGGCTCTAGA 

MCGTCATTATCATTAGGACCATCAGATTTTAGATTAAGCTGCTATTGAATTAATAAAAT 

CCCAATGAAGCAGAGTTATAGGGATAGATTTATAGCTGGCAGAGTGGTATCAAAGGAGAA 

MACAGT GAAA AAGCCMTTTCACTGGTTCGTTCAATCCAGCTTGTTGCTAATATTAGTT 

ACCCTTGTTTTAATGACAGAGAGTGGCTGGAATCTGTAGCTAGGGGAGGGGCAACACTGT 

TAGATGTGAGGAAAGGAAGTGCCAAAAATGCCTGGACAGATGGCTTGTCCCAAGGCCAGG 

ACACACACTTTAAMTCCAACATTCACCTAAGCAAGTAATTCTTAAAGATCTTACAGAAA 

CGCAGAGTCMTTCAGGTTTATAAAGGAAGGCTTNAGGGGAGAGAGGAAGGCCTGGGGGG 

CCTGGACGAAAGAGGCCTAGGACCTGAAGAGACTCCAGCGAGTCTTCGGGAAGC 

Sequence 1878 

AGTCGACCACGCGTCCGCAGCATCGTCCGAGACTTCCCAGACTCCCGGCCAGCCATCGAG 

GACCTCAAGTACTGCCTGGAGAGGACGGACCAGAGGCAGCAGCTGCTCGTGTCCCTCAAG 

GCTGCCCTGGAGACTCGGCTCCTGCATCCAGGCGTCAACACGTGTGACATCATCACCCTC 

TATATCTCTGCCATCAAGGCGCTGCGCGTGCTGGACCCTTCCATGGTCATCCTGGAGGTG 

GCCTGTGAGCCTATCCGCCGCTACCTGAGGACGCGGGAGGACACAGTGCGGCAGATTGTG 

GCTGGGCTGACGGGGGACTCGGACGGGACAGGGGACTGGGCTGTTGAAGCTGTCCAAGAC 

CGACCCGGCGAGCCTGGAGACAGGCCAGGACAGTGAGGGATGACTCAGGCGAGCCAGAGG 

ACCTGGGGTCCCGGACCCTGTGGATGCCCGATCAGGGGAAAGTCGAGCTCCAGCC 

Sequence 1879 

GTCCGCACMTTGAAMCTGGGAAMATAATCTCGTGGTTCGGTTTGTTAGTTTGAGACG 

CAGTCTCACTCTGTCGCCCAGGCTAGAGTACGGTGGCCCAATCTCAGCTCACTGCAACCT 

CCAACCTCCCAGGTTCAAGCAATTCTCTTGCCTCAGCCTCCCGGGGTAACTGGGGATTAC 
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AGGCGCGCACCACCACGCCCAGCTMTTTTTGTGTTTTTAGTAGAGATGAGATTTTGCCA 

TGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCAAGTGATCCACCCACCTCGGCCTCCCA 

AAGTGCTGGGATTACAGGTGTGAGCCACCGTATCTGGCTCTCAT A I I I 1 1 I ATATAC AG A 

TTGMTATCCCTAATTTGAAMCCTGAAATCTGAMTCTTCCAAAATCCAAMCTTTTTG 

AGCAGTTACATGATATTTGAATGAACTGCTCATAAGAA 

Sequence 1880 

GAGGAAACCAAAGTGCTCTGTATCCTCCAGTCTCCGCGCCTNCACCCAGCTCAGGAACCC 

GCGAACCCTCTCTTGACCACTATGAGCCTCCCGTCCAGCCGCGCGGCCCGTGNNCCGGGT 

CCTTCGGGCTCCTTGTTGCGCGCTGNTCGCGCTGCTGCTCCTGCTTGACGCCGCCGGGGG 

CCCCTCGCCAGCTGCTGGGTCCTGTCTCTGCTGTGCTGACAGAGCTGCGNTGCACNTTGT 

TMCGCGTTTACGCTGAGAGTAAMCCCCMAACCGATTGGTAAACTGCAGGTTGTTTCC 

CCGCAGGCCTCGCAGTGCTCCAAGGTGGGAAAGATGGTANGCTCTCCCTTGAAAGAACCG 

GGTMGCANAGTTTATGTCTGNNACCCCGGGAANGCCCCCTTTTTTCTTAAAGGAAAAGG 

TGCATCCCAANNAAAAATTTTGGGACCAGNTGGGGAAAACCAAGGAAAAAAA 

Sequence 1881 

GCGTCCGCCCTGGCTCCTCCAGCAAGACCTCGTCTTTGCTTGTCCTGCTCAGATGCTGGT 

CATCCTGGGCATGTCCCCAGTGTGGACTCTGGACTGGGAAGGGGGCAGGCCCCTTTGGAC 

CTGCAGTTGGCCTCAGCAGAAGGCCTTGCCTTGTGTATGTGACTCCATATCCCGGGAGCA 

GTTGACCTTTGCCAAACACTTTACAGTTCTGGAGGAGGAGGTAACATAGATGCCTGGGCC 

TGATGGTGGGGCCATACCCATGTGTCGCCTCTCACTCTGGCAGCCTCAGAGGCCCCTTGC 

TGCTGGCTCCCATCTCCCTCCCATTTGCAGACCAGGAAGGAAGAGCAAGCTGTACAAAGG 

GAAGCAGAGCCTGGGGTGGGGTGTGAGCAGGGTGACCCCTCATCTGAAAGGCCCAAACCA 

GGGGGGAAGCACCAGCCTTAGTGCAGCCCCCTCTGACCCCACCTTAGAATGGAAAGCCTT 

CACCTGCAGCCCAGGCCTTCCTCCCCGG 

Sequence 1882 

AGTCGCCCCGCGTCCGGTGATTCCAGGGTGCAGAAGGGATTCATATTCCCAGAACGCTTT 

MGTGTACACCTGCAGGATAAAGAGATACCGGTTACATTATTAAATGATTCTAGGGATTC 

ACTGGGGGAT ATTTTTGTTGCTTTTACTTTCATGGTTAGAGCTACAMGMCMGTGATT 

I I I 1 1 I I I I I ICTCCCTTCCCCATTCAGAMCATTATACATTGGGCCATTTTTCTTTCTC 

CCAAAGAAGATTCATGGATAGTCAGACTGAACTGTGTGCAACAGGAAAAGTCAAAAGGGA 

AAAGGCAGCTGATGAGGTTCATGGTTACATGTTCTACATCATGCAGAGTAGCTTGAAATC 

TAGTCTGGAGAAAACTGGATCAAGATTCTAGCCCACTGGAGTTGCAAGGAATGAGAGGCA 

AAMTTCTAAAGATTTGGGTTATATTTTCAACTTGGGGGACAGAGAGAAATGGAGAGCAG 

GAATTACAGTTCCAACAAACATCATGATAGTC 

Sequence 1883 

CCACGCGTCCGACTAGTTCTAGATCGCGAGCGGCGCCC I I I Ml I NTTTTTNNCACGCTT 

AATTCACTTTATTTTTCTTGNATAAAAACCCTATGTTGTAGNCACAGNTGGGGCCTGAGT 

CCGNTGCACGGAGACTCTGGTGTGGGTCTTGACGAGGTGGTCAAGAGNAACTCCTNGATA 

GGGAGACTTGGGTGAATACANTNTCCTTCCANAGGTCCGGGGNGTTCATGGTATGCTGTA 

NGGTCCTTAAAAAAATGGG 

Sequence 1884 

GTCCGAAAAAATGATAATGTGCATAAAATTCAACCCAGCTTTCAAAGTCCAGTCAAAATA 

TCAGAAATCATGAGGTCCAATGGATTTTGTTTAGCAAATACCGAAACAATAGTTATTGAC 

CACAGTATACCAAATGGAAGAGACCAGCACCTGGGCGTGGACCCAACAGAGCATTTATTT 

GAGAATGGCAGTGAGTTTCCCTCAGAGCTGGAGGACGGGGACGACCCAGCAGCCTACGTC 

ACCAACCTGTCATATTACCACCTGGTCCCCTTCGAGACAGACATTTGGGACTGAACCTCT 

CTATCAGGCCTCCCCCGCCTCAAGCTGTTCACTGCC 

Sequence 1885 

CGCGTCCGCACAACAAGACACTCCAATTGTGATTTGAGTTGAGGATCTCTGCCTGCCTTC 

CTGCCGTCCTTCCTTCTTCCCCGATCCATGCTACTTTTAGGGGCTGCGGAGAGCAGCAGC 

AGAGCTGAGTAATGATACAGGGCACCACGGAGAGAAAGTAGAACCATTTCACTCCTGGGA 
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AGATGGGGTATTTCCCACTTCCAGCAACGAAATAACAAATGAAAAGTTGCATACTTATTG 
ATGTATTGTATGAGCCAGTAGCATTTTATGTACAAAACAGAAGTCAATGCAACAGTATGT 
ATGTGTGCCTGTGTGTGTATAAAAATAACCATTGAAGCTAACTTGCTAATGTACTTAGGC 
MGCCACTTCCXATCTCTGGGCCTCGTCTTTCCTCCCTCTAAAATCAAAGAGCTGAATTA 
TGTGATCCTTGAGGTCTCTTCCACTTATAATACCAACTGTCTTGTCAGACTGGCAAATTA 
TATTGGCCTCTCCTTATGTGGTGGG I INI! I GGGAGGGNCATAGTTNCTTATACACAGG 
ACACCTGCATNATCNAAGGGC I I I I I I I I CTAAAAAAAAAAAAAATG 
Sequence 1886 

CGTCCGCTCCTGAGTAGCTGGGATGACAGGCGTGCACCTGGCAGCTTTTTCAAAGTGTTG 

ATGGTMTCTGAGGCAATCTAAGGGAGTCATTTTTTAAGTGACTTTATACAGAAAGATTG 

GTAAGAGCCAAGGGGTAGAAGTGGCATAAATGTCTAAAGCAGGGAAGTGACAGGGACTTT 

CATTGTTCTTGGCTGAGGAGAAGCGGGAGTGGCTGATGGAAGCACCTAAATGATGCCTTT 

GTCTGTGGGAAGGCAAATGATGCCCCAGAGCTCTAACCAAAGGTTTTGCAGCCGCCGAAA 

AACAGGAAAGTTGGGAAGCGGGGGTAGGACTACACTGAATCATTAACAGTGCTGTAAACT 

ACCCATGTGGCCATTAACAATGGACCTTTGGGGGAGTTTTCCTAAACGATCACTCTGGA 

Sequence 1887 

CGTCAAACACCCGCAGGCTGTCGATTTCATCATCAAAGAAATCAAGACGATAAGGGCAGC 

TCACTCCCCATCGGGAAGAGATCCAGCAACGCGCCGCGCGTGGCGTATTCGCCGTGCTCC 

ATCACCTGGTCAACATGGCGATAACCGGCGCTGTCCAGTTGGGTTCGTAATGCATCTCGT 

GACAGGCGCTGACCTTTTTTCATCACCAGCGCATGACCGTGGAGAAAACTGTGTGGGCAA 

ACGCGCTGCATAAGCGTATTCACCGGAACAATCAGTACGCCACGCTGCATCGTCGGTAGC 

TGGTAAAGGGTGGAAAGGCGCGAGGAGATAATGTCCTGATGAGGCGAAAAACTGTCGTAG 

GGAAGAGTTTCCCAGTCCGCCAGATTCATCACCATTTGATCGGTAAACTGGCTGATTTCA 

TCATGCMACGCAGAGCATTTTGCATATCTGGTGCAATGAGTACCACCGGACCGGCGTGA 

CGTTCGGCA 

Sequence 1888 

CGCGTCCGTTTA I I I I IATGCCCCI I I I I GTGGATAAGATTCTTTAGATAAAATCTAAAG 

MTTTTMGTGACTTTCTCCAGGTCATGMGATTCAATGGGTAGAATTGAATCAGAATTG 

AMTGTTCCAGATTCATATTCTTGTGTGTGTTTGATAAAATTCATGGCTTCCAAAGTAAC 

TG AACACTTCCTTTGGGCCCTTGGAGGGAAAATCCATA I 1 1 1 I ACTAATTACAC I II I IT 

TTTTAGACATCTGGCAGTTCTTTGMCTTAAACATATTCTCATGGCCATAGTTCCAAATT 

MGCCCGACGCAGTTGCTAAAAATCTTGCTGCACTGTTGAATACTAATAATGCAACATTT 

ATTGGATGTTTTTGCATTTTGATGACCTTCATGATTCATTTATAAGTCTTTGTAAGTGCT 

TMGTGACCCCCTCACTAGTGAAMTAATAAATGTTCTATATCATTTATTATTATTTGTG 

TATTCTCTACATG ATAT A I I I I I M 

Sequence 1889 

CCGCGTCCGGGAGGATGGACGTACTGGTGTCTGAGTGCTCCGCGCGGCTGCTGCAGCAGC 

MGMGAGATTAMTCTCTGACTGCTGAAATTGACCCGGTTGAAAAACTGTGGCTGTTTA 

GGAGCTTCTCCAMTTTGGAGCAGTTACAAGAAGAAAATTTAAAATAAAGTATCGACTGA 

ATATTCTTCGAAAGAGTCTTCAGGCAGAAAGGAACAAACCAACTAAAAATATGATTAACA 

TTATTAGCCGCCTACMGAGGTCTTTGGTCATGCMTTMGGCTGCATATCCAGATTTGG 

AAAATCCTCCTCTGCTAGTGACACCAAGTCAGCAGGCCAAGTTTGGGGACTATCAGTGTA 

ATAGTGCTATGGGTATTTCTCAGATGCTCAAAACCAAGGAACAGAAAGTTAATCCAAGAG 

AMTTGCTGAAAACATTACCAAACACCTCCCAGACAATGAATGTATTGAAAAAGTTGAAA 

TTGCTGGTCCTGGTTTTATTAATGTCCACTTAAGAAAGGA 

Sequence 1890 

CGCCCCGCGTCCGCTMTTATMGCTTTACMGTATTTATTTTATAAGGCTTAGACAGAA 

TTATTGGAGTTTTAAATTAAGTGTATTGGAAAAGAAAGGATGGTATGTGTATGAAATGTT 

MGATCCTACGCAACACTGCTATTTTTTTCCTTTMTATTTGTGCTGCATAACAAAAGCC 

ACTAGACTGTTACTGTCTTGTCTGTCCATGTGTTAACAGCATTTCTTAATGATGTATATA 

TGGAGTGGTCTTCMTCATAGTGMGMTTTAMGAGAMGTCAATTGTATTGGCATTTT 
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TMTMGMCAAMTTAGTTCGTCTMGGGGACTGGCTGGCCACATATTTGTTCCTTGCC 
CATATGCTTTCTACTTCTTGTTCTTATTATGAAATTATGMTTTGAAGCCTCTGAAATGG 
TGATCAGTTTTCAACATCTTTCAAAAACAAAATTACTA 
Sequence 1891 

GCGTCCGCGGCTGCTGTGTGTGAGCAGTGGACACGTGAGGGGGGGGTGGGTGAGAGAGAC 

AGGCAGCTCGGATTCAACTACCTTAGATAATATTTCTGAAAACCTACCAGCCAGAGGGTA 

GGGCACAMGATGGATGTAATGCACTTTGGGAGGCCAAGGCGGGAGGATTGCTTTGAGCC 

C AGGAG TTCAAGACCAGCCTGGGCAACATACCAAGACCCCCGTCTCTTTAAAAATATATA 

TATTTTAMTATACTTAMTATATATTTCTMTATCTTTAAATATATATATATATTTTAA 

AGACCAATTTATGGGAGAATTGCACACAGATGTGAAATGAATGTAATCTAATAGAAGCCT 

AATCA GCCCCCATGTTCTCCACTG AAAAATCCTC I I I I I I GGGGGGTTTTCTTTCTTTCT 

III! IGAATTTGCACTGGACGGNGGACCGTCAGCCATGTNCAAGGATCCCCAGGGGGGGG 

GNNGTCAAAATGGCTATTGGAAAATTGGGGTGGAMTGNATGCCTTTTTCACTTTTTGGA 

T AAAT AAAAC ATGT AAAAAAATG NTTTCAAAAAAAATT AATTAAAATT AAATT AAATTCC 

NNAAAAAAAAAAAAAAA 

Sequence 1892 

AGAGGATTCCCAGGG7TTCCAGGGGGCCAAAGGAGACAAAGGTTCAAAGGGTGAGGTGGG 

TTTCCCAGGATTAGCCGGGAGCCCAGGAATTCCTGGATCCAAAGGAGAGCAAGGATTCAT 

GGGTCCTCCGGGGCCCCAGGGACAGCCCGGGGTTACCGGGATCCCCAGGCCATGCCACGG 

AGGGGCCCAAAGGAGACCGCGGACCTCANGGCCAGCCTGGCCTGCCAGGACTTCCGGGAC 

CCATGGGGCCTCCAGGGCTTCCTGGGATTGATGGAGTTAAAAGGTGACAAAGGAAATCCA 

Sequence 1893 

TCCGCCCCGCGTCCGCTTTTTCCNAACAAGGAGCATCCAAAGACACAGTGACTTGAGCTA 

TAGATAGTAAAAATCATACGAGAGTTGAACTGAGTCAGGTTTAGGAAGCAAGTTTGGTTG 

CATCAATTMGCAGGCTCTTTTCAATTGACTGATGCTGGGGCCTTCAGTTTTATTCTCAG 

TATAGATTGCCAGTATTGTTAAGAGTATCCAAAGGCCTTTCTAGATGGAGACAGAATAAC 

TGACTTGAACATACAGTGTGCCTGTAAGTGTCCAGGCTCAGAGCTGGTGAAAACCCTTCT 

GTTGGGCGTGTGCAGGGTTAAACTCCTGAAGTAACTTGTGAGGACTTCAGTGCTTGCTGG 

TGTCCTGGGCAGCACCATGAATGCCTTTACCAAGACATGCCAAGTTGGATCCCCCGAATG 

AAGCAAGAGTGGCTTGTGGGTGTGACCCTTGCTCCCTGCTACACAGAAGCATCGCAAGGG 

CTGCCTGTGTNGGTTTCCAGATGMGGGTCTTGGGTCCCGGAAGCTTTGTGGTTGAGAGC 

TCAAGTGGGACC 

Sequence 1894 

GTCACCACGCGTCCGCGGACGCGTGGGCGCACGCCGGCGGCGCGGAGGCCGGCTCTGCGC 

TTCGGGCCGCCCCCTCCCCCCACCCCGCTCACACCCGGCACTTACTTCGGCTGTCTCCGC 

TGCCCTCCAGCGGAGACGCAGCTCCTCAGGCGCCCGGCGGTATTTGTTGGGTCGGCGGCG 

TCAGGGATTCGCAGTGGCCTGTGGTCGGCGTCGTCCGGCCACTGGTGCGCCCCCGCGGCA 

GGCAGAGCTCACGCTCCTGTCCCCCGGCTGGTCCGGGGTCTGGGCGCCGCGTCGACGGCG 

GCTCCGCAGGACGCGCAGACCGGGCCGCAGCCCATGCC 

Sequence 1895 

NCCCCGCGTCCGATTTMATGCCCTAAATTTTAAATTCATACCTTTCCATGATTCAAAAT 

TCAAAAGATCCCATGGGAGATGGTTGGAAAATCTCCACTTCATCCTCCAAGCCATTCAAG 

TTTCCTTTCCAGMGCMCTGCTACTGCCTTTCATTCATATGTTCTTCTAAAGATAGTCT 

ACATTTGGAMTGTATGTTAAMGCACGTATTTTTAMATTTTTTTCCTAMTA 

CATTGTATGTCTGCTGTGTACTTTGCTATTTTTATTTATTTTAGTGTTTCTTATATA 

GATGGMTGAATTTGAAGTTCCCAGGGCTGAGGATCCATGCCTTCT7TGTTTCTAAGTTA 

TCTTTCCCATAGCTTTTCATTATCTTTC 

Sequence 1896 

CGACCCACGCGTCCGCCCNGCGTCCGAGGGGCAACAGCAGAGCCTACAGCAGGGGGCACA 
CTCCACCGGNTCCAGCCGCCTGCACGACCTCTACTGGCAGGCCATGAAAACCCTGGGAGT 
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CCAGCGCCCCAAGTTGGAGAAGAAGGATGCCAAGGAGATCCCCAGTGCCACCCAGAGCCC 

CATCAGTAAGAAGCGGAAGAAAAAGGGATTCTTGCCAGAGACGAAGAAGCGCAAGAAACG 

CAAGTCAGAGGATGGCACGCCAGCGGAGGATGGCACACCTGCAGCCACCGGCGGGAGCCA 

GCCCCCCAGCATGGGCAGGAAGAAGAGGAACAGGACAAAGGCTAAGGTCCCAGCCCAGGC 

AAACGGGACGCCAACCACCAAGAGTCCAGCCCCTGGCGCCCCCAC 

Sequence 1897 

ATTATATACTTCTGAATGGCACCTTACTTTTTGGAAACAAATCTTCTGTTATTTACAA 

TMTMTTTTTAAAAAACATAAAAAAAAAATCCAAAGCTGCTCTCGATAATAGTCAACAT 

TTGCATATATATGGMTTTCTTACTTTTmCTCCCAMCTCTATTT 

TMTGTTTGTGTAT7TCATGTATMTTGTGATCTCMTTATAAAAGTTTAATTCAGCATG 

TCTTTGAGCCAATATAATTACTGCACACCCACTAAATTGGGATCAGCCATTATAAATAAT 

GTAGTTTTAGAATAATAAAACATGACACATATATATATATATAAATATATAGTATATATT 

GGCACATCGGTGAAAGTTTAATATGTGCAGGAAGG I I MM I CTTTCTTCAAGTTAAAAA 

TTATTITTTGCCATATGTMTTTTGGTGTTGCAGGCTGGTCGAGAGGATAAAAAATGGAT 

TTTAAATCTGGGTACCGGATGGATCTTTCNGGNGGTTAAGAAACACAGGGGNTGNGGACC 

TTCCTTTTT 

Sequence 1898 

CCGCGTCCGAATATAGTATTTTTTAATTTTTGTGGGGATGGATTCTCAAATACTTGTGAT 

TTTAAMGATTCTAAAGCTAAAACACAACTTGATTTTAAAAAGAATGATTCTCCTTACAC 

MTTATAAATATTTGCAGTMATATTTTCCTTATAATACTGTTTTGACCCCATTTAAAAA 

GTATTAGATTATATTCCTTTGATCCAATGAAAACTGAACCTTATAAATGGTTAGCTGAAA 

GTAGACCTTATTCTTGTCCTTCTTTAGAAGAGTAAAGATTTGTCCTAGGGAAGATGGCTG 

ACTTCGGTTCCCAACATGCCGTATGCATTTAGACTGTAGCTCCTCAGCCCTGTGGACACA 

MATTTGGACAGCTTATTAGGNTACCGTTAGCAATGCTGGACCGGTTTCTTCAACACTAA 

AGANTTTCACCGTTGNAACAGATTTCCTGGTTCGTCTNATGGGGNCTGGTAAAAATGGT 

Sequence 1899 

GCCCTGGAGGCTACTTGTAAATCCTTAGAAGAAAAGCTGGATCTGGTCACGAACAAGCAG 

CACAGCCCCATCCAGGTTCCCATGGTGGCCGGCTCCCCTCTCGGGGCAACCCAGACGTGC 

AACAAAGTGCGATGCGCTGTGCCTGGGCGTCGGCAGAACACCATTGTGGTGAAGGTGCCG 

GGCCAAGAAGACAGNCACCACGAGGACGGGGAGAGCGGCTCGGAGGCCAGCGACTCTGTG 

TCCAGCTGTGGGCAGGCGGGCAGTCAGAGCATNGGGAGCAACGTCACGCTCATCACCCTG 

AACTCGGAAGAGGACTACCCCAATGGCACCTGGCTGGGCGACGAGAACAACCCC 

Sequence 1900 

NCCACGCGTCCGCCCCGCGTCCGGGCCCGGCGCGCCTGCTCTGGGCTCTCCGCGTGCCGC 

ATCGCTTTCTTTTCTTCCTCTGGAGCAGCTATGGCGGCGGCGAAGACCCTGAACCCCAAG 

GCCAAGGTGGCCGGAGCGCAGGCGGCGCTGGCGTTCAACATTAGCGGGGCGCGGGGTCTG 

CAGGACGTGCTGAGGACCAACCTGGGGCCCAAAGGGACCATAAAGATGGCCTTCATCCCA 

GMTMTCACTGMGGATTTGAAGCTGTGMGGAAMGCCCTTCATTTTTTGGAAGAAGT 

CAAAGTAAGCAGAGAGATGGACAAGGAAAC 

Sequence 1901 

CCACGCGTCCGCCCCGCGTCCGAAACATGAGGTTCTCTCTACTGGTCCTCTTAACTGTGG 

TGTTGAGGCTTATATTTGTGTMTTTTTGGTGGGTGAMGGMTTTTGCTAAGTAAATCT 

CTTCTGTGTTTGAACTGMGTCTGTATTGTMCTATGTTTAAAGTAATTGTTCCAGAGAC 

AMTATTTCTAGACACTTTTTCTTTACAAACAAAAGCATTCGGAGGGAGGGGGATGGTGA 

CTGAGATGAGAGGGGAGAGCTGAACAGA 

Sequence 1902 

GTCGCCCCGCGTCCGCCCTCCCTGGCAAATAATATAATAACCCGTGAATTTTCAGGAATT 

TAAAMTTANGCTTTTTTCCACTTAMGGAGAAAAATATTTGGGACTAGCAGCAGAGGCA 

GTAAGAGATGTGAACCTTGGTGAGCTCTGATACAGTGAGAAGAGATTATACTCATGAAAG 

AGAATGTTAGTGTTACAGAGAAGCAGCCGATAGCAAATCGACTGTAGAGACTTGGCGGCG 

GTGGCATTGCCCCAGGTCGTCAGCAGTGTGGTATTATCTATGAGAACTTGAGCGACAGAG 
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TAT TTCTTG ATGMTTTATAGATCATTTGAGATGTTGAGTTACTTTAGTTTAGTTTTGTT 

TTGTTTTTTCAAATAAGTAGAGACTATTTGTAAAAAACGAGGAAAGGGAAATGAAATGGG 

GCGTGTTTGATAGCAATAMTTTGGTTTCTTTTTAMGMTTCTAAAAAGGGTCTGAGAC 

CCTGhrTAGCATTMTTTTTTC^ 

TTCTCT 

Sequence 1903 

GCGTCCGCCCCGCGTCCGGGAAACCCCCTTCGATGACCTCCAGAGCCTCCCAAACGACGT 

GATCTCTTCCCTGAAGAACAGGCTGAAAAAGGTCTCCACAACCACTGGGGATGGTGTGGC 

CAGAGCGTTCCTCAAGGCCCAGGCTGCTTTCTTCGGTAGCTACCGAAACGCTCTGAAAAT 

CGAGCCGGAGGAGCCGATCACTTTCTGTGAGGAAGCCTTCGTGTCCCACTACCGCTCCGG 

AGCCATGAGGCAGTTCCTGCAGAACGCCACACAGCTGCAGCTCTTCAAGCAGTTTATTGA 

TGGTCGATTAGATCTTCTCMTTCCGGCGMGGTTTCAGTGATGTTTTTGAAGAGGAAAT 

CAACATGGGCGAGTACGCTGGCAGTGACAAACTGTACCATCAGTGGCTCTCCACTGTCCG 

GAAAGGGAAGTGGAGCAATTCTGAATACTGTAAAGACCAAAGCAA 

Sequence 1904 

CGTACGGGGTGCGGTTGGCGGCGGCGGCTGGGCCGGGGGCTGCCGGCTGCGCTCGGGCCG 

TGCGCGGCGGCCGTGCGGNCACGCCATGGACTTCAACATGAAGAAGCTGGCGTCGGACGC 

GGGCATCTTCTTCACCCNGGCGGNGCAGTTNACGGAGGAGAAATTTGGCCAGNCTGAGAA 

GACTGAGCTTGATGCCCACTTTGAAAACCTTCTGGCCCGGGCAGACAGNACCAAGAACTG 

GACAGAGAAGATCTTGAGGCAGACAGAGGTTCTGCTGNAGCCCAACCCCAGTGCCACGAG 

TGGAGGAGTTCCTGTATGAGAAGCTGGACAGGAAGGNCCCCTCAAGGGTCACCAACGG 

Sequence 1905 

CNCGCGTCCGGTGCATCTTGCCCATTGATTTCTAMTGTATTMCTACTTAAATTAATCC 

TGAATCTTTTCCCAGGCTTAAGTGGGATAATGTTTTATTGTAGATGCATATTTCCTGGCT 

CTACCCAGTCTTTCTTTGAAGACTTTATCATCCTATTTTCTGMTCCAGTGGCTGACTTT 

MTCTTCTCTGGAGGAACTAGATAATTTCTAGACTAATGCTTACACTCATGATCCAGATT 

GTAATTTCTGAACTCCTTCTTCCAAATAGAATCAAAACAAGAAAGGGGAAAGCCTCTCAA 

AGCA ACTGTGCGTTAATMTGAMCACTCTTTTTTTCTMTCCMGGAGGGTTTCATACT 

TTTTCTTAGTTTCTTGCCCTCTTCCCTTCTGATCMTMTTGTAATAGGGAMTTTGCAA 

TTGTGCCAATACTCAGATTCMTACTGMCTACTTTCTTGCATTGGAATTCAAATTCCAA 

GGTTAACAACTAGCTGTATGTTTCCAAMCMTCTTATTGGATATGGATTTTCTTAGGGG 

GAAGGTTCCAGAAATGATTT 

Sequence 1906 

GANCAGGCTCAAGAGCAACATGGAGGTCTGCACTTAATCGCTCCTCTCCGGGGGCGGCCA 

TACCGAGGAGGCGTCTCTTCCGTGCAGGCAGGCTCTCCTGGGGACCTCAGAGATTCTCTC 

CAGCGGCAGCGGAAAACGGACAATGGGTGGATTCGGGTCCAGATTCTGGTAGGAGGGAGT 

TTGGGATCGAGATCTGGAAAAAAGCACTAGACTGGAAGAGGACGCGATGGAGTCGGAGCC 

GCTGGCGGGGACAAAAACCAGAGGCCGGGGAAGGCGCCGGTGGGAGGCAAGGCACGGATG 

GACTTTACCTGCGCACGCGTCGCAGCCATCTCCGCGCACAGTGGTGGCCACCGCGACTGG 

TGCTGAAGTGTTGGCCGCGTGCCGGGCGCTCCGCTGGGACCCGGGTTGCTGGCCCTGAGT 

CTCAGCTTTCTCATCTGTACGGTTGGGACAAGTACAGTAACCCTCTCCCGTCAAGACGGG 

CC 

Sequence 1907 

GTCGACCNCGCGTCCGAACATCGTCAACTACGGCATCCCAGCCCACCGTGACATCGACGA 

GTGCATGTTGTTCGGGTCGGAGATTTGCAAGGAGGGCAAGTGCGTGAACACGCAGCCTGG 

CTACGAGTGCTACTGCAAGCAGGGCTTCTACTACGACGGGAACCTGCTGGAATGCGTGGA 

CGTGGACGAGTGCCTGGACGAGTCCAACTGCCGGAACGGAGTGTGTGAGAACACGCGCGG 

CGGCTACCGCTGTGCCTGCACGCCCCCTGCCGAGTACAGTCCCGCGCAGCGCCAGTGCCT 

GAGCCCGGAAGAGATGGGACGTGGACGAGTGCCAGGACCCGGCAGCCTGCCGCCCTGGCC 

GCTGCGTCAACCTGCCGGGCTCCTACCGTGNGAAGTGTCGCCCGCCTTGGGTGCCCGGGC 

CCTCCGGCCGNGATTGCCAGCTCCCGAGAGCCCGGCCGAGCGTGCCCCGGAGCGGGCCGA 
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ACGTGTGCTGGAACCACGCGGAAGAGGACGGNATGTGCCCTTGCCCCCTGGCCCGGGCC 
Sequence 1908 

ACCACGCGTCCGGGCGGCCCGGCCAGGCCCCCGGCACTTCCTCGTCCTCGGCCCGGGTGC 

CCTGCCCCCGTCCAGGAGCCCTAGGAGTGCTACGGGGGGCCGGAGCCTTGCCCGGGCCGC 

TGCCCCGTCCCTGGATTCGGGGCTGGACGCAGCAAGCAGGNGCGCTGTGTCCCCAAGCTC 

CCCGTCCTCGGGGGAGCTTTTGGAAGAGTCCCAGATGGAAGCGACCAGGCTCCGGCAGAA 

GGCAGAGGAGCTAGTGAAGGACAACGAGCTGCTCCCACCACCTTNTCCCTCCTTGGGCTC 

CTTCGACCCCCTGGCTGANCTCACAGGAAAGGACTCAAATGTCACAGCATCTCCCACAGN 

CCCTGCATGCC 

Sequence 1909 

ACGCGTCCGGAAGGGTGTTACATGTGTCTCTTCAATACCTTTGGTTTTGGGAAGATCTCA 

GGAACGGCCTGCCTCACCGTCTATGTACAGCCCATAGTATCCCTTCACTACAAATTCTCT 

GAAGACCACCTAAATATCACTTGCTCTGCCACTGCCCGCCCAGCCCCCATGGTCTTCTGG 

AAGGTCCCTCGGTCAGGGATTGAAAATAGTACAGTGACTCTGTCTCACCCAAATGGGACC 

ACGTCTGTTACCAGCATCCTCCATATCAAAGACCCTAAGAATCAGGTGGGGAAGGAGGTG 

ATCTGCCAGGTGCTGCACCTGGGGACTGTGACCGACTTTAAGCAAACCGTCAACAAAGGC 

TATTGGTTTTCAGTTCCGCTATTGCTMGCATTGTTTCCCTGGTMTTCTTCTCGTCCTA 

ATCTCAATCTTACTGTACTGGGAAACGTCACCGGAATCAGGACCGAGAGCCCTAAATAAG 

TCACACAGCACCCTTGAAAGGGGATTCCTGGNCTACTTGGATTTGGCACAAGAGAAAAAG 

CAGGAGGGAAAGG 

Sequence 1910 

GCGTCCGCTAGTTCTAGATCGCGAGCGGCTGCCC I II I I I CTTTTC l M I 1 1 I M II I M 

TGAGACACAGTCTCACTCTGTCACCAGGCTAGAGTGCAGTGGCACGATCTCAGCTCACTG 

CAACCTCTGCCTCCCAGGTTCAAGTAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGAC 

TACAGGCACGTGCCACCACGCCCAGCTMTTTTrGTATTTTTAGCAGAGATGGGGTTTCA 

CCACATTGGCCAGGATGGTCTCGATCTCAACCTCGTGATCCACCCACCTCGGTCTCCCAA 

AGCGCTGGGATTACAGGCGTGAGCCACCGCGCCAAGCCAAGGTCTGCATTTTTCTTTAGA 

ACTCAGAACACCCAATAGTCCTAGGCCCCCATCCTCGCATGGCAGCAAGCTAAATAAGCA 

TNTTCCCACTGCGAGTTGGGG 

Sequence 1911 

GTCCGCTGAGAATGGATAATCTCACTGCAGGTATTCCATAATAGGCTTGGATTAAAACCA 

GGGACAATGGGCAGCAATAGGCCATAGGTTAAGCAGCAGCAACTAGTCACCACTGGACTG 

TCT TCTTC TCCCCTTCCCCATATCCCACATTCTCCTAAACATGATGTACGTGTAGCAACA 

GTCTTTTAAAGTCAGATGGTCAGACTAATTATTTTTACAATTTAAGTGTAAGTGATGTAC 

ATGAATGGACTCTGTGAATCGGAAAACTTACGTAACAGCAGAGAATACGTATGTTATATG 

GAATAACCTGAGTTG AAGGTACAA I I I 1 1 I I I CCAGCTCTTTTATTCCTTTMCTGCTTA 

ACAAMGMAGAGTCTCCAMGTTTMAAMCCTTTGAAAMTATACAGCTTGATATTAT 

TTACATAAAATATGAATCCAGGTTCCAATATCAAACAAACATTGCTATGTCAGAAACACA 

GTGGAAGGCAGGAACGTAACTCACTGCCTTTTAGAT 

Sequence 1912 

CCCGCGTCCGCTCTTTTCTTCTCTNTAAAGTG AATTATTCC I MIN I I GTTTTATGTAA 

CGTGTATATATTCTTAGTTTTTCTTGAMTCATTGTMTGTTMCTTTGTTG 

ATCTTGGTGATTGCTTCATTATCTCTTCMCAAAAAAMCCTTTMTTTTGCCATTGAAA 

CTGTAGMCTATGCCATGCTTTTATTAGAAGCAGTGCTCTGTGTTAACAACAAGAATGGT 

GTMTTAGMTTGGGATGTGGATATTTACTGTATGACMCACATTTACAGTTCTGTAATG 

CMGGATGCAGTTTAAMATGTGAAGTAGTGATGGTTTTTGAAATAAGCT1TAAAATATA 

GGGGATCTTGMGGCTCCCTGGG GTMCT ATTTTATAACTTAGATAAAATGGCTAGTCAT 

ATCTGTGTGGTTTGNAMGGTTATTITriTAATATTTTMGATTACAATT^ 

AGAMTGAGCCCAACTATTTAMTTTTAAAACAGTAAAAACAAA 

Sequence 1913 

CGACCCACGCGTCCGCTTTGAAGCAGGAAAAGACACGTCTCTAGAGCAACATGGAAAGGA 
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TCCAGTATTTGTTrTCAGGCAAAAGCAAGCCTCCAAAAGCCCCTTGGTTCTTCTCTGTGT 

GTCTCGCCCCTTCTGCCTTGTACACCAGACTGCCGGCAAGCAAGCGGGGAGGTGGCGAAC 

AGCTGGGATCCTCCAGTGAAAAGTTTGCTCAGCGCGAGAGATGTCAAGAGGCTGGGATTG 

TCGCCTATCGGGAGGTGGGGAGCTCTCTCACTCACACTTCCTGGGAAATGAAGGAGAACT 

MTAGGCAGCCCGCATTTGCAGCCAGCCAACCTGGGTGGTATTCCTTGAAGTGAAGCGCT 

CATAMTCCCTTCTGGGGCCAGAGCCGGTTTCACAAGCTGCAGGATTTGGGTGGCCTGCC 

TGCTCTTTGGGAGCGGGCTTGGGAAGCTGAAGAAATTGAATCAGGACCTCAGGCCCTTTA 

CAGACTCCC 

Sequence 1914 

CGCGTCCGCCCCGCGT(XJGCTCAGAMCCCCTGCCCTTTCCCTTCAGAAAACGATGGCAG 

GCATTCCTCTGAGTTTACAAGCAGAGACTCACTCCAACCCAAACTAGCTGGGAGTTCAGA 

ACCATGGTGGMTAMGAAATGTGCATCTGGTCTCTTCTGTTGTTTTTATTTCATATCAG 

ATTAMTTTCTTTACCATGTTGGCTAAGTCTAAATATTAGAGATGAGGCTGTGCCTACTC 

CCTGGCCAGCTCTGCTGATAGCCTATGATGGGTTCCAATGGGAAATGACTCTTTACTATT 

AAAAGACAAGGAAAGCTCTGACTTCGTACTTCTCTGATGAATGGCAATGTAAATGAACAA 

GGCT(X)ATGTGACTGGAGCATGGAAGTGAATGCTACTTTCTTAATTTAATCTGCCCTGTC 

CTACCTGCTCCTCTGATTGTTAGCCATCACATAACTTATTGAATGCTTGCCATGTGCCAG 

GCACTGTGCTGAGTGCCATACATACATTTCATTTAATTATCCAATAATCCTACTTACTA 

Sequence 1915 

CCGCGTCCGATTCT^AACATCTCTGTGAGGAAGGAATTTTTATCCTTATTTTACAGATG 

AGGAAGCTGTTTGGAGATAATTTAAGTGACTTGCCTGGGGAATCTAGCCAGTAGTAGAGT 

ACTGATTAATCAGGTGCTGACATCTGCTCTGCTTTGTGTATGTAATTCAGCAGTGCTTCA 

AAGATCCAAGAAGCTGTAGCAGATCTCAATACACTCTCCTATAAAATTAGTGAATAATCA 

CCATGACAAAATTGGTATGGCGGMCAGTCATTATACATTATTTAGACTCATTCCTTCTT 

CCAGTGCCCTTATGATTATTTCCTACCTTTACCATTGG 

Sequence 1916 

CCNCGCGTCCGCCCCGCGTCCGCCCCGCGTCCGATATTGCTTCAGAAAACTGAATGTGTA 

TGTCGGTCATATTGCCTTTATAACCATGCTAATATCTATGCTTTATACATACTCAAACTT 

GCCTTGCCTTAAAAAAATACATACTACATACTTAAATCAGGAATTCTAGCCATCTCACAG 

AATACCAACTAAAAC TAAGT GCATTGAGATCTGAGATTGGTAAACCCAGATTCATTTACC 

ACAGCTGTMTTAAGTTTTTAGAMCTATTCTCTTTTTGGGGAMTCCA 

TTCTGTTATCTTATTAGAAGAAMTGATGTTGATATGTGTTTCAGATTTTCCATTTGAAA 

TCTTATAATTAATTT GATT TATTTACTGTAAGTAGGAGGTATNAATGACACTCTTAAATT 

GG AAGGA GGGGTGTTTTAGTGTCTGTNTTAGGTCAAAATTAGTGATTCTATTTTTATCAA 

MGTTTTATCCTGAAGTTTCAGGACCACTCTTCCTTAATNAACTTGTTAATGGGAAGCGA 

GCCTTATGAACATTTAAAAAT 

Sequence 1917 

CGCGTCCGCAGCAGTMTCCTTTAATMCTGGCACGAGCACTTTATTCTTCTGGTGAGCT 

CCCTGMTATTTATTTTTCTGATTATAMTTTTCTATATTAGTA^ 

ACTTCTTCACTATAGAGCATTTACTTTTAGTCTCTAGATGTATATTTTGGAATGCTGTAC 

T TGGC AT MCATAG ATTAAMTCATMTGCATGACTAAAAACTCCTTGGATTTATTTCCC 

ATTTTAAAAl I I I I AGCGGTMGTTCAGATTTATAATCTTTCTCTAGACTTCCATGGTCT 

GAATGTTGCCTGCTGAAGTAGCAACCTAAAAAGTATCCCCTGCTTATGCTTCTCCAGTTG 

GCCCTCCATGTCCATAGGCTTCGCATCTGTGATTCAGCCCACTGTGGGTCAAAAATATTT 

GGGGAAAA 

Sequence 1918 

GCCCGCGTCCGCATCCCTTGTATACCATCGTAGACTTCATACTGGAGAGAAACCTTACAA 

ATGTGMGMTGTGATGAAGCTTTCAGTTTCAAATCGAACCTTGAAAGACATAGGAGAAT 

TCATACTGGAGAGAAACCTTACAAGTGTAATGATTGTGGCAAGACCTTCAGTCAGACATC 

ATCCCTTGTATACCATCGTAGACTTCATACTGGAGAGAAACCTTACAAATGTGAAGAATG 

TGATGAAGCTTTCAGTTTCAAATCAAACCTTGAAAGACATAGGATAATTCATACTGGAGA 
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GAAACTTTACAAGTGTAATGAATGTGGCAAGACCTTTAGTCGGAAGTC 
Sequence 1919 

NGACCNCGCGTCCGCGCTCCGCTGCCNGGGGCGGGAGGGAGGAATGGTTGCTTCACGCCC 

CGGGGGAAGAGACNGGAAGCTCGGCTCTGGGTTGCGGGCCCCGGGGTCTCCGCGTGGGGC 

GCACCGTCCGACCCGCCCCTCCCGGTGTGCAGCGCCCCGCACCGCCCCGCCTTGCCTGGG 

AGAAGCCCGGCGGGACGCGCCGGGCTGGAGTGGGCGGTTATAGGCTTTGAGCTAGGCCGC 

TTCCGGGAGGCGGAGCTCACACCCCATTTCCTTT 

Sequence 1920 

GTCCGTTCCTTGATTCCTGGAAGTCCAGTGGGTTCTGCAGCTGAAAAAGCCCTGGGTCCC 

AGCAGCAGAGAGACAGGACAGAGGGGATGCTTGGGCGGGGAGGGACGGTAACCTGCAGAA 

CAGATTCCATTTTTATAGMCGAGTACACGTTTGCTAAAACAGTCCTGCTTTCCCAGACT 

GGATTCCCACCACAGGGACAGTCGGAACTCAGGACTAGCTCCAGCGACATCTTTCCTCCG 

MTTCMGCCTTCTATCACAATGTCAAMCAGCTATTTATAAAGCCATTTTCATTGTACT 

TGATMCAGCACGAGTCCCAAMCTTTTAGAAATAAAATAGGACATTGGCTTGATTGAAA 

AGAGGGACTTTTTAAAAATTGTTCTTTCGTCAGAAAGCCTTTTGGATGACT 

Sequence 1921 

gcgtccgaaaaaaatagcattatacctcttcc7tgtctcaaccgccatgaaaattctgaa 

cactccmattcagttgaataatccaaaacaaaatttatmgtataaaataattttactt 

cttatagtaatagtatactttaaaaagcctcagggtatattatcttctaaacagctacaa 

ttcagtgcagctacattaaccaactatgttctctagttgagaacaactaggcctatttca 

ctgctgtgtagcctcagtgcctaacatgggtgccaaataaatattcgtagaattacactg 

mttgtaaaaaccattcgtttttgtttacaattgccaaaaatctcaaaaggccctgtatt 

tatgtmttctttgamttat™^ 

tgacttagtcatmgtactcmtattataaaaacctcamtaattgacttggattttaca 
caacatccttcccttttct acaagttaaa" i i i i i i iacc 

Sequence 1922 

TTGGTATTCTTGGCTAATTTCTTAGCTACTTGMGGTTAATTTGCAAGACTTTTAAAACC 

TTAGAAMGTTTTAAGGTTGCAAAGTTATCAACACTGGGGCAGAGGGTGGAGAGGCCAAT 

GCGGGTAGAAGGAGGCAGTTATGTTTATATTGAAGGTGAMTTTTTCTTTCATTTAGAAT 

GGAAAACATCCCCAAATGTATCATTATAAACTAGTCAGCCTTGAGTACACAAAATTGACC 

TTTMGTTGCTTGAGAAAMCACAATGCAMTCGTTCAGAAGGGTCAACATCCTTTGGTG 

CTAAMTCTTGTGTATGTTTTCAGMTGGCTTTTTCTGTATGTTATAGAATAATCACTAA 

AGGAMGGTAGTTGAATTTAMGTCATGAAGCAAGACTCTTTMTTCAGTTATTTTAAAC 

MGMTTAAAACCCCAAACATCCTTGGCAGGCTTTGMGCACACAGAATTTTCTAGNATT 

TCTTATTA 

Sequence 1923 

CNCCGCCGGAACAACAACAG AAAGCTGTGTTTGTC I I I I I I CTCTCAAATATATCTCCCG 

TATGAGATTTCAGGTCCCCATGTTTTCACCAAGCAATCTGCTATGTCAGCCAACCCANCA 

TCACTTTCTACAGGAGGTTATGATTTTTGCCATTTACTAGAGGAAGATGTTTTATGAAAT 

CMGTTGGGGTTTGMTTCAGGTGCAGTCATCAGTTCTTTAGGGGCTGCMTGTTTTAAA 

MMMTMGTCATCAGATTTTAAGAAAAAAGTGATGATTTCTTATTGATAI 1 1 I IGTAA 

CAGMTATAGGCTCTTAACTGAAMTCCAGMCCAGMACATAAATCTTGAG7TTCTTTT 

CATGT ACAT AAAAAGCAATAGCCGTTTTAGTATAGGATAGCCCTGAGCCCAAAAAGTAAT 

AGAMTTTTCTCTAGATATTTTAATACAGAGAGTGTATAGACTGACTCTAAGTTAATAAA 

TGTGCAAAAATATCTTAAAACCATNCCCTNCCCTTTATTTCAAC 

Sequence 1924 

CCNCAAAMGGMCCAGAGGCCACTTGTATATATATGGTCTCTTCAGCATTTATTGGTGG 

CAGAAGAGGAAGATTTCTGAAGAGTGCAGCTGCCTGAACCGAGCCCTGCCGAACAGCTGA 

GAATTGCACTGCAACCATGAGTGAGAACAATAAGAATTCCTTGGAGAGCAGCCTACGGCA 

ACTAAMTGCCATTTCACCTGGMCTTGATGGAGGGAGAAMCTCCTTGGATGATTTTGA 

AAGACAAAGTATTTTACCGGACTGAGTTTCAGAATCGTGAATTCAAAGCCACAATGTGCA 
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ACCTACTGGCCTATCTAAAGCACCTCAAAGGGCAAAACGAGGCAACCCTGGAATGCTTCG 
TAAAGCTGAAGAGTTAATCCAGCAAGAGCATGCTGNCCAGGCAGAAATCAAGAANTCTGG 
TCACCTGGGGAAACTAT 
Sequence 1925 

CCACGCGTCCGTCCGCCTCCAGCAGCATCCGCTTCAGCAAGGCCTGCCTGAAGAACGTCT 

TCTCGGTCCTACTCATCTTCATCTACCTGCTGCTCATGGCTGTGGCCGTCTTCCTGGTCT 

ACCGGACCATCACAGACTTTCGTGAGAAACTCAAGCACCCTGTCATGTCTGTGTCTTACA 

AGGAAGTGGATCGCTATGATGCCCCAGGTATTGCCTTGTACCCCGNTCAGGCCCAAGTTG 

CTCAAGCTGTAAGCACCATTTACGAGGTCATTCCTCCTCTGACAAGCCCTGGCCAGCCGG 

GTGACATGAATTGCACCACCCAGAGGATCAACTACACGGACCCCTTCTCCAATCAGACTG 

TGAAATCTGCCCTGATTGTCCAGGGGCCCCGGGAAGTGAAAAAGCGGGAGCTGGTCTTNC 

TCCAGTTCCGCCTGAACAAGAATAGTGAGGACTTTNAGCCGCCATTGAT 

Sequence 1926 

GCGTCCGGTMGTATTTTGGMTTCMCCCTCGMTTATTTTTTCTCATTTCAGCAT^ 

GATAGGGGATGCMTGAGGCTTCATTATTTTTTATGACCTGCCCCTCATTTGCTCTGATG 

TTCCCTAMTTCTGTMTCATATCATMCTTTTGTTATGAATAGAGAGGAATGGGCTCAC 

TGAAACCTGACACTAGAAATTGGTGGGTGATGCTCATAACTGCAAACACTTAGCTTATTG 

AAGTGCCTCTATTTACATGTTCTTTAGTTATMTATGTATTTTTCTAACAGAAATACACG 

TCTGTAATTGGTATATA7TATACTTTGTATGTGTCACAACAAAAGCTAAACAGAGGCTAA 

AGTCTTTAGCAGAGAAGAATGAATTN 

Sequence 1927 

AACTGTTTGGGAAAATACGTTGAGGGAGAGAAGACCTTGGGCCAAGATGCTAAATGGGAA 

TGCAAAAGCTTGAGCTGCTCTGCAAGAGAAAATAAGCANGACAGAGGGATTTGCTCTGGA 

CAGANATGGAAGAGCCNGGGAACAGAGAAGTGTGGGGAAGAGATAGGAACCAGCANGATG 

GCAGGGGCAAAGGGCT CAAGG GTGAGGAANGCCNGTGGGACCCCACAGANTATGGGGAGA 

TAAAGGACATTGCTTTGCTTTTGGTGGCACCGTAAGCTCCTTGACTGTCTNCAGCACCCA 

GMTCTCATTAAMGCTTATTTATTGTACCTCCAACCGGCTTGTGTGCAATGGGGGTCTT 

TTTGTGGAAMTCMNGAGCANACAGGTTTTCATGTGTACTGTCACCACGTGGGATGNGA 

ACCAGATNGCATGGAANCAAGACGCTAAATGNAAGAGGGCCATAANGGNTGGGATTTCCC 

AGGCNCCTTAAGAACAGCTTGTC l M I I I i 1 1 I I I CCTTTCCAAAAAA 

Sequence 1928 

CCGCCGGTMGTrAMGACTTTAAGGACATTCAAAGTTTAAAATAGTGTTCAAATTGCAA 
MTTTGGCAATCTTCATATAMTTGGTTTCTTTTCTMCTTTTCAAAAACTMCATTMA 
TGTCAATTATAGGAMACATAGTTGGAMTGTAATCATCCAMGATCATTTTTAAAATGA 
AATTTAATTAGCACATATTGMCATT^ 

Nil iMT CAGATTTTTGCACA CTGATTAGTTTTTGTGTTGTGGCTTTTGTTGCTT^ 
ATTCAAGGI I I 1 1 I I I I I I I 1 1 CTTCCCCATGGGGGAGATTGTCTTCCAATGTTTAACTA 
CGTTTAMTAMTAAAAATTGAATTTTATTGNTCATTTATATAAAATCTGATCCTTGATG 
TMTTTCCAATACAGTTCCMTTTTATGGCTTTATAATTACMTGATATTTTCTTCTATA 
ATAMMCCAMGTAMCATTTAMTGGGGAMCTGATATTTTTCATTTATATGAAGTAT 
NMGCCCTCTACTGGGGTCNTTATTGGNGAATCATNCTGCCTTCAAANTGGTTTCAAAAN 
TGGGTAG AAANAAAACC I H I I I i I I G 
Sequence 1929 

CCGCACACCCTAAAGAAAATAAGTATCCCAGTCGACATCAGTGACAGTGATATGATGCTG 

AACATCATCAACAGCTCTATTACTACCAAAGCCATCAAGTCGGNGGTCATCTTTGGCTTG 

CAACATTGCCCTGGATGCTNGTCAAGATGGTACAAGTTTGAGGAGAATGGTCGGAAAGAG 

ATTGACATAAAAAAAAATATGCAAAGAGTGGAAAAAGATACCTGGGAGGCAATCATTGGA 

ANGACTTCCTGTGTCTTGCGTGGAGTCATGATTAACAAGGATGTGACCCATCCACGTATG 

CGGCGCTATATCAAGAACCCTCGCATTGTGCTGCTAGGATTCTTCTCTGGAATACCAANG 

AAAGGAGAAAGCCAGGACTGACATTTGAGATTACACGAGAGGAGGGACCTTCACCCCGAA 

TTCTCNCAGAATGGAGNGAAGGAAGTACATCCCAGCAGCTNTGTGAGGGACCATTATCCC 
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AACCTGGAAAGCCCGATGTTGGTCANTCACTTGGAAAA 
Sequence 1930 

MINIMI I ACAACTC AAAAAAAG AAATCTTTTAATAAAAATTACTCATAAAAATCCTA 

ATAMTTTTAAAGAGCAGNGATATTCCTTATTACATTTATAAAAGAACATTTGGNCCTTT 

TACAAMAGATCCCTTTTAATTNAMTACNTTTCTTATTTACAGA 

C ATNT ACAGTTGCAMGCATATTGCACATTACAGAGCAAAGCATTNGNGTATTTCCGNAA 

GTTTTCCCAGAGTTCCCAACTCTATAC I MINI i GTAAAAAGATTTACCCTTGCTTATG 

CAAAMTAAAATMGAMTGCNANCTGNCGGTTTTGCTATTTAAAAACTANAANCCAAAA 

TAMCCTNTTAAMATATTATTCCTCTGCCTTGCANAAAAGGAAAGTGAAGAGGGGTNTT 

ANAAATCAGNGGGGGTTNCCACCAGNGTCNCTTGATAATTTT 

Sequence 1931 

CGTCCGGGGAAACTnTATATGGTTGGGGATAAGAATTGAATGCAAATTAATGAACTAGAT 

TTGCATTTATG GAGT TACCTCATCATGGAGTTACCTTGGTCTGTCCCACGTCAATTAATC 

TTGNTTCCnTATTTTCATAGACCATCCTCTAGMCAGTGTTTTCACACTGTGTATCATGA 

TCCTATAATGCAGGGGTGTCCAAGCTTTTGTCTTCCCTTGGCTACACTGGTNGAAGAATT 

GTCTTGGGCCACACATAAAATATACTAACACTAATGATAGCTGATAAGCTAAACAAACAA 

AAAAATCACAAAAAATCTCATAATG I Mill I G AG ATTGTGCTG I I I I I I I AGTTGTGTT 

TTCAATGGAGAAATAC 

Sequence 1932 

CGTCCGGCGCGTTCGTGCGTCCTAGTTCCAGTACATGCGTGGAGGGTTTACGGCAGCGTG 

T TCTG ATTCTTTGCGGGACGGCGAGCGCATTTGTGCTTTGCCCGCCGCGGCCTANGAGGC 

CTTTTGAGGCCGCGTAGTCGGTGTTTTTGAACTGACTCTACAGCTTCTGGCAGGCCGTGC 

GGCGCCCTGACCCGGCCTCACCATGTTGGTGCTGTTTGAAACGTCTGTGGGTTACGCCAT 

CTTTMGGTTCTAMTGAGAAGAMCTTCAAGAGGTTGATAGTTTATGGAAAGAATTTGA 

MCTCCAGAGAAAGCAAACAAAATAGTAAAGCTAAAACATTTTGAGAAATTTCAGGATAC 

AGCAGAAGCATTAGCAGCATTCACAGCTCTGATGGAGGGCAAAATCAATAAGCAGCTGAA 

AAAAGTTCTGAAGAAAATAGTAAAAGAAGCCCATGAACCGCTGGCAGTAGCTGATGCTAA 

ACTAGGAGGGGTCATAAAGGAAA 

Sequence 1933 

AGGGAGCCGCCCCGCGTCCGCCCCGCGTCCGCGGACGCGTGGGCTAAAACCCATCAGGCA 

AGATCACCACGCATTGANATATTTTCATATCAAGATAAAGTCGCACATTTTCCACAATAC 

ATTGCTAAAATAAAGAGGAGAAAGGCTTAGG AAG I I I I 1 1 TGCAGAGAGTGCTGGTAAAG 

MTTGAGCMGTTTGCTATTGTATTGNAATGTTTCTCTCAGGTTTGriTCTTCCTATCATG 

GNNGGTATTCCATGAATAATTGAGATCAGCCCTATGTAAGGTAAGATCATAATATGGGGG 

ACAAATGG 

Sequence 1934 

GC GGAC GCGTGGGCTCCATCTGAGCTCTTGGGTGACCAGGGTGCATTGTCAATGAGGGTA 

ATATTTTGAMGACATCTTTATTATGAGCAGTAGGTCTCAACAGTGGGCTTAAAATGTGC 

AGTAAATCATGCTGTAMCAGATGTGTTGTCATCCAGGTTTTGTGCCATGTCTAGAGCAC 

AGGCTGAGTAGATTTAGCATAATTCTGAAGGACCCCAGGATTTTCAGAATGATAAATGTG 

CATTCGCTTCCACTTACAGTCACCAGCTGCATTAACCCCTAACAAGAATCAGCCTGTCCT 

TTGTAGCTTTGGAGGCAGGCATGMCTTCTCCTAGATGGCATCTTCCAAGAGGGCTATTT 

TTGTCTACATTGAAATTCTGCTTAGTGTAGCCACCTGCTTCAATGATCCTA 

Sequence 1935 

TNGACCACGCGTCCGGGCGCCNTCTCCCAGCAATCAAGTCTTGCTCCCTGGCCTGCCCTC 
CGGCACCCTGGAGCCCCGCTTTCCACACAGCCTTGCTCCTCCCGGCCTGGCTTGCTGCCT 
GCAGGCCTCTCAGGGTCCTTCACCGTCTCTCCAGTCTCGGATCCGGACCCGTGGATCTCA 
GCCTCAGACCCTCCTCTGGCCCCGGCCTTGCCCTCGGGCACGGCCCCTTTCCTCTTCAGC 
CCTGGGGTCCTGCTCCCCGAGCCAGAATATTGTCCTCCTTGGAGGTCCCCAAAGAAGGAG 
TCTCCCAAGATCTCCCAACGTTGGAGGGGAAGTCCAAGCCCAGGGGGAACTTGACATACC 
ACCAGGTACATGCCCCCAGAGCCGAGAAGGATNCGGGGGGCAAGACCCCCANGCCGTAGG 
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GNGTCCTCCCTTGGGTCCTCCTGGGCCATCTCTGTGGGGAAGGGACAANACTCGCAACAA 

NCCACATTCTAANGATGANGGCCCTTTTNCCCT 

Sequence 1936 

CCNCGCGTCCGGAAAATATCCNAGGTTGTACGCAGCAGTGGAAGTTGCTCTCAAGGGAGT 

GGTATTTTACACTATGCTCATGGCGACAGTCAGCAAACTCACCTGTTGAAGCAAGGAAGA 

AGCTCCATGGGCACTGGTCTCAGTGGTGGGAAACGTCCTAGTCAGGAAGAGGACACACAG 

AGTATTGGTCCTAAAGNCCAGAGACAGAGCACTAATTAGGTAAATATTTTAGAGCTGTAT 

TTCTTGCTTTAGAAGAGTATATAATTAACATAAATTAAGATAATTTCAAAAATGGAGCAA 

ATCTCTATTTTCAAACCAGAAAATCTTGAGGCATTMTTTTTAAGCMTTTTTACAAACT 

CAGTTMTrTTTGGTCAAGAGACATGCATCTGTACTGGAGAAATTGTrGCACCAAGTTTT 

ATATTCATCTGAACCAATGC 

Sequence 1937 

CCCCGCGTCCGCCCCTTTNCTCCCTGAGGACTCCACAGAAGATGGTATATTATGGGAAAC 

CTTCTTGTAAAAACAACTATGAGAATTATATTGACATAGTGAAATATGTGTTCAGCGCTT 

ACAAGAGAGAGTCCCCTCTCATCGTCAACACTATGGGATGGGTTTCAGACCAGGGGCTCC 

TGCTTCTCATTGATCTGATCCGATTGCTGTCTCCCAGCCACGTGGTTCAGTTCCGCTCTG 

ACCACAGTAAATATATGCCAGACCTTACCCCGCAGTATGTAGATGACATGGATGGCTTGT 

ACACAAAAAGCAAGACCAAGATGAGAAATCGACGTTTCAGACTCGCAGCATTTGCAGATG 

CTTTGGAATTTGCTGATGAAGAAAAAGAGAGTCCAGTTGAGTTCACTGGACATAAACTGA 

TAGGTGTTTATACAAGACTTTGCATTCAGAATAACTCCAAGAAATAGGTAACTAACCCTC 

ATrrGGCTGAAGAATTATTTTTCCTTCCGTCGAAAAAGACCTGCCATTCTCA 

Sequence 1938 

GTCGACCCACGCGTCCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGCTCTCGC 
ACTCTGTTCTTCCGCCGCTCCGCCGTCGCGTTTCTCTGCCGGTCGCAATGGNAGAAGAGA 
TCGCCGCGCTGGTCATTGACAATGGCTCC 
Sequence 1939 

ACCACGCGTCCGGGCGCCAGGCTAGGGCGGCCTGGCCACTGAGCCGGGGTGCAGTGGCAG 

CGGGAGAGTACCTGGCGATGGCGATATGAGCGGTGCGGGGGTGGCGGCTGGGACGCGGCC 

CCCCAGCTCGCCGACCCCGGGCTCTCGGCGCCGGCGCCAGCGCCCCTCTGTGGGCGTCCA 

GTCCTTGAGGCCGCAGAGCCCGCAGCTCAGGCAGAGCGACCCGCAGAAACGGAACCTGGA 

CCTGGAGAAAAGCCTGCAGTTCCTGCAGCAGCAGCACTCGGAGATGCTGGCCAAGCTCCA 

TGAGGAGATCGAGCATCTGAAGCGGGAAAACAAGGGTGAGCCGGCGCGGGGCCCTAGGCC 

GGCCCTGCCTCCCCAGGCACACTCAACACTGCCGCTCCCGCAGCACAGAAACACAGCCAT 

TCAACTCCAGCACACGCCTGGGCTCAGGGGGAACACAGGACGATCTCCATTACAAGCTCA 

TAATGAATCAGACATCACAGAAGAA 

Sequence 1940 

CGCGTCCGTGAAGGCCAGACCGAGAGGTGCCAGAAGAGAACAAACCTCCATCCAGACACG 

CGGGCGGAAAGGCTCCAGGGGTCCAGGGCCAGATGGCGCCGCCTCTGCCCGACTCAGAAA 

GAGAGAAACAAGAGCCGGAGCAGGGAGAGGTTGGGAAGAGGCCTNGACAGGCCCCANGCC 

TTTGGAGGAGGCGGGTGATCTTCCTGAAGATCCCCAGAAAGTTCCAGAAGCAGATGGTCA 

GCCAGCTGTCCAGCCTGCAAAGGAGGACCTGGGGCCAGGAGACAGGGGCCTGCATCCTCG 

GCCCCAGGCAGTGCTGTCTGAGCAGCANAACGGCTTGGCGGTGGGTGGAGGGGAAAAAGG 

CCAAGGGGGGACCGCCGCCAGGCAACTCCGCCGGNGACACAGGGCAGCCCGCANAGGACA 

GCNACCACGGTGGGGAAGCCTTCCCTCCAGCGGAGAAGCCGGCTTCAGG 

Sequence 1941 

CCGCGTCCGCAGAAACATATGTGTAGTGTGCTGCAGCATAAGATGGAAGAACTTAAAGAA 

GGCCTGCGGCAAAGAGATGAGCTTATTGAGAAACATGGCTTAGTTATAATCCCCGATGGC 

ACTCCCAATGGTGATGTCAGTCATGAACCAGTGGCTGGAGCCATCACTGNTGTGTCTCAA 

GGAAGCTGCTCAGGTCTTGGAGTCAGCAGGAGAAGGGCCATTAGATGTAAGGCTACGAAA 

ACTTGCTGGAGAGAAGGAAGAACTACTGTCACAGATTAGAAAACTGAAGCTTCAGTTAGA 

GGAGGAACGACAGAAATGCTCCAGGAATGATGGCACAGTGGGTGACCTGGCAGGACTGCA 
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GAATGGCTCAGACTTGCAGTTCATCGAAATGCAGAGAGATGCCAATAGACAAATTAGCCG 

AATACCAATTT 

Sequence 1942 

CCGCGTCCGCTCGCCTGCCCCGGTGCACCCAGTCCGCTCACCCAGCCCAGTCCGTCCGGT 

CCTCACCGCCTGCCGGCCGGCCCACCCCCCACCCGCAGCCATGGACGCCATCAAGAAGAA 

GATGCAGATGCTGAAGCTGGACAAGGAGAACGCCATCGACCGCGCCNAGNNAGGGCCGAA 

TCCGACANGAAGCAANGCNTGAGGACCGCTTGCAAGCANGCTGGAGGAGGAGCAGCAGGC 

CCTCCAGAAGAAGCTGAAGGGGACAGAGGATGAGGTGGAAAAGTATTCTGAATCCGTGAA 

GGAGGCCCAGGAGAAACTGGAGCAGGCCGAGAAGAAGGCCACTGATGCTGAGGCAGATGT 

GGCCTCCCTTNACCGCCGCATTAGCTGGTTTGAGGAGGAGCTGGACCGGGCCCAAGGANC 

GCCTGGCTACAAGNCCTGCANAAACTTGTANGANGCCNNNNAANGCCGGCCTNATNATTN 

GCCNNGAAGAGGGAATTNAAANGTTNTTNNAAAAACC 

Sequence 1943 

GTCCGCTTAGTTTCTGCATTATNAGTNAGCATAAATAATAAATCCAGAAAACGTGCTGTA 

TTTGTTGTTGTTTCCTCCATGGGCTTTCCCGCCATCTAATTTGATATAGACTTCATCTCC 

CGGCTCCAAATGAAGAACCACACTGTTACTGGCATAGTCGTAATTCTGATCAGCATCTTG 

GGCAATTG CACTAGCACGC ACCTACGTGAAACAGACAAGAATTAGGATGCGTAAATGAGA 

ATTCTCAAGTTTTCTTTTTTGCCATTCATGTAGCATCACAAGCTGACTTGCTGCCATAGT 

ACAGAATTTAGCATAGCAAAG 

Sequence 1944 

GCGTCCGGCTGCGGGCGGTCGGGGCTCCGGGCCGGGGCGGCGGCGCCATCTTGTGCCCGG 

GGCCGGTGGGGAGGCCGGGGAGGGGGCCCCGGGGGGCGCAGGGGACTACGGGAACGGCCT 

GGAGTCTGAGGAACTGGAGCCTGAGGAGCCCCCGGCAGCCAAGAGGAGGAGGAGGAGCCG 

GGACTGGTCGAGGGTGACCCGGGGGACGGCGCCATTGAGGACCCGGAGCTGGAAGCTATC 

AAAGCTCGAGTCAGGGAGATGGAGGAAGAAGCTGAGAAGCTAAAGGAGCTACAGAACGAG 

GTAGAGAAGCAGATGAATATGAGTCCACCTCCAGGCAATGCTGGCCCGGTGATCATGTCC 

ATTGAGGAGAAGATGGAGGCTGATGCCCGTTCCATCTATGTTGGCAATGTGGACTATGGT 

GCAACAGCAGAAGAGCTGGA 

Sequence 1945 

CCCACGCGTCCGGCAAACCGGGAAAGGAGAGGATCCCGGAGCCGGTGAGAATTCTCTGTT 

TTTTCTCTACCATCCTTTCCAGGCCTTTTCCTCACCTAATGAGTCGTAGAGACGAGGGCC 

CAAAAAGTCTGTAAAGGTGGCTGGTGAAAGATTAAGTGNTCCAAGGGCCCTACATTCCNG 

GANGNGGTTCGGGATAAAAGAGAACTAGTCNTGGGAACAATGTAAGTGGGAACNTNAAGG 

NANNGGNAAAGCGGCCNATAAAGGNGNNCGGAGGNCCCAATGGNANTAAAGCGGACCCTG 

TGTAGGTATAGAGTTGAGTCAAGTGGAGTCACTGCCTCTTGTCCCTCTTGGTCAGCGTGA 

TGGCCAGAGGCCTGGGGGCCCCCCACTGGGTGGGCCGTGGGGACTGCTGANCCTGGGCCN 

ACTTGG 

Sequence 1946 

ACGCGTCCGGCCGGGAGTGGTGGTGGGCACCTGTAATCCCAGTTACTCGGGAGGCTGAGG 

CAAGAGAATCTCTTGAGCTCAGGAGGCAGAGGTTGCAGTGAGCTGAGATTGCGCCACTGC 

ACTCCAGCCTGGGTGACAGAGGGAGACTCCGTCCCAAAAAAAAGAAAAAGAGAAACAGCT 

GTCACCTCCCGCAGGACCCAAATCCTCTCTCTGAGCACCGTCATCCACCACATGGCTNGG 

CCTNGNTTCCMGANCNAGTCNANCCTTTNNNGNCTTANTTNNAGGTNGANNCCGCNNNT 

TTCNNCCCAAAGGAGACAGCCCCTGCTCCTAGATGCCCTTGGCCTCCGCAGTGCAGCCCC 

CAGGTGTCCTGACTGAAGCANAGGCCNTAGCCCCAT 

Sequence 1947 

NCGCGTCCGMGTGGATGAMATTGGTACCATGGGGAAGTCMTGGMTCCATGGCTTTT 

TCCCCACCAACTTTGTGCAGATTATTAAACCGTTACCTCAGCCCCCACCTCAGTGCAAAG 

CACTTTATGACTTTGMGTGAMGACAAGGMGCAGACAMGATTGCCTTCCATTTGCAA 

AGGATGATGTTCTGACTGTGATCCGAAGAGTGGATGAAAACTGGGCTGAAGGAATGCTGG 

CAGACAAAATAGGMTATTTCCAATTTCATATGTTGAGTTTAACTCGGCTGCTAAGCAGC 
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TGATAGAATGGGATAAGCCTCCTGTGCCAGGAGTTGATGCTGGAGAATGTTCCTCGGCAG 
CAGCCCAGAGCAGCACTGCCCCAAAGCACTCCGACACCAAGAAGAACACCA 
Sequence 1948 

CGCGTCCGAGTATTTGAAGTGATGCTGGCTCAGACCGCTCCCACTATGCAAAATGTAACC 

CATACATGGATTCTCCACAATCAATAGG7TTTGCTGAACTGCTGAGCCTTGGCAGTGGGC 

GCCTTTGAGGCTTAGMGTGCCNNMGNNTCTNNCANNCNGNTNNCATGCTTT^rlTTTTT 

TGNCGCACTNTTANCAGTCANCAAANAAAATCCNGGGGNGNTNNTNANCCCCNAAGGCNC 

NNGNTNCCACNGTTCAGTGAMCTTGCTTCAGAGGCAGAAAGAAGCAGGTTTCCAAGCAA 

CAATCAGTGCTCCACACATGCATGCATATGCGCTAGAACTTCTATTTGATCAGTTGCATG 

AAGGAGCTAAAGCTCTTGATGTAGGATCTGGGAAGTGGAATC 

Sequence 1949 

CCACGCGTCCGGAGAGAATGGGCCGCGCGCGCCCGCGGCCGGGGAAAGCCTGTCGGGAAC 

CCGGGAGAGCCTGGCCCAGGGCCCCGACGCCGCAACCACCGACGAACTCAGCTCTCTCGG 

GTCTGACTCGGAGGCCAACGGCTTCGCCGAGCGCCGCATCGACAAGTTCGGCTTCATCGT 

GGGCTCGCAGGGCGCCGAGGGCGCGCTGGAGGAAGTACCCCTGGAGGTGCTGAGGCAGAG 

GGAGTCCAAGTGGCTGGACATGCTCAACAACTGGGACAAATGGATGGCCAAGAAGCACAA 

AAAGATTCGTCTGCGGTGCCAAAAGGGCATCCCGCCTTCTCTGCGGGGCCGTGCTTGGCA 

GTACCTGTCAGGAGGCAAGGTGAAGTTACAGCAGAACCCTGGAAAGTTTGACGAGCTGGA 

CATGTCCCCTGGGGACCCCAAGTGNTTGGACGTGATGGAACCGTGACCTGCNCCGGCAGT 

TNCCATTCATGAAGAGTTTTTGTGTCCGGGGGGG 

Sequence 1950 

NGCGTCCGGCTTTACAACGGGCAAATACTGGAAACCATCGGAGGCAAACAGCTCANAGTC 

TTCGTATATCGTACAGCTGTCTGCATTGAAAATTCATGCATGGNGAAAGGGAGTAAGCAA 

GGGAGAAACGGTGCGATTCACATATACCGCGAGATCATCAAGCCAGCNNANAAATCCCTC 

CATNGAAAAGTTAAAACMGGATMGCGCTTTAGCACCTTTCTCAGCCTNCTTGAAGCTT 

GCANAACTTGAAA AGAA GCTTCCTGACACAACNCTGGAGACTGGGACATTATTTGTGCCA 

ACCAMTNGATGCTTTTAMGGGGMTGACCTAGTTGAANNAAAAAAGGAMTTTCTTGA 

TACNGGGACCAAAAAMTGGCTCNTTTCAAAAAACAATTCCATTTCCTTTATTTNACCCC 

TGGACCACCCCMGGGAAGTTTTrrTCMTTTGGGGAAAAAAGNGGAATTTTTGG 

Sequence 1951 

CAATNCTTGAACCAGGAAGGCGGAGGTTGTCGGGGGCTGAGATTGCACCACTGTGCTCCA 

GCCTGGGCGACAGAGGGAGTCCCTTTCTCAAAAAAATAATAATAAAAATAAAGATGGCAG 

TAGGAAGGTTTCAGCTTGAGATGCTGTCTTTTCTTCTGTTTTTATGCATAAATACAACGA 

AGACGGGAGAGGAGATGGAAAGCAAAGATGATTAAGTGAAATAATTGTGGGAAACAATAG 

AGGGATAGACTTTGCTTATAGGGGATGTGGACAGAGCAGAAAAATGGGAGGAATGGGGAG 

GATTCAGTTAGAGAAGGAAGAAACCGGTCCAAGGGGCTGGGGCTTTAGGCCCTGGGGCCT 

CCAGTGCCCGTATAAGGCTGTGGCAGMGCCCTGCCCATTTCCGTTCCTTTCACTCCCTA 

TNTTCACCCTTACACCTCCCAAAAAC 

Sequence 1952 

CCGCGTCCGGGI I I I I I GGCCTTATTTTCCTGGCTTTTCCTTCTCCAAACTTTGAGGCGT 
GATTTCATTCATTGMGMTCMTACATATTTTGTTTCAAAATGTTTGAMCAAMGACA 
TAGATGGTAGACTTTTATTAAMCATATATGGATGTGGAAAGCACATATATTAATGCAGT 
CATCCCTTTTCAGGTGGGAAGAGAGCAMCCAGTTGATTTTTTMTTCATCCTTAGTACA 
CAGAGMTATCTTTTNCTCAAGGMTATACCCTGGTTGGAGCTTTAAAAMGMTGGTTT 
TGGGM CCATT TCATTTTTCCCMNAAGGTTGCTATTCTTGGGGTAANTGGGGNATACCN 
GANTGNTTTTTCCNGGGGGGTTTTGGTGGTGGGGGGTAAAATTGGGGN I I I I I I I I I I 
Sequence 1953 

GCGCCGAGGGGTGTMTGCATTNGCAGCAAGAGCTATGAGAAATAACTTTAGACATTATT 
TCATTGMCCTTCCCMCTGAMTTATTTTATGATGTTATAACATGGATAGTAACTCAAG 
TAGCMTAAGTTACACAGTTGTGCCATTTGTGCTTCTTTCTATAAAACCATCACTCACGT 
TTTACAGCTCCTGGTATTATTGCCTGCACATTCTTGGTATCTTAGTATTATTGTTGTTGC 
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CAGTGAAAAAAACTCAAAGAAGAAAGAATACACATGAAAACATTCAGCTCTCACAATCCA 

MAAGTTTGATGMGGAGAAMTTCTTTGGGACAGMCAGTTTTTTTACMQAMCM 

TTTGCAATCAGAATCAAGAAATAGCCTCGAGACATTCATCACTAAAGCAGTGATCGGGAA 

GGCTCTGAGGGCTGl rTTTTTTTl I GATGTTAACAGAAACCAATCTTAGCACCTTTTCAA 

GGGGTTTGAGTTT 

Sequence 1954 

TCGCCCCGCGTCCGGTTAAAACTGCCTC7TTAGATGTGGATGCCTTAATGCTGTAACACA 

TTTGAAMCATTGGCMTACTTAAGTTGCTGCCATGATTACAGATGGAATTATTGGCTAC 

CAAAGAGACGCAATTGATGATGAGAAGCATGATTCTTGCTTCCATATAACCAAAGTTAAT 

CTTAATTGCAA7TTGACTCCGTTTCCTTGGTAGGGATAGACTTTCTTCAGATTCCAAGTG 

CTCTCTTAMTGGCAAATTAAGTTAAAGAATACTACTGCTCCATTCCCCTCACTTATTCT 

C CAGT TMTTGCTTGTCAGTTCCATTTCAAGAAAGCAGTGGATGTTCCAGGTTTGATTCA 

GTTTTCCTGTGCACACTATTGCCAAA I M 1 1 J M 1 AGCAAAGATTCTGCACTGGAACGTA 

GACAGTTGGAMCAGTACTACCTACTAGAGGGTATGGGGTTTCTCTTTCTCCCCGCTTTC 

ACCTCTTTCTTTTCCAATTC 

Sequence 1955 

CCNCGCGTCCGGCTCTGCCCAGTCACCCGGTCTCCTCCGGCTTCCCTCCGGCCAACAGCG 

CGCTCAGGCTCGCCTCAGGCCCCTCCAACGGAACAGGAGTCGAGGGGCAGTGAGGCCGGG 

ATGCGTGCGAGCGCGGGGCGCGGCTGGCGCTGGGCCGTGGGGGCGGGGCGGCGTGCGTGC 

CAGCGGCCGTGCGATTCTGTGAGGCCTGCTCTGCGCCGGCGGGGAAGCGCGGGCGACGCT 

ACGCTGGACGTCCTTACCTGCCGGAGGAGAGAAAGTGCCGTCAGCTGTAGGGG 

Sequence 1956 

GCGTCCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGCGGAC 

GCGTGGGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGGGAGAATGTGCTATACCCC 

AGAAATTCCATCGATCTGTCATGGGCCCCAAAGGTTCCAGAATCCAGCAGATTACTCGGG 

ATTTCAGTGTTCAAATTAAATTCCCAGACAGAGAGGAGAACGCAGTTCACAGTACAGAGC 

CAGTTGTCCAGGAGAATGGGGACGAAGCTGGGGAGGGGAGAGAGGCTAAAGATTGTGACC 

CCGGCTCTNCAAGGAGGTGTGACATCATCATCATCTCTGGCCGGAAAGAAAAGTGTGAGG 

Sequence 1957 

CCACGCGTCCGCTGGAGGCACTGGACGAGATGCTGACGCACGACATCGCCAAGCTCATGC 

CCCTGCTGCGGCAGGAGGAGCTGGAGAGCACCGAGGTGGGCGTGCAGGGGGGCGCTTTTG 

AGGGCACCCACATGGGCCCGTTTGTGGAGCGGGGACCTGACGAGGCCATGGAGGACGGCG 

AGGAGGGCTCGGACGACGAGGCCGAGTG^GTGGTGACCAAGGACAAGTCCAAATACGACG 

AGATCTTCTACAACCTGGCGCCTGCCGACGGCAAGCTGAGCGGCTCCAAGGCCAAGACCT 

GGATGGTGGGGACCAAGCTCCCCAACTCAGTGCTGGGGCGCATCTGGAAGCTCAGCGATG 

TGGACCGCGACGGCATGCTGGATGATGAAGAGTTCGCGCTGGCCAGCCACCTCATCGAGG 

CCAAGCTGGAAGGCCACGGGCTGCCCGCCAACCTGCCCCGTNGCCTGGTGCCACCCTCCA 

AGCGACGCCACAAGGGCTCCGNCGAGTGAGCCGGGCCCCCCTT 

Sequence 1958 

ACGCGTCCGCCTGGCTAACATGGCCGAAAGGTCGTATTCTCCGGGGGAGGACGGAGGCCC 

GGAGAGGAGGGGGTGGAGTGCCTGGTTTTCCAGTCAGGCGGCCGGAGGGCAGCCCTCAAG 

AACGGCCCTGACCGCCCGCGGGGTGAGGGGCCCTTTCTGGGCAGGACCCGCCCCTTGGTC 

CCGCAGAGCCTTGGTACTTGGACCTGAACCTTGCTCCGAGAGGGAGTCCTCGCGGACGTC 

AGCCAAGATTCCAGMTGACTACTATCTTGACTTACCCCTTTAAAAATCTTCCCACTGCA 

TCAAAATGGGCCCTCAGATTTTCCATAAGACCTCTGAGCTGTTCCTCCCAGCTACGAGCT 

GCCCCAGCTGTCCAGACCAAAACGAAGAAGACGTTAGCCAAACCCAATATAAGGAATGTT 

GTGGTGGTGGATGGTGTTCGCACTCCATTTTTGCTGTCTGGCACTTCATATAAAGACCTG 

ATGCCACATGATT 

Sequence 1959 

CCACGCGTCCGGGGGACATGGTGGTGAGCAGGACAGAATTCCTGTCCTCATGAGTCTTAC 
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ATTCTAGAAGGAAGGAGCAGATAAMTCTAAATAAGGTTATGAGATTGTGACGAAGCGTC 
CGATTACACCTCAACAAGAAGGCAACTGACAAACAGCCTTATAGCAAGCTCCCAGGTGTC 
TCTCTTCTGAAACCACTGAAAGGGGTAGATCCTAACTTAATCAACAACCTGGAAACATTC 
TTTGMTTGGATTATCCCAMCCTTTATTTTTCTTCGGTAGCACCAATGAAAAGA 
Sequence 1960. 

TCCGGTGCAGCCGGGCTAGCTTCTCCTGCATCTCCCGAACGTGCTCCAGCTGCTCAAAGG 

AGCNTTCCTTCCCTGGAACGAANCCCCTGNCTGAACCCTNNNAAAGAGNCCTGGAACCCT 

GGAACCCTGGAACCATGGNCCCAGCCNTNCCCCANGNACTGGGCCCTACAGCCCTATCCA 

CACACCCGCTGAAACCAGCCCCCAGGACTCACCGAAGGCCNGGGGGCGGCCAGAGTGGAA 

ATCATTGAGCAGGTTCAGGAGTCCCCCCTCCATCTNATAGACATCAGTCACCTCGGTCAG 

GAAGGAGTGCTGCAGGGGCGTGCCTGCAGAGCCGCTTCCACCTCCAGCCAGGACT 

Sequence 1961 

NGNCGCGGTTCTCGTCTCCTCCCGGCCGGCGGAGCGAGTGGAGGCTGCAGCCCAGCTCGT 

CTCGGCGCCCGCGTCGCCGTCNCGAAGCCCCCCGCCCCGCTTCCGCCGCGTCGGAATGAG 

CTCCCGGAAAGTGCTGGCCATTCAGGCCCNAAAGCGGAGGCCGAAAAGAGAGAAACATCC 

GAAAAAAAATCAAGCAGAAGATTGAGCTGCTGATGTCAGTTAACTCTGAGAAGTCGTCCT 

CTTCAGAAAGGCCGGAGCCTCMCAGAAAGCTCCTTTAGTTCCTCCTCCTCCACCGCCAC 

CACCACCACCACCGCCACCTTTGCCAGACCCCACACCCCCGGAGCC 

Sequence 1962 

CGCCCACGCGTCCNNCCCGCGTCCGGGAGAAGATGGAAGCAGTGCCCGACGTAGAGCGCA 

AGGAGGACAAGCCCGAGGGGCAGTCACCTGTGAAGGCTGAGTGGCCCAGCGAAACCCCGG 

TGCTGTGCCAGCAGTGTGGCGGCAAGCCTGGCGTCACCTTCACCAGTGCCAAGGGCGAGG 

TCTTCTCCGTACTGGAGTTTGCACCCTCAAATCATTCTTTTAAGAAAATTGAGTTCCAGC 

CTCCAGAAGCCAAGAAGTTCTTCAGCACAGTGCGGAAGGAGATGGCGCTGCTGGCTACCT 

CACTGCCTGAGGGCATCATGGTCAAGACTTTTGAAGATAGAATGGACCTCTTCTCAGCTC 

T 

Sequence 1963 

TCCGCGGGNGCGTGGGCGGCCACTCATTTGCATTATCTTAAATCACAAATAATTACTTAA 

TTNGCTGGAGTGTGTGCTTTGCMCTTTTATACCAGAGTAAMTTTGTATTTAAAACAAA 

AAATAAGAATGCCCATCACTAGGAGAAACACTCCTCACAGAAAACACACACACACACACA 

CACACACAATTTAAAMCTGAGTAMTTTAAATGTATGAAAGGCNCCACAAATTGATTTC 

MCAMTAMTTTCATTTCTCTAGCTACTTATGTCTGGCCTTATTTTGAGCGTTACMTT 

TTATTGCCTTCATTTGCCTATTTAGACTGATGTAGTTTGATATGATGAAGT 

Sequence 1964 

CTNTAGGGAGNCGACCCACGCGTCCGCCCCGCGTCCGGTTAGTTCTACCTGGTGCCCATG 

TTCTGATTGTGTGTGGGATTGCATGGTGTCCTGATTGCATCTAGGTGGAGCGGATGGAAT 

GTGCTGGGCCACTGTTGGGTGGAGAGCAGCACATTCTTACAGAGGAGATGGAGCGTTATG 

AGCATAGTATGTGGATAGGTATCTTCACCTGCCCGCCCCTGAGTCAGCCTCCTTGACTTG 

ATAGCTTGAAGMTCCTTTTCCACTGAAATAGAGGATAATTAATTGACACATCTGAAATC 

CCCMTCMTCAATCAAGAGAMGGTAGAACTAAAAACTCCTTAACTTACTGTTGCTTAC 

ACCCCTGAAAGTCTG I MM 

Sequence 1965 

CGTCCGGCGCCCTCCAGCCCCGTCCGGGAGTCCCCGGCCCGCTGCGGTGCCGGGAGTACC 

TCCAACCCCCTGCNCCCCNNANGGAGGCCNAGGGGCTTAGCCACCAGGGCTCGGAAGTGG 

GGGCCGAATCCGGTGCNNGNCNNNNNNNAGGNNAGCANAGCCGGAGTTGGGGAGACTGGT 

TGCTGAAAAGCCAGGAGTCAAAATGACTGAGCGCTTTGACTGCCACCATTGCAACGAATC 

TCTCTTTGGCAAGAAGTACATCCTGCGGGAGGAGAGCCCCTACTGCGTGGTGTGCTTTGA 

GACCCTGTTCGCCAACACCTGCGAGGAGTGTGGGAAGCC 

Sequence 1966 

CCCACGCGTCCGGTGCACTCAACAGAACGGCCCTTCAAATGTGAGAAATGTGAGGCAGCT 
TTCGCCACGAAGGATCGGCTGCGGGCGCACACAGNACGACACGAGGAGAAAGTGCCATGT 
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CACGTGTGTGGCAAGATGCTGAGCTCGGCTTATATNNNNGACCACATGAAGGTGCACAGC 
CAGGGTCCTCACCATGTCTGTGAGCTCTGCAACAAAGGCTTCACCACGGCAGCATACCTG 
CGCATCCACGCGGTGAAGGACCACGGGCTCCAGGCCCCGCGGGCTGACCGCATCCTGTGC 
AAGCTGTGCAGCGTGCACTGCAAGACCCCTGCCCAGCTGGCCGGCCACATGCAGA 
Sequence 1967 

CGNCCCACGCGTCCGGCGGTGCCGCGGGGATGGCGGGAGGCGGAGCTGGAGCCGGAGCTC 

GCGGCGGAGCGGGGGCGGGGGTCNAGGCTCGAGCTCGCGATCCACCGCCCGCGCACCGCG 

CACATCCTCGCCACCCTCGGCCTGCGGCTCAGCCCTNNNNCCNNNNNANNNATGGCNNGN 

TCAGGGGGCCTGGGGTCTGGGGACAACGCCCCGACCACTGAGGCTCTTTTCGTGGCACTG 

GGCGCGGGCGTGACGGCGCTCAGCCATCCCCTGCTCTACGTGAAGCTGCTCATCCAGGTG 

GGTCATGAGCCGATGCCCCCCACCCTTGGGACCAATGTGCTGGGGAGGAAGGTCCTCTAT 

CTG 

Sequence 1968 

GCGTCCGGGCGTGTAAACCAGCCGGAGCGGCGCGGCAGCGGCAAGGACCGCCGTGGCGCC 

TAGAGTAGCCGACCCGGGGGGAGCGCGGGGCGACGCTGGCTGCAGGGACCCGGTGACAGC 

GTGAGAGGTTCGCAGAGTACTAGGTTTTGACAAGCTTGCATCATGCGTGAGTATAAGCTA 

GTCGTT CTTGGCTCAGGAGGCGTTGGAMGTCTGCTTTGACTGTACAATTTGTTCAAGGA 

ATTTTTGTAGAAAAATACGATCCTACCGATAGAAGATTGTTATAGAAAGCAAGTTGAAGT 

AGATGCACAACAGTGTATGCTTGAAATCTTGGATACTGCAGGAACGGAGCAATTTACAGC 

MTGAGGGGATT TATAC ATGAAAAATGGACAGGGATTTGCATTAGNTTATTTCATTNCAN 

GCCCANNCCCAATmACGTrTAAAAAACCTGNNNNAAAAAAATTTTT^ 

CCNTNTTGTNTCCCCAAAANTTTTTTTGGGGNANAAAAANNGGCCCTCCNAAAAAAAAAA 

Sequence 1969 

CCCACGCGTCCGCACGCCAGTGCCTCCCTTTACCTACTAATGAGGCAAAACTTTGAGATT 

GGGAATAACTTTGCCAGGGTTAAAATGCAGGTAACAATGTCACTATCCTCCTTGGTGGGC 

ACATCTNANMTTTTAATGAAGMTTCTTMGACNGTCTTTCTAAANNACTATTTNGTAC 

ATTATGCTTGAAGAANATNTGNGAATTGAGGGAAACA 

Sequence 1970 

GCGTCCGGTTTTCCAACTGCAGCT1 I I I AATGGTTAACCTTCATCTAA I I 1 1 I I I ICTCC 

CACTGGTTTATAGATCCTCTGACTTGTGTGTGTTTATAGCTTTTGTTTCGCGGGGTTGTG 

GTGAGGAAGGGGTGATGGCATGCGGAGTTCTTTATCTTCAGTGAGAANNGGCCCTGCCCG 

CCTGAGAGCCAGCTTNCGCGTTGGAGGCACCGNGTTCAGAGAGCTGCTGAGCGCCACCCT 

CTACCCNGCTGACAGACAACACAGACCTGTGCCGMGGCTMNTTGNGGCTTT7TACGAC 

CCTACCCCACCCCCTGTTTTCAGGGGTT 

Sequence 1971 

CGTCCGGTGAGATTCTCCGTAATGGGCGGGGACAGAGTGCCCTGCAGGAGATTCTGGGCA 

AGGTTATCCAGGATGTGCTAGAAGACAAAGTGCTCAGCGTCCACACAGACCCTGTCCACC 

TCTATAAGAACTGGATCAACCAGACTGAGGCCCAGACAGGGCAAGCGCAGCCATCTCCCA 

TATGATGTCACCCCGGAGCAGGCCTTGAGCCACCCCGAGGTCCAGAGACGACTGGACATC 

GCCCTACGCAACCTCCTCGCCATGACTGATAAGTTCCTTTTAGCCATCACCTCATCTGTG 

GACCAAATTCCGTATGGGATGCGATATGTGGCCAAAGTCCTGAAGGCAACTCTGGCAGAG 

AAATTCCCTGACGCCACAGACAGCGAGGTCTATAAGGGTGGTCGGGAACCTTCCTGTACT 

ACCGCTTCCTGAACCACTTGTGGTGGCTCCTGACGCCTTCACATTGTGGCCATGGCAANC 

TGGTGGAGCCCTGGCTGCCCCCCAGCGCCATGCCCTGGG 

Sequence 1972 

GAGGGGAGGGAAATTTATTTCTCTGCTTTTCTATTATACMGTTGTTTACAGAAACTGCA 
MTTAAMAATTACACTGGCATTTGCAGTCCTTAAMTAAATTAAAAGTTCTCAACTTTT 
i i i » M I I GCTAAACATTTrTTTMGTATGAG TCCTT TGTTTAAAAAG AAANAG ATTANA 
ACAGAAAATATTTTCTATAMTAATACATGTATTTTGGTTTTAGTGCTCCCGCCC 
Sequence 1973 
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GCCGACCCACGCGTCCGACATCCCCAGGCACATCCGGAAGGAGGAAGGTTCCTTTCAGTC 

CTGCTCCTTCTGCANGNCCAAGAAATTCACTACCATGATGGTCACACTCAACTGCCCTGA 

ACTACAGCCACCTACCAAGAAGAAGAGAGTCACACGTGTGAAGCAGTGTCGTTGCATATC 

CATCGATTTGGATTAAGCCAAATCCAGGTGCACCCAGCATGTCCTAGGAATGCAGCCNCA 

GGAAGTCCCAGACCTAAAACAACCAGATTCTTACTTGGCTTAAACCTAGAGGCCAGAAGA 

ACCCCCAGCTGCCTCCTGGCAGGAGCCTGCTTGTGCGTAGTTCGTGTGCATGAGTGTGGA 

TGGGTGCCTGTGGG 

Sequence 1974 

CGCGTCCGCCGAGAGAAGAGGTACGGTCGAAGCCCGGAGCCAGGCCGAGCGGGAGCTGAC 

CAGGCTTGACTCGGGTACAGAACGAGGCACCAGTCCCCTTGCGAACCGAAGGGCCTCGCA 

GTGGATGGAGGAGGCCCAGCCCTGAGGTCAACGCCAACCAGGCTAGCCTGGCACGGGGCC 

TACAGGGTGGGTAGGCGGGCGTGCCGCAGCCGTCCAGGGCCTTCCCTCAGGTCCCGGGCC 

GAGGGGCCTACGCTGCGGCCCGGCAACAAGGCCCGACTCGGCCCCTCGGGACCAGAGCCC 

CACCCGATCGGAAGCGGATC 

Sequence 1975 

GGCCTCAGGGGGNAGNNATCCTGCAAAGACNNACATGAGCCCANAGGGGAAANAGAGNCA 

CCTGNGAGTACNNGCCTTTGGGNNTGACCTTGGCTCTCAGCACAAGATATTTACAGCCTN 

TGAGCTTGATATTCTAGAATTGNTACAGAGATAGCTCTGGAAAAGAAATAGACTAGAAGG 

ATAMGGGMGGAATCATAGCTTATGMGGTTTTTACTCTGCATCAGACCGNTTTCTAGN 

NCTATGACTTAACGTCCTATAGGCTGTAAGGTTCTCTGCGTGAACACTTCTTTNCTGGCC 

TCCT7TCTGCCCCATTCCTNTTTAMCTCAGTTGCTGAGTTTATTATNCCCTGTGCATCC 

CTGGGCATTGNTCATTCACATATGGAAACAATTCANGGAGGACCCTTTGCCTANTTTNCT 

TTATCCTCTTGMTTNTGGATGGGAAAAATNTTAANTNCTTTTGGCCGCCTGCANTNGGG 

GNAANTATTGGGCCTT 

Sequence 1976 

CGCCCCGCGTCCGCGTTGMCAGCTTTAAGAACAATGTGAATGAAATCTTAGCAACTTGG 

TTAGTAATCTGAAMGTCTATTMTGTATACTTGAAATTCTGTTTGTATAAAAATGCATT 

TTCCCCTTTATTTTMCACTGTGTAAAAGAACATTATGCATGTGAGTGGTTTGAGAATTA 

AATG G TTT AATACTC AAAA AAAAAAAAAAA AAAAA AAAAA AAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGNGIMCCNTTANNNTNNTTNAAAA 

AAAAACCCCCCNIMNCCNCCCCCTGNACCCGNAANNAAAAAANNANNCCNTNGGGGGGGGA 

ANCCTNNTT NTTGNCC CTTAANAGGGGNCCCAAAAAANCNATTNCCNCCCNANTTTCNNN 

AAAAAANNC I Mill I CCCCNNNTTNNAAGNGGGGGGNNGGCCCANCCCCANAAGGGGTT 

TTTNAAAGGGGGGNAACCCCCNGGTCCCCGNCCCCAAAAAAAA 

Sequence 1977 

CGCCNCGCGTCCGGGCTGCCGTAACAATCGCCACAAACCTGGTGACTTAAATAACAAATA 

TTTATTTTCTCGTAGCTCTGGAAGCCGGAAGTCCAAAACCAATAACTTGGCAGGGCTGTG 

CTCCCTCTGGGAGATCTCGGGGAGCCTCCTTGCTACATGTTCCGCTTCTGGGGACTTCTG 

GTGGTGTTTCCCTGGAGGGCCAAGGCCTCCGGGCGGCCCGTGCATTCGGTGAACACCTCC 

AMGAGCTCTGAGTCACMAGCCTTGGGAAACTTTATTTTATTCTTTCTAGGACATTATC 

AGTAGTCCCGAGGAGACATCAATTACAAAACAAAAAAAAAAAAAAAAAAAA 

Sequence 1978 

CGTCCCGACAGTCAGCCGCATCTTCTTTTGCGTCGCCAGCCGAGCCACATCGCTGAGGAC 

ACCATGGGGGAAGGGTGAAGGGTCGGGAGTCAACGGGATTTGGGCGGTATTTGGGCGCCC 

TGGGTCACCAAGGGGCTGGC7TTTAAACTTCTGGGTAAAAGGTGGGATATTGGTTTGCCA 

ATCAMTGACCCCCTTCATTTGGACCCTCAAACTACCATGGGTTTACAATGGTTCCNAAT 

ATGAATTCCACCCAATGGGCAAAATTCCCATGGGCACCCGTCAAAGGGCTTGAGAAACGG 

GGAAAGCTTGGTCAATCAAATGGGAAAATTCCCNATCACCATCTTTCCAGGAGCCGAGNA 

TCCCTCCAAAATCAAAGTGGGGGCGATGCTGGGCGCCTTGAGGTACCGTCGTTGGGAAGT 

CCACTTGGCCGTTCTTTCACCCAACCATTGGGMGAAAGGGCTGGGGGCCTCATTTTGCA 

GGGGGGGGGAGCCAA 
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Sequence 1979 

GAGTGTAGTTACTTCGGTCTTGCCTCACTGGGAGGCCACGTTGGTGACGATGCACACGAA 

GCCCCGGTACTTGTCCAGGTTAACCATGTGCCCGTCCGATGTCCTTGGCGGAAAACTCGT 

GCATGGAGCGCGCACAGCGCCAGTCGTCCNGGGACGCGCACGGGTCCTGGGACTTGGGAC 

ATTCGNGGATCTCCGGTCGCAAGCTGCGGGGACAAGGCTTCTTCCGCCGGCGCCGCGCCC 

TCCTGCGCCTGCACGCTGGGGCCTTCCGCCGCCGAGGGGCTCGCGGCCGCTAGACTA 

Sequence 1980 

CGCGTCCGATCGGAAGTGGCGCTCGTGCATTCAACTTGTTCCCGCTCATGGAACCCCTCT 

TTAAAAAGACGCAGGGCACCTGTGAGCGCAGGAGCGAGCCTAAGGCCACCCAGCGGCAGC 

GCCCGTGTCCTGGGCACTCAGCGTGCTGGGCAGAGCAGGTGCGATGGCCCCAGTCCTAGC 

AGCCCTCGCCCATGTCCTGTGCCCTTACATGGCTCCCGGACTGTGCAGGGAGCCGATACG 

TTTGCTGATAGCAATACTGGAACCACCCGGGTGCGATGGCAGTGAGGAGACTGCCCAGTG 

CCTTTGGGGCTGTGCTTGCAATAAAGAAAGAATTTCCTGGAAAGGCAGTCTGCAAAAGAG 

GGMCCCGG TGACT CAGAAAGACAGGATGTTTTGGTAATTTACCCCNAAATGTGCCATCC 

ACCATAGTGCTTTTTCCTCTTGCCCTTCGGCTTGTTTGMTCTCACMTTATGGTATTTA 

ATTCTCAAAGAAATATGTATCTGTTAGCCCGNTTGGTGACACTTATACAGATGATTAA 

Sequence 1981 

CNCGCGTCCGGTCGAAGCGAGGACGTGGTGGGTCCTCTGGTGCGAAATTCCGGATTTCCT 

TGGGTCTTCCGGTAGGAGCTGTAATCAATTGTGCTGACAACACAGGAGCCAAAAACCTGT 

ATATCATCTCCGTGAAGGGGATCAAGGGGACGGCTGAACAGACTTCCCGCTGCTGGTGTG 

GGGTGACATGGTGATGGCCACAGTCAAGAAAGGCAAACCAGAGCTCAGAAAAAAGGTACA 

TCCAGCAGTGGTCATTCGACAACGAAAGTCATACCGTAGAAMGATGGCGTGTTTCTTTA 

TTTTGAAGATAATGCANGAAGTCATAGGTGAACAATAAAGGCCGAGATGAAAAGGTTCTG 

GCCATTACAGGACCCAGTAGCAAAGGGAGTGTGCAGACTTGTGGGCCCCCGGATTGCATC 

CMTGCTGGCAAGCATTGCATGGATTCTTCCAGTATATTTGTAAAAAAAAAAAAAAAAAN 

NAAA 

Sequence 1982 

GCGTCCGTGGTAACGATTGGCCCTAAGAAGCCCCTGCCTGACCCGTGAGCATTGTGGAAC 

CCAAAGATGAGATACTGCCCACCACCCCCATCTTCAGAACAGAAGGGTGGGGAAGCCAGA 

GCCCGNCTGCCATGCCCCAGCCAGTCCCCACAGCATAACAGGGTCTCCTTGGCAAGCTGT 

ATTCTGGAGTCTGGATGTTGCTCTCTMAGACCTTTAATAAMTTTTGTACACTGGACTT 

TAAAGTATTGNTCACAAGGGTTATGCAATTCCNNGNCANG 

Sequence 1983 

CCCCGCGTCCGTGACAATCGAGTAGTACTCCCGATTGAAGCCCCCATTCGTATAATAATT 

ACATCACMGGACGTCTTGGCACTTCATGAAGCCTGGTCCCCACATTAGGGNTTTAAAAA 

MCCAGGNATGGCMTTTCCCCGGGACCGGTCTAAAACCAAAACCCACTTTTCAACCGGC 

TTACCACGGACCC GGGG GGGTATACTTACGGGTCAAATGGCTTCTGGAAATCTGGTGGGA 

GGCAMCCACAAGTTTTCATGCCCATCGTCCTAAGMTTAATTCCCCTAAAAATCTTTGA 

AATAGGGCCCGTATTTACCCTATAGCACCCCCTCTACCCCCTCTAGGAGCCAAAANAAAA 

AAAANAANAAANNAAAGTGCGGCCCGCTAGACTTAGGTCTAGGAGGAAAAAAACCTTTCC 

ACACCTTTCCCCTGGAACCTGGAMCATAAAMTGMTGCAMTTGTTTGGTTGTTAACT 

TTGG NTTAT TGGCAGGCTTATAAATGGGTTTACCAAAATAAAAGGCCAATAGGCATCACC 

AA AAATTTTC AAC AA A AT AAAAG G C ATTTTTTTTTTT AACTG G C ATTTCTT AGTTTG G N G 

GGGTTTTGGTCCCAA 

Sequence 1984 

CCGMAGMTATCTGTGTGCTTAGGGAGGAAACTTTTTGATCTGCAGAAAAGCCAGAAGA 

CATCTAGGACATCCATAAAAATTCATCAGAGAGCATTTTACTACTGAGCTGCAAAGGGAA 

AAACTTAAAATGGGATATGAAAAGTGAAGAAAGTGATCATAGGGAGAAAAACCATTTCAG 

ATGACAAGAGCACCTCAAAGGCAGCAGCCTCAAGGAGCAGCCATGGCCCCAGACTTGTCG 

CACGGATGCAGAAMCTTAATGGAGGAGGCTGAGGTCAGAATGGGAAGAGTTTTTAAAAA 

ATAAAAAGGGGAGCTAATATGTGAGGGACCAAAAAAANNNNCANAAAAAANAAAGTGCCG 
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GCCCGCTAGACTAGTCTAGAG 
Sequence 1985 

AAGCTTCCTGGTTCAMTGTGCCATTTCCCGGGTTGATGCTGCCACACTTTGTAGAGAGT 

TTAGCAACACAAGTGTGCTTAAGTCAGGCGGTAGGGAAATCCCTCACTAAAAGCAGGAAG 

AAAGGTTCCAATTCAAAAGGTGCCCAATGGATAGGAAGTCAAACAAGGAAAGGGTTAAAT 

GGTTNGGAAAACCACAMT CAGGG TGGTGGGATTTGGGTGCTTACTTTTGNAACAAAAAA 

GGGTCCCCCCTGGTGGGTCTTTTTGGTTCAAACMTTGGTACAAATTGGTAAGAAACTTC 

TTGTCCAAACCACTTAMTTTATTTTTGGTCTT^ 

NGACTATTGGGAATCCCCGGCATGCCCTGGAATTCACTAAAAGCCAAAGGGGGTCTTGTA 

AGGCCAACGCTGCTTCTTCTGGAGGACTTTCCATTTCCTTTTCTGGATTGGGCAACACCG 

TGCAGG CTCATGGACAMTCTGGTAGGGATAACAAATTCAGTGGTGGGANTTTCCACTTC 

TTTTTTCMGTCCTTTCATGTTAAMGGAATTTTAAGAACACCCACATACAA 

Sequence 1986 

GNGTCGACCACGCGTCCGGAGCAGCAGCCATGGCCCTACGCTACCCTATGGCCGTGGGCC 

TCAACAAGGGCCACAAAGTGACCAAGAACGTGAGCAAGCCCAGGCACAGCCGACGCCGCG 

GGCGTCTGACCAAACACACCAAGTTCGTGCGGGACATGATTCGGGAGGTGTGTGGCTTTG 

CCCCGTACGAGCGGCGCGCCATGGAGTTACTGAAGGTCTCCAAGGACAAACGGGCCCTCA 

AATTTATCAAGAAAAGGGTGGGGACGCACATCCGCGCCAAGAGGAAGCGGGAGGAGCTGA 

GCAACGTACTGGCCGCCATGAGGAAAGCTGCTGCCAAGAMGACTGAGCCCCTCCCCTGC 

CCTCTCCCTGAAATAAAGAACAGCTTGNCCGGATAAAAAATNAAAAAAAAAAANAAN 

Sequence 1987 

GCCACGCGTCCGCAGGGAACGTGATTAGTGAAAGGAAGATAAACGTGGATGTTACTCCAA 

AACTTCGTTTMTGAATGCTTAAAGMTTCAAATTTTATCTGCCTCTCTTGTMTTTGGA 

TCTCTTCTTAATGTACATAGTGCTMCATGAAGACCTTTTTCTGCACTATATGCAAACAG 

GGTMCTMCTAAAACAMGCCACTTTCAATCTTCAATCCTTGAAGGTATATCTAGGTTT 

ATGACAGTAATTGTGTTTACATTTTATGGTGCCTAGTATTGACAAMTGTTATTTCCCTA 

CATTAAACATGACTCCATAGACCTTTTCATTTGTGGGGTTTTTATTTCCTATGATGTATA 

CTGCCACTAACCTTNCAAAAATTACTTAGTATTGCAAAGTCAGGGAATCATCAGGGAACG 

TTTAGCTTGGCCAAAATACTTGGTCTGGTTTTAAAAACCCTGTCNAGGTCTACCAAACCT 

GTTCAAGGTCTACCCMTTTTAAGGGGCAAATTTGGGGGNAAAAAGGAAAAAAT 

Sequence 1988 

GGTGTCGACCNCGCGTCCGCGAGTCCCGCGTTCTCTCCTTGAATCCACTCGCCAGCCCGC 

CGCCCTCTGCCGCCGCACCCTGCACACCCGCCCCTCTCCTGTGCCAGGCAAGGTGACCCC 

ATGGCAAGGCGCAAGCCAGAAGGGTCCAGCTTCAACATGACCCACCTGTCCATGGCTATG 

GCCTTTTCCTTTCCCCCAGTTGCCAGTGGGCAACTCCACCCTCAGCTGGGCAACACCCAG 

CACCAGACAGAGTTAGGAAAGGAACTTGCTACTACCAGCACCATGCCCTACCAATATCCA 

GCACTGACCCCGGAGCAGAAGAAGGGAAGCTGTCTGACATCGCTCACCGCATCGTGGCAC 

CTGGCAAGGGGCATCCTGGCTGCAGATGAGTCCACTGGGAGCATTGCCAAGCGGCTGCAG 

TCCATTGGCACCGAGAACACCCGAGGAGAACCGGCGCTTCTACCGCCAGCTGCTGCTGAC 

AGCTGACNACCCGGGTGAACCC 

Sequence 1989 

CGTCCGACAACATTTGGCATNAGGGTTGTATCTGTTGGTGGAGGACACAACGCCAAAAGG 

AMTGGGATTTCCTGGTTAGGCCTGCGGCTTGGCAGATGATTGTTATGGGAAAGACACTG 

AGTCTGTTTAGGCMTTTCTTCCTCTTTACTMTAMGTGTTCCTATTTTGAMGCAATG 

CTGAGTTGTGGACATGTGTATAAACCGTAATGCTGTAAGTTAGGCCTCTCTTGTCTAGAA 

TCTCAGCCTCTTCATACTCTCTCCCCCTTTTTTGCCATATTATTTTCCTTATCACTAACT 

ATATATTTTACCTGTCTCACTTACTATCTGTCTCTCCTCTCAGAGTGTTACTCCAGGAGG 

GCAGAGATAACTGTTTAGTCCAGGCTGTGCCTTTCGGTGCTCAAAATAATGCCTGGGTGC 

AAAAT AAATATATCTTGAATGAAATAATGAAGTAATCTTTAAAATGGTGCTCCGAGCATA ■ 

ATTTTCTATAGTMCACATAGTTTGCAATTAGTTGTCTCTTTCAGGGATAATGGAAATTG 

GTCAACATAAGAAAA 
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Sequence 1990 

NCCCCGCGTCCGMTTTGTTTTATGGATTGMTNATGTCTCCTCTAAAAAGATTTATTGA 

TGTTCTMCCCTCCATGTCTCGTATTGTMCCTTATTTGGAATAGGGTTGTTGCAGAAGT 

AATTAGTTACATTAAGATGAAGTCATGCTGGAGTAGGGTGAGCCCCTAATCTAAGAGGAC 

TGGTGTCCTTATAGGAAGAGGAAAATGCCACATGAAGAGAGAGAGAGATGCCCAAGGAGG 

TGTCATGCTGCAATGAGGGCAGAGATTGGAACTGTGCAGCTGCATGCCAAGGAACACCAA 

AGATTTCAGCAMCTACTGGMGCTAGGAAAAAGCAAAGMTTCCCCTAAATATTTCAGT 

GGGAGCATAGCCCTGCCAACACCTTATTTCAGATTTCTATCCTCCACAACTATGAGGCAA 

TMGCTCTGCTGTTTTAAGCTCCTCAGTGTGAACTATTTTTGTCATGGCAGCCTTAGGAA 

ACTAACACMTTTACAAACAGATTAAGTTCACTAATCAAAAGACAGCCCTTGCAATTGGG 

Gl I I 1 1 1 1 I I 

Sequence 1991 

CCGCGTCCGGCGGGTGAGCCGCTGGCGCGCCGGGCCGGGCGGGGGATTGGCTGAGGGCGA 

CGCGAGAGAGGGGAGACCCGGACTGAGGAGAGGACGGGGTGGAGGGTCCCGGCCGGAGGC 

TAGCCTGAGGAGACCGGGGGCGGAGGGGAGACCCGGGCCGCGGAGGAAAGGGATGGAGGA 

GAGGAAGCCGCCGGGCGCCAGCGGGACCCCCGGGCTGAGGGGAGAGGCGCCCCAGGCCGG 

GTGAAAAGTGGCCGAGGAGACCTGGGCTGGGCTGGCAAGTCCCGGACCGGGGAGGAGGGG 

AGCAGCCCTCCGATGTGAGGGATCGCAGAGGAATGAGCTTCGTTCTGGATTAAAAAAAAA 

AAAAAAAAAAA 

Sequence 1992 

GTCACCACGCGTCCGCAGCGCACGCCCCNTGCCCTGAGAACAGGAAAGGGCCCGGAAGGG 

CTGACTCACCGGGCCGACNCTCACACGAAMTGGGATGCACTTTATTTGCTGGTGCAAAG 

GCAGGTGAGGGTGCCTNCTGNGTGACCGNTGGCCCTNCTGCCTGGNGGCGCTGAAGGGAA 

GGAGCCAGTGAGCCTGACCCCGGGAGGGGCCGTCCCCGTGTGCCGCGTTNGGCGGGGCCC 

CACGCGGCTCCCCCANGCCCGGGTCTGGGGCCCCAGGCTTTCCCCTGNCTNGNGGNCGNN 

CNTNCCNNGCTTTGGGNTNCTTGNNTNGGNNTTTTTAATGCCAGNNNTCANNACATAANT 

GCNTTNTGAAAGAGGTTCCAGCTATCACTTGTAACCATATATATATACATATATATTCTA 

TCTACAMGTGTTTATTTNCAAAGATNTTTCAACGGTGAATTCAGTCCCCGGCCGCCCTT 

NTGACCATCTGTNCCCNGTCCTTGTCCCCGCCCCGGGG 

Sequence 1993 

TCNCCNCGCGTCCTTGATATTTTGAGAAAAATCATGTGAGTC AI Mil I CTGTTTCTCTT 

TTCTCTTAACGATTATCACTGTAATTCTGAATCTGAAAGGTAAAACAATTAGTCAAAATA 

TTATTGCCATCATTCTACCTGTGTTATGAMCTACTTATTCATAGTTAATTCTCATTAAC 

ACTTACATTTCCATAMGAAAACTCAAGTATTAATAAMGAGACTTTACTGGCTTAAGAG 

GGCTGTGAAAGATTTTTGATAGTGAATCATGACCCTAAGGGAGAGATTTGTGTGATAAAA 

GTATTGTATATAATAGATCAGCGATTTTTGTAAGGCAAACAGMTTTGTAAGTTGGCAGA 

TCTTCCTAAGTTGCAAAATGTAATGATGAGCTTGGTGGGAGAAGAATGAGTCGTTCTTGG 

AATACCTATGTGCAGCCACTACCCATCTCAATGTCACCTTGTTTGCATTCTTGGATAGCT 

TGTATATGTAGTAGTTTGATGMTMTTTMAGAMAACACCTAAAATTTGAAAAATGAT 

TGTAGGGATCAAAAAAGGCAGATGAAATTAC 

Sequence 1994 

CACGCGTCCGCTGACCTGACCCNTTCCTGATCCNAGGCCNGGTGGTTGTCTTATTGCACC 

ATACTCCTTGCTTCCTGATGCTGGGCAATGAGGCAGATAGCACTGGGTGTGAGAATGATC 

AAGGATCTGGACCCCAAAGAATAGACTGGATGGAAAGACAAACTGCACAGGCAGATGTTT 

GCCTCATAATAGTCGTAAGTGGAGTCCTGGAATTTGGACAAGTGCTGTTGGGATATAGTC 

AACTTATTCTTTGAGTMTGTGACTAMGGAAAAAACTTTGATTAAAAA AAAAAAAAAAA 

AAAAAAAGTGCGGCGGCCGGGCGCGCCGGGGTGGGCGGCGAGCGGAGCCGGCCGGAGCGG 

GCCGGGCA 

Sequence 1995 

TCCG ACNAAGG A AC AAAAG CG AAAC AC AC AAACC AGCCTC AACTTACACTTG GTT ACTCA 
AAAGAACAAGAGTCAATGGTACTTGTCCTAGCGTTTTGGAAGAGGAAAACAGGAACCCAC 
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CAMCCMCCMTCAACCAAACAAAGAAAAAATTCCACAATGAAAGAATGTATTTTGTCT 

TTTTGCATTTTGGTGTATMGCCATCMTATTCAGCAAMTGATTCCTTTCTTTAAAAM 

AAAAAATGTGGAGGAMGTAGAAATTTACCAAGGTTGTTGGCCCAGGGCGTTAAATTCAC 

AGATTTTTTTMCGAGAAAMCACACAGMGMGCTACCTCAGGTGTTTTTACCTCAGCA 

CCTTGC TCTTGTGTTTCCCTT AGAGATTTTGTAAAGCTGATAGTTGGAGC A 1 I I I I I I AT 

TTTTTTAATAAAAATGAGTTGGAAAAAAAATAAGATATCAACTGCCAGCCTGGAGGAAGG 

TGACAGTCCAAGTGTGCAACAGCTGTTCTGAATTGTCTTCCGCTAGCCAAGAACCTATAT 

GGCCTTCTTTTGGACAAACCTTGAAAATGTTTATTTAAA 

.Sequence 1996 

ACGCGTCCGAAGAGGTATATCCCATACCTTTTCCCCAAATTCCCTTGTCATTAATTTTCC 

AATTATGCTTCTTCCAAGTGCCTGACCATCCAGCCAAACCATTGGCTACAGCCCATGAAT 

CAGTATACAATGGCGCTACTGGTCATTTCTCTTTCCATACAAAGTGCACAACCTGGTATA 

CTCTTCAAAGTTCTGCCCACTGGGMGATTTGCCTTCACCACTGTCCTTCAGGGATAGGG 

GCTATAGAGCTGCAGCTGTCCACTTTCAGGTGGTGCCTGCATATCGTGCATAACCATCTG 

TGAACCAAGCCCTAGTCTTGTCTTCCTCTGTCAACTGATCATAGGGAACTCCCCATGAGG 

CCATCAGTGCAGGCTAAGGGAAAGAAGGCAAGGTGGCAGGAGTGGAGACCATGGACATTT 

GAGCTACTTTCTTAGGTAACTTACTTGTGTCTTCAGGACCTGCTCAAGCCAGATCACATA 

TATACCACTTTAATT 

Sequence 1997 

CGCCNCGCGTCCGCTACACTTAAGGATGAAGAGAGGAAAAATCTACAGTGTAGGCACAGA 

AATGCCTAGAAATGAGAGAAAAAAAAAACAGGAGCGCATACTGCCTCAGAAACACCAAGA 

GTAGTTTGGGAAGAAAGGAGTCAACAATAACAACTATCAAAGGAATGAATGGCCAACAGT 

GTAGCCTCAAGTAGGGTAGTGTGAGTAGTTGATAGACCAAAAATCCTCAGCAAAATACTA 

GCGMCAGATTCAACAGCATACTGAATGGATTATACACCATGGCCAAGTGGGATTTATCC 

CAGGAATACAAAGGTAGTTCAGCATTAGAAAATCAATCAATGCCAACACACCTCATTAAC 

AGAAAAAGTAAAGAACTGCATACATGATCCCACAATTGATGCTGAAAAGGCATGACAAAA 

TCCMCATGCTTTCATGATTTAAAAAAAAAAAAAAAAAAAAAN 

Sequence 1998 

CCACGCGTCCGCACACTTGACCCCAGAGATCACGCCACTGTCAGCTGCCCTGGCTCAAAC 

AATTGCCCAGGGAATGGCACCTCCACCTGTCTCCATGGCTCCTGTGGCTGTATCTGTGGC 

TCCTGTGGCCCCTGTGGCTGTATCGATGGCCCAACCCTTGGCAGGAATCACAATGAGCCA 

CACCACCACTCCCATGGTGACTTACCCTATCGCTTCCCAGAGCATGCGCATCACGGCCAT 

GCCACACTGATGGGGCTAATGGACACTCCCCTGGTATAGCCTCGCAGGGCTGGGGTCAGG 

GGGCCCTTGCCCACTCACCTAGCCTTCCCCATCCCTGTCTGAAGGGCTCCCTTGAGAACT 

AGGACAAGAGACTACMGGAGTATGTCCTGAGGAGGGGTTGGGATGGTGTGGTTTTCTCT 

CACCTCCCTTTTATGAGGGTCCTCTTGTCCATCTTCAAGCCTCACAGTGGGGGGCTT 

Sequence 1999 

NNGGCAGGAGAGGTTCAAATGCATTGCATCAACCTACTATAGAGGAGCTCAAGGTAATGG 

GGCTGGGTGAAGTGGGGTAGGTGGGTCTCAGAGTGCACATGGCTTCTCATATGGAGCTGG 

AAGGATTGGGGAAATGAGCAGTAGTGTCTTCCCTGTCAACCTGGGGCTGTTTNTGCCACT 

CTTCCAGCCATCATCATTGTCTTCAACCTGAATGATGTGGCATCTCTGGAACATACCAAG 

TAAGTGAGCATCCTGCAATATAATGGGAGGCTCCG 

Sequence 2000 

ACGCCTCCAGCCTGGGCAATAGAATGAATGAGACTCCATCTCAAAAATAAATAAATAAAT 

AAM TACT GAGMAMGAATCmATTGmCCTGTAAMTAMTTTTCCTmAGCAM 

GCTCTTTTCCCTTTGACTCTCGCCGCCTAGATTTCGGTACCAGGACCACACATTTT^ 

GATGCTCCTCACCGCCGTACAGCTCCTGTACAGCCCAGAAAGCTCCGTGCGCACGAAGCT 

CATCCAGCTCCCGGTGGTCTACGTGATGCTCATGCAGCACTCGCTGTTTCTGCCGACTCT 

ACTGACGTCTGACGGAGAGGAGAGCCCGGACAGCCAAGTAAAAGGTGACCCCTCACCCCA 

GCCCTTCCATTCCGTATCCAGATTTTATCTCCTGATTTCCTTA 

Sequence 2001 
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CCCGCGTCCGCCGAGATGGCGCCCCTGCACTCCAGCCTGGGTGACAGAGTGAGACCTTGC 

GTTTAAAAAAAAAAAAAAAGGAAAAGGAAAAAAAAGTTCTACTGTGGGTAAAATGCTATC 

ATGCTATCAAACAGCATCACATGCTACAGAGAAGTCTTGTGAAAGGATGTCAGTGTGGCA 

MCTTCATTGTCTTTTAAGAAATTGCCACAGCTATCGTAATCTTCAACCACCACCACCCT 

GATG AGTCAGT AGCCATCGTTAACGTTGGCGTAAGACCCTCCACCAGCAAAAAGATTGTT 

AGCATTTTTTTAGCAGTGATGTATTTATCMTTATACATMTGCTATTGTACACTTCTTA 

ATAGACTATGGTATAGTGTAACCATAATTTATGCACTGGGAAACCAACAAATTCATGAGA 

TTCGCTTTATTGTANTTGCTCTGGAATTGAGCCTGCCCGTGTTTCTTGAGGTATACCTGT 

GTATTAGGTATGTTCCTTGTATATAAAACCCCATTTTTTAGGGTAGGAAACTAANGCTTA 

GAGTTTGAGCCAATTTTTCCCATA 

Sequence 2002 

CGTCCGCACTGTTCAAACCCTGTCATGCTTTAAAACTGATGCGAGATGATTTTG I 1 I 1 1 1 

GCATAATCAATACTTAAGGGTGCAATCAACTGTTAGTAATTGTGCAGTANAGTAAAGCCC 

TGTGGTGTATCMCTACTAGTTMGAGTCTCAGTTGATTTCTGTAATGTTTGACCTAATA 

ATAGCCCGTTTCGTCTCTGACCCAACAGAGGAAGCACAGATCAAATCACCTTGGAGTGGT 

CACCAGGGGGACAGGGAGCCCCCCACCAATGTATCAATGGGTGATTTATGATGCCTTCTG 

CCCTTTGGCGAGTGMTGGGTTTCCCATAGGGGAAGTTNGGCCTCCCTCCGTGAGCTTTG 

GAAMTGTTTTTCTMTAGACACAGGGGAGGCCAGTTTTTGTTT^^ 

TTC CCAAA TTCNTCTGTTTTGGGNGGTNGGAACCTGNGGGGCCCCCGGGGTTTCTGGTTT 

TCCTTTTTNCNGCNGGAAAATTCTCCTGGCTAAAANANTCCC I M I NIM I NGGT7TNC 

CANMG CCCTTTTTATAAATGCANNATANTGAATNGCTTGGGGAACNNAAAATAAANTTT 

TTTTT TCCCANTCAAAAAAANAAAAAAAAAAANAAAAAAAAAANGGCGGGGCCCCTTANA 

TTTTTTTAAAAAAAAAAAACCCCC 

Sequence 2003 

TTNCCATCCCTCAGGTGCTGAGAACCAAAGTGCCTAGAGAAGGGCAGGAGGAGGATGACG 

ACGATGAGGAAGACGATGCTGACGAGGAGGCTCCCAAGCCCGACCATTTTGTTCAGGACC 

CTGCAGTGCTGAGAGAGAAGGCAGAAGCCAGGCGCATGGCCTTTCTCGCCAAGAAAGGGT 

ACCGGCATGACAGCTCAACAGCAGTGGCCGGCAGCCCCCGAGGCCATGGGCAGAGCCGCX3 

AGACAACCCAGGAACGCAGGAAGAAGGAAGCCAACAAGGCGACAAGAGCCAACCACAACC 

GGAGAACCATGGCCGACCGCAAGAGGAGCAAAGGCATGATCCCATCCTGAGACCTGGTGC 

AGGGCCAGTGGGGAGGCAAGC 

Sequence 2004 

TNCACATTTTCCTCCTAAGCACATGGGTCATTCTCAAGGAGAGACCATATGTTAGGTCAC 

AAACATTCAAAAAATTGAAATATTATCAAGCAACTACTCTGACCACAATGATGTAAAACT 

AGAMTCMAACCMGAGGMTTTTAGAAACTATAGAAGCACATGGAAATTAAACAATCT 

GTTTCTTMTGACCAGTGAGCCAATGAMMATCMGAAGAMTTTGCAMTTGTTTGAA 

AGAAGTTATAATGGAAACACACTATACTAAAACCTATAAAACAGCAAAAGCAGGACTAAG 

AGGAAMTGTATAGCTATTAMGTGCCTACATTTTTAAAAMTGAAAAAACTTTAGATAA 

ATCACTTATCTATGAATTTGAAAAAAAAAAAAAA 

Sequence 2005 

CGGGAAGCTTTNTTTTMTTMGCTGAMCCGAAGCTTTAATTTTM 

ATGTGCCCATATTGGACAGTATAGCTCCAGGGTTTATTAAACCACCATTCCTGGTGATAG 

GATAGAGCCCAGCACAAACTAATCTGGGCAACAAATCAAAGGGCACAAGTCGCATGTAGG 

TTCCMACTCAGTACATTTTAGAGAAMGGAGTTTGATTATGTAGTAGAAGGAAGAACTG 

CCTGGTGGGACTCATGATCTTCCTTTMGAGCAAGGCTCAMGACCTGGGGAGTTTTGAT 

TTGATGCTATGATGTCTCCTGGGGCTCAGAATATTATGAAATGAGGAGTGAATCTCTGAG 

TGAAAAGAACTCAAGCTGCTTGTTGCATTGCGGAATGTCTCTAAGAGGTAGAGAGGCGTC 

TGTTAAGTGGCTTTGTATGAAGGTTTCAGAAGGTAAGATGAGCC 

Sequence 2006 

NCATTTMCTGTAATAGATATAGAACGTATCCTTCAATAACCAACAACAAATGCTTGTTT 
CCAACAGGCTCTGATGGTTGTATATANGGAAACCTTGATACCAATACGTCCAGCTGACCC 



WO 01/070979 



PCT/US01/09126 



TABLE 1 
334/467 

AGAAAAAAATCAGAGCTTAGTTAAATCACTGCTGCTCAAGGCTGTTGTATCTGGNNACGC 

TCGAAATGGAGTTGCACTCACTGCCCTGGATCAGGATCACGTCGCAGTCCTAGGAAGTCC 

ACTAGCAGCTTCT AAGG GTMCTGACATCCMTTCATTAAGMGGCCTTTGTATGTTTCC 

TTCACGGTGTACCTTTTAGTCTTCCTTTTNTTTTTCATTtCATTAT^ 

Sequence 2007 

GTCCGGCCCTGCACTAGGGACTGGGGAGGACATGGAGAATAATATATGTACCAGCACAGA 

CAGACAGGCAGCTTCTGGAGCCAGACTGTCTGTGTGATCTTGGGTAAGTAATCTAGCCTA 

ACCATAGAGATGATAACAATTGTACCTGCCACAGGCTCATGGGGCTATTGTGATGGTGAA 

ATGTAAAGATGTAAAGTATAGAGAAAGGATGTAAAACTGCCCGACATATAGTAAGGGCCA 

TTTMMGATGCCTGTTATTGTCCCTCTTCTTGAGAGCATATTAAGGGCTCAAATCTAGC 

CAGAGTCTGGCGGGTACAGAGGTAAACAAATAATGGCAGGTTGGTTAAGTACTGGACACC 

AGTGATGTCCMGGTCTCTAGGATGCCCTGGAGAMTAATGMCTCTTCTAAGATTGTTT 

GGMGGGGATTTATAMGGACATCTAGGCTGGGTTTTGAGTGAGGTATGGGGAGTTCGCT 

GGTCMGAATGTANGMTTACAAAAGCANAAAGTGCC7TATTTNAAAAAAAAAAAAAA 

Sequence 2008 

NCCCCGCGTCCGGAAMTATTTTAGAMGCACCTTGMGATTAGTATTTTTATGTAACTT 

CTGTTGGAGAGATGTCTTCAGGAGACTGAAGTAGAAGAGCGACTGTCAAAATGGAAAGTC 

CCAGAGACATCCAATTTATGTAAATCAACATCACCTGAATTCAGAATCTCATCCAGATTT 

CAACAAAGACTTCTGAATGCCAACAAAGAAGAGGACTGAATTTACAGACTCTCACTCTAA 

CMTATATGCTGTTCMTTTGAAAACAGMTAAMTTATTTTGGCAGAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

Sequence 2009 

AGAGTGTNCAGCTGGCTTTCCTCACTTGGGAAAAGGGGTACTGCCAGTCTMGCAGCCTC 

CTCTGTACTCAGCCAGGACACCCAGCGCGTGGGACCTGTTTGTGTCTGTTTTGCTTCCTT 

GGGAACGGCACAGTCACTCACCCTGCCATTTGCGGAAATGACCTGGTGCACTTTGACTGT 

TAAGCAATGCGT TATTG CTGTAGTCAAGGTTAGTGCAAGCAAGGAAACATTCCCAGTAAG 

GTATTTGTTTCCATTTTCTGTCTGTGCTTCTGTCAGAMCTTGCTAGGACTTTAGTGGCC 

AATAAAAAAGAAATTCTAGCTTGATCGACCCACGCGTCCGGTAATGATTGATGAGGACAT 

GACTGCCCGAATTAGCATGGCTGATGTCAAGTTCTCTTTCCAATGTCCTGGTCGCATGTA 

TGCACCTGCCTGGGTAGCCCCCGAAGCTCTGCAGAAGAAGCC 

Sequence 2010 

GCGTCCGACAAACATAATGATCCGTGACAGTGACCTTAATATATAAATGTGTGTGTTGTG 

ATTGTTCTACTGACCAGCCATTTCCTGTCTCCCTCTTCTTATGCCTCCCTGTTAAATTAG 

ACACAACAACATTGAAATCAGACCAATTAATAACCCTACAGTGGTCTCTGAGAGAGGCTA 

ACAGCTAATCCTCTTGTGCTAAACAGCCAAATTGTGAATGCAAAGGAAAAGTTCTCAAAG 

GAAATTAAAAGTGCTACTCCAGTGAACACATGAATGATAAGAAAGTGAAACAGTCCGGGC 

GTGGTGGGTCACGCCTGTAGTCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATCACCTGA 

GGTCAGGAGCTCAAGACCAGCCTGGCCAACATAGTGAAACCCTGTCTCTACTAAAAATAC 

AAAAATTAGCTGAGTGTGGTGGTGCACACTTGTAATCCCAGACACTCGGGAAGCTAAGGC 

CGAGAGAATCACTTGAACCCCAGAGGTGGACATTGCAAGTGAGCTGAGATTGTGCCACTT 

GCACTTCAACCTGGGTAACAGAGAGAGACTCTGTCTCAAAAAAAAAAAAAAAA 

Sequence 201 1 

GTCTATTAACATACGGAGCTGAATCTGCCGCAGCTNGAAATGCTCAAGAACCAGCTGGAC 

CAGGAAGTGGAGTTCTTGTCCACGTCCATTGCTCAGCTCAAAGTGGTACAGACCAAGTAT 

GTGGAAGCCAAGGACTGTCTGAACGTGCTGAACAAGAGCAACGAGGGTATGGGGTAGGCG 

GGTGAGGGTMCCTAMGTGGCGMCCTGCTTCTCTCGTCCCACCTCCTAACCCAGTTTT 

TCTTACCTGAAACGAGAAAATCCATTACATATCGTATACCGCTTCATGAACCCTTTGCAT 

GTTG CCTG CCTAGAATTGAAAAGTACAGGACATTCCTCTGCTCCTATTGCCCCTGTTTCC 

GTTCTTTTCACACTGTCTGTGGGTGCTGTGCCCTGTTGGMCTCTCTTTAACGTCTTACC 

GTTGGAGCCGCTTACCTTCCCAGGTGTTGTCTTCATTGGCTTTCACAAGGGAAAA 

Sequence 201 2 
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NGGCAGCTGCTTTGTCTGGGAGGGGGCTTTGTGTCGAGTCTCCCTGAATGAGCAGGGCTG 

GCGACAGTTGTCAAAACACATGGTGCTTGGTCAGAGCCCCCGTAGAAGCCCCTTGTCCTC 

CGCATGGCCTCCGCCTGCACCCGGGGCGTGGAATGTGCTCTTGTGTGTCCCTGGCTGTCT 

GCTTGCTTCTACACT GGCCC CTGCAGATGGAGGGGGTGGGGTACAGGGGTTCCTATAAGA 

AGCAGACACTTGGGGTTTTTCCCAGGCCCTGTTGCAGGAGGGTGCGTGGGCTGGTTTCCC 

TGAAGGCGCCTGGGCCGTGTTGGTGTTAACTGATCTGAGATCTTCTGTGGCCCTGATGTC 

TATGAGCATGCCCCAACTTGCANGGGGCTGAGTAGCCCGGGCACCACCAGGAGGCTTGCG 

TGCCCTGTGCTTGGGTGTACCCATGCCCTGTCAGCATCGTTGGTCTGTTAGGGGTCAGGG 

ACTTCGGCTTCTTGTTTAATACCCTNC 

Sequence 2013 

AAGTCGGACGCGTCTCAGTTCCTTAAAGCTGTTGGTCCAAGGCTACCCTCAGTTCCTTGC 

CACATGGGCTTCTCCMCAAGGCCATTTACATTAACAAAGCCAATGAGAAAGAGAGTTAC 

CGGGCATGGTCGCTCACACCTCTTAATCCCAGCACTTTGGGAGCCCGAGGCGGGTGGATC 

ACTTGAGGTTAGGAGTTCGAGACCAGCCTGGCCAATATGCTGAAACCCCGTATCTACTAA 

AAATACAAAAAAATTAGCCTGGCATGGTGGTGGGCACCTGTAATCCCAGCTACTCAGGAA 

GCTGAAGCAGGAGAATCACTTGAACTTGGGAGTCGTAGGTTGCAGTGAGCCAAGATCGAG 

CCATTCCACTCCAGCCTGTGCAACAAGAGCGAGATTCCATCTCANACAAAAAAAAGATNA 

ANNAAAAAAAAAAAANT 

Sequence 2014 

TCCTATTCCTCTCTTGAGTTTATGCACATCTCTATAMTCATTAGTT1TCTATTTTATTA 

CATAAMTTCTTTTAGAAAATGCAAATAGTGMCTTTGTGAATGGATTTTTCCATACTCA 

TCTACMTTCCTCCATTTTAAATGACTACTTTTATTTTR 

GTATCATGAGTAGGTCTTACATCAGTGATGGGTTCTTTTTGTAGTGAGACATACAAATCT 

GATG T TAATG TTTGCTCTTAGAAGTCATACTCCATGGTCTTCAAAGACCAAAAAATGAGG 

TTTTGCTTTTGTAATCAGGAAAAAAAAMTTMTGMCCTTAAAAAAAAAANANNAAANA 

ACANGTGCGGCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnGCAi I I I 1 1 I INACTGCANTC 

TAAGTTGGGGGGTTGGNCCAAACTCATCAANNNATCNTAATCATGGCTGGGATCCCCNGG 

GTCCCGNGCCTCGGAAATTAMTTNCCTTTTTTCCGGTT^ 

TGNGGNGAAAN I I I I I I I I I GGGGGGGGGGGGGG 

Sequence 2015 

CGCGTCCTGAGAGGTCAGGCCGGTCCTGGGGGCAGCAAGCCCGGCCACACTCCCCACCGC 

GACCGGGGCTCTGGGCTCGCTTCCTGCTTCAGTTTCCCCAAGCTCCNGATGAGACTCCGC 

TACTACCACCACGTCGATAACGCAAACCTAGAGGGACTCAGGGTAAACTGAGGCACTCAA 

ACTGCCGAGGAGCTCCGCCTCCCGAGAGACATTTAATCCGGGGGGATTTGCAGGAAACTT 

CTAAATTAAGGGTAGCGGCTGCTGCAGCTGAGGGGGGGCACACCGGTCCCTGCGCCCGGG 

CAGCTGCCGTGAGCTCACGCCCCGAAATAGCCCCAGGGGCCCCAGCCGCAGCTGCCACTG 

GGTCCGGCTGTCACTCAGAGGAAGCACGGAGCCCCCAGCCCAAGGGTCCCCTCCCCTTCG 

CATCGCGGGGTTTTTCCAGCCGACCGTCGGCCACTTTTTCCTCCGACNGCTGGCAGGGAA 

GAGGGGGATTGGGGGCCGGGACCCCAAGGGAGGCGGTCCCCAATGGGTGGGCCAAGGG 

Sequence 2016 

ACGCGTCCGCACACCCCCAGGTGCCCGCGCTGGCCCCCCAGGCGTGGTGGCCTGCACGGA 

GGGGACCACTTACGTCTGCTCCGTCTGCCCAGCAAAGTTTGACCAAATCGAGCAGTTCAA 

CGACCACATGAGGATGCATGTGTCTGACGGATMGTAGTATCTTTCTCTCTTTCTTATGA 

ACAAAACAAAACAACAACAAAAAACAAACAAACAAAAAAGCTATGGCACTAGAATTTAAG 

AAATGTTTTGGTTTCA ! I I I I ACTTTCTGTTTTTGTTTTTGTTTCGTTTCATTTTGTACT 

ACATGMGMCTGTTTTTTGCCTGCTGGTACATTACATTTCCGGAGGCTTGGGTGAATAA 

TAGTTTTCCCAGTCTCCCTCGGATGGTGGCCTTAAGGCCTGGTAGTGCTTCAAGAGGTCC 

ACTGGTTGGATCTCTAGCTACTGGCCTCTMATACMCCCTTCTTTTACAAAAAAATCTT 

TTAAAAAAAAAAAAAAAAAA 
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Sequence 2017 

CGCTCCGCAGCATCMGAGTTATTTTTCTGACTGTCMGTTTCAACATTCAGGTCTGTCC 

CCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAACTTCTCGCCACTGGCTCGGAGAG 

TAGACAGAGTTGCCATCTATGAGGAAT7TCTGCGGATGACCCGGAATGGTACCCAGCTGC 

AGAACTTCACCCTGGACAGGAGCAGTGTCCTTGTGGATGGGTATTCTCCCAACAGAAATG 

AGCCCTTAACTGGGAATTCTGACCTTCCCTTCTGGGCTGTCATCCTCATCGGCTTGGCAG 

GACTCCTGGGACTCATCACATGCCTGATCTGCGGTGTCCTGGTGACCACCCCGCCCGGCG 

GAAGAAGGAAGGAGAATACAACCGTCCAGCAACAGTGCCCAGGCTACTACCAAGTCACAC 

CTAGACCTGGAGGATCTGCAATGACTGGAACTTGCCCGTGCCTGGGGTGCCNTTTCCCCA 

ACCAGGGTNCNAMNMCTTTGGCTGGGGCAAGAMTNAAANCATATTTGGTCCGGAAAA 

AAAAAAAAAMAAAMGGGCCGGCCCTTNAACTAAGTCTAAAANAAAAAAACTTTCAAAA 

CCTTCCCCTGGAACCTGAAACATAAAATGNATNGCAATGGTGGGNGGTNAACCTGGGTTA 

ATTTGGCANCCTTTTTANTTAAAANTTGGGGGGGGGGTT 

Sequence 2018 

CGGATCAAGACCATCCTGGCTACAGTGAAACCCCGTTTCTACTAGAACTACAAAAAATTA 

GCCGGGCGTGGTGGCAGGCACCTATNGTCCCAGCTACTCGGGAAGCTGAGGCAGGAGAAT 

GGCGTGAACCTGGGAGGTGGAGGTGCAGTGAGCCAAGATGGCACCAGTGCACTCCAGCCT 

GGGCGACAGAGGTAGACTCTGTCTCAGAAAAAAAAAAAAAAAAAAAATCAGTCACTGGAT 

TTGGGCCCACCCTACCTNCATATGACCTCATGTTAACTTGATGACATCTGCAAAGACCCC 

ATTCCCAAAAAGGTCACCTTCACCAGTMGTNGGGGGTTAGGACTTGMTATAGCT7TTT 

GGTTGATGTAATTCMCCCACAGCACTGCCTTTTNCATTCCATGTTATG I I 1 1 I f GAG AT 

TTTTGAGATTTGCCAMTATATGAAGCTATAMTTATCAGNGAAMTAMTAATTTCAAA 

ATNTMGCTGTTGAAAACTCTAMTTATTTTTMGCCTTTAAAAGAMTGGA 

GACMGGNCCCGNNNGGGCTTCAATGCCTNTMTCCCCANCACTTTTGANANGGCTGATT 

GGGNGNGNGGATTCCACCTTGAGGGTTTAGNGGNTTTCAAAGACCAAGCCTGGNCNCTAN 

CGGNGGTTGAAAACCCCTGGTNNTTCTNACCCTTNAAAAAAAA 

Sequence 2019 

GTTTTTTTATTTCTACTGTCAAATGATGTC 

GCCMGTTTTATAATCCTTAMTCTTMTGTTCCTCAAAGCTTGGATTAAATACATATGG 

ATGTTACTCTCTTGCACCAMTTATCTTGATACATTCAMTTTGTCTGGTTAAAAAATAG 

GT GGTAGA TATTGAGGCCAAGAATATTGCAAAATACATGAAGCTTCATGCACTTAAAGAA 

GTATTTTTAGMTMGAATTTGCATACTTACCTAGTGAMCTTTTCTA^ 

ACTCTAAGTCATGTATGTTTCTCTTTGATTATTTGCATGTTATGTTTAATAAGCTACTAG 

CAAAATA AAACG AGTTGACCCACGCCGTCCGGACACAAGAAAGGAATATAATTCATACAC 

TATTG C ATTTTT A ATAAATCTTTTG AAATTTG CAG AATT AAG ATTGTATTGTGTATTTTC 

GGTTAMTGATMTTGAATGTAMTATTTMGATGCAGCACCATATTTTATAACCCAGCT 

TTAGGCATrrCTTCATATTTTMGGGAMCCCCCCACCTCCTTCTTTTMNGGCGCTTCT 

TGCTCTCTGAMTGCCCTGCTAMTGCCTTCTCTTMTTATTTGGAATAANGGTAGGTTT 

TTGGGGGAAAATTTTAAAAAAAAAANGGGGGGGNAAAAAAAA 

Sequence 2020 

MTTTTTNATMTCTGMTTATCACAAAAAGATMGGATTTTTAMGTTATTTGGAGGGA 

GTGTACACATTGTTTATTTAATAGTGAGGGCTATTATACAAGCNGGTCNATGTAAAATAA 

TCCCTTTATATGTATGAGCATAGTTAATTTGGTAAACAACAGACAATTACATACTGTGAT 

CATMGGACTTTAGTATCAGTTACCATATAGCAGGTACTCTTTAGTCAGGATATACCTAT 

ATAGGTGCTAMTTMAAATCMCCTTATATCTCAAATTTACTTCCTAGTAGAGTGTAAC 

GCTGCCATAATTGCAAGCCTAATTATGGGGTTGTCCATACTGCAGTCCCATCAGTACTCA 

TACACCAMGGGTCGGGCCTGTGAAGACTGGAAAAAGAATAAMTATCTTTTGATTGAGA 

TACTACAAGCAAAAATGACTTTCTGGCTACCATTACTGCAAAGAACAAAACTCAACTGAA 

AACAATATGTAGCAATTAAAAAGTCTCATTATCTTCAAAACACAC 

Sequence 2021 

CCCGCGTCCCGGAACTCTTACCCATAACCCTAATGATGCAAGTCATATGGGGGAACACTT 
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TGTAMTGGTCAGGATAAMACCMATCTGGGTGCCAGATCCCAGCACTACTTTTTATTA 

CTGGAGAAATGGGGGGGATAGAAAATTCTACTTTGAATTATTTAG I I I II I I < A AAGAGT 

GGGTTGTGTTTGTGCTTCTCCCACCTTTCAAGCATTTATAGAACATGCTGCCCCACATAC 

AMGTCMGACCACTTACTTTTATGTGACACTAGTAGTTTGGGGTTMTGGTTTGfSlGTAA 

AGAACAAGCTGCATATGAGTAAAGGTTACCCCAACCCNCAGTGAGGANGAAAGATGTTCA 

CATACTGGGAACTGTCCTGNCAMTAAATNTGGCCCCTATTGGGCTCTGTTTTAATTNGG 

MGNGGGCAAMGTMCCTCTTGCTTTGGGGCMCTATTTGGNNTCAAAATTANAAACCT 

TTTAGACCCAAANTTNANNNNNNNNAAAANNGNNNNNNNANGGGGCCGGNCCCNTTNGAC 

CTTAGTTTTTANANAAAAAAAAACCTNCCACACCTTCCCCTTGGAACCCTGAAACAATAA 

AAAGGAMNGCCANTTGGGGGGGNGGGTAAACCTTGGTTTNATTGGCACNCTTTATAAAN 

GGNTTNCCAAAANAAAAGGCAATTTGCCTTTCCCCAMNTTTTCCCAAANAAAAAAAGGG 

Sequence 2022 

ACCACGCGTCCGGTCTGCAGAGGCCCGGGCCTGGGCACAAAGGGAGAGAGGCCTCCATTG 

TCCCGCAGGGGCCAAAATGCAGACCGTGCATCCCCGGTGACCTCGGGGACCGTNCTCTGA 

TCAGCAGGATTTTCTTGGACTCTGGGGTCCTTGTCCTGCTCAGGCATCCCTGCCCTGCTC 

TCCTTGAGGGCCCTCAACACTATCTTCCCTGGACACAAGTCTGGGGACAGCCGGGTGTTG 

AGGACCCCAAAGGGGTGACTACCTGCTCCTGGGCCCCACAGAGTCCTTGTGCTCAGTGTA 

GTGGCTGAGCTGGGGGATGCCCTGGAATTCGGAGCACACAGCACTGGCTTACTGTGGTAC 

CTGTGCAGTGAAATTGGAGACAGAATCACCAGGATGGAACACAGGTCTTGCAGGATCACG 

GAAMCCTTTTAGAGTTGTCTTGACACCACTTGATGTTGAGTGTCCGGGTGTTTGTAGGA 

TGGCCTGCACTCAGTCCAGGGGCAGG 

Sequence 2023 

CGCGTCCGCTTGACCCTGTATTTTGGGAGTCGAACGGAGAATGGAAACTGAAAGTGGAAA 

TCAGGAAAAGGTAATGGAAGAAGAAAGCACTGAAAAGAAAAAAGAAGTTGAAAAAAAGAA 

ACGGTCACGAGTTAAACAGGTGCTTGCAGATATTGCTAAGCAAGTGGACTTCTGGTTTGG 

GGATGCAAATCTTCACAAGGATAGATTTCTTCGAGAACAGATAGAAAAATCTAGAGATGG 

ATATGTTGATATATCACTACTTGTGTCTTTTAACAAAATGAAAAAATTGACTACTGATGG 

GMGTTAATTGCCAGAGCATTGAGAAGTTCAGCTGTTGTAGAGCTTGATTTGGAAGGCAC 

CAGAATCCGGAGGAAAAAAC 

Sequence 2024 

CGCGTCCGCAGACTTTCCCTCTGCAATAAATCCTGTAACAAAATTGCACTCGCACCCCTT 

ACGTTTATACAAATTTTTAAAATAAATAATAACTAGAAANGCAAGAGGAAACCAAACCCA 

AAATTATTAGAAGAAAAGAAATGATAAAGATTGGGGCAGAAATTAATGAATTGATACTAA 

AAATAGTACAAAAGATGGATGAAAGAAAAAGTTG I 1 I I I II 1 1 II I I AAAAG ATAAGCAA 

AATCAACAAACCTTTAGCCGGACTGTAAAAGAGAGAATATCCATATGAATAAAATCAGAG 

ATGAMAAGGAGTCATTACATCTGATMCACAGMATTCAAAATATTTTAGAGACTATTA 

TGAGCAACTATATGCAGTAAATTGGAAAACTTAGAAGAAATGGATGAATTCCGAGACACA 

TAAAAACATACCAAGATTGAACCATGAAGAAATCCAAAACTTGAA 

Sequence 2025 

AATTATCCTGGTGTGGTGGCGTGTGCCTGTAATCCCAGCTACGCTGGAGGCTGAGGCATG 

AGACTCGCTTGAATCCAGGAGGCAGAGGTTGCNTTAAGCTGAGACCACACCACTGCACTG 

CAGCCTGGGTGACAGAGCAAGACTCCGTCTCAAAAAAAAAATAAGCTATTGATGGGCTAT 

ATATTGTTAAGCTATAGGGTGTGGTTACAGTGTCCAGTGTAGCATTGNTCGATTAATTTA 

TAGCCTCTTGTGGCAACAGCAAGCAGNTTCCAGAGATGAATACACAGCTTGAGTAGGCAG 

GGGGGAGTAGGACATGACGGCTGCCTCATCTTAACACCTTGGGCCTGATAATTTAAAAGG 

ACTCACAGTCCTCAGATAMCATGACTTTCTTTTCTCATGAGGAAACANANAAGGTGGCT 

AAAGGGTATNTCTTTCTCTCATGATCCCAAACCTATCAGGTTT 

Sequence 2026 

ACCNCGCGTCCGGGTGCTGTACCAGACCAGAGGCCAGCTCCATGTCCTCCGCGTCGGCAA 
TGATACCCACTGCCAACCAACAAAAATTGGCTGCAACCATCCCCTACCAGGACCCGGCCC 
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CTACAGGGTGAAGTTCCTGGTGATGAATGACGAAGGACCCGTGGTGAAACCAAGTGGTCC 

AGCGACACTCGCCTGCAGCAAGCCCAGGCACTTCGGGCTGTCCCCGGCCCCCAGAGCCCG 

GGCACCGTGGTCATCATCGCCATCCTGTCTATCCTCCTGGCCGTCCTCCTCACGGTCCTC 

CTGGCTGTGCTCATATACACCTGCTTCAACAGCTGCAGGAGCACTTCCCTATCAGGCCCA 

GAGGAGGCAGGGAGTGTGAGAAGATACACCACGCACCTCGCGTTCAGCACTCCTGCCGAG 

GGGGCTTCTGAGGGGTTCCAGAGGGGCCCACGTGTCCCTCCACCTCCTCCCTGGCCCAGG 

CTGCAGAGCCTGAGCTGGGACACGCCCTGAAGCTTCTGGACCCTGAGAGAGATTGGTTCT 

Sequence 2027 

GCTGCTAGAAAAGGTTAGACTMCTGGGAGTTCATAATTTGTCTTGGAGATTTAAGAAAG 

TTTTTGAAGAGGTTTTCTGTGTTGAGATGAAGAGGAAGATTGAGACAAAGCACAATGGAG 

AGTAGGGGAGAGAGCACTTCAGAATGTTTGAAGGTGCTAAGAGGAAGTGCTTGACACACG 

GGAGGAACTGAGAAAGAAGGCTAGGGCCATCGGCTGGAGGGACAGGACAGGTGGAGATGT 

MGCATGGGCCTCCAGACCATGGTMGGCCACTGGATCTTTACTTTAATGCATTTGTGCA 

TGTGATTAAAAAAAAAAAAAAAAAAAAA 

Sequence 2028 

CCCCGCGTCCGAAAAAGACATATGTACAAGTCTATTTCCTATAGCACTATTTGTAATACC 

TAGCACTATTTGTANTATCTAAAGACTGTAAACAACGCAGGTGCCCACAAAGGGAAAATG 

GTTTGACAMCTTACGAACATCCTTTTAAAGGAGTACTAGACAGGTCAAAAAGGAATGAA 

GAATGTATATATTACTATGGAGTGAATCTTCAGGGTATATGACTAAGTGAAAAAATGCAA 

GGTGAAGTANTATGTAACATATGGTACAGTTTACTTAAGAGAGAAATACAGATGTATATA 

CACATTACCTAAAGCAAAATGAGGACCCTACTGGGCTGCCATCCCAGCTGGACTGCTGCT 

GTGGAGCTCAGCATCAAGTACT 

Sequence 2029 

CGCCCCGCGTCCGGAGAGAGCTGTCTTTGCAGTTACTAGGTTTCATCAAACTTGI Mill 
TCAGTATGGTAGGTTTAAAAATGGGGATACA I I I I IGI I I I I ATTTGCATTTTNNAATAT 
TTTCTTAGGTTAGTTGGCTACTTAAATTTC'I I II I CTGAAAACTTTGTATTTATAGCCTT 
TTAAMTTCTTATTGACTTGCCTGAACTATTTGTAAATTACAGMATTAGCCCTTTGTCG 
TATGTGTTGCAGGTGCTTTTCCAGTTTGCCAGTGGTCATTCATTTTGGTTTATGGTACTT 
TTGATAGACCAGAATCTTTGACTTTTATTTAGTGAGATTTATCCATCTTTTTCTGTGTGG 
CATCTTGGTATTATAGCATTAATATTCTCTTTTCT 
Sequence 2030 

CCACGCGTCCGGTTGGGACGGCACCAGGCGAGGTGTTGAGTTGGCTCGGCTCAAGGTTCT 

TCGGGGTGTGAGCTGGCATGAGGACCTGTTGGAAGTGGGATCCAGGCCTGGNGCAGNCTC 

CCAGCTGCCTCGATTTGTGCGTGTGAACACTCTCAAGACCTGCTCCGTTTATGTAGTTAT 

TTCAAGAGACAAGGTTTCTCCTATCAGGGTCGGGCTTCCAGGCTGGATGGAGTGCCCTGG 

CGCGATCTCGGCTCACCGCAACCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGCTTCAGC 

CTTCTGAGCAGCTGGGATTATGAAGGGGT 

Sequence 2031 

NCCCCGCGTCCGGCTCMGGAGGTGATTAMAGAATGTGTMTTTAGTATTTTTAAGATG 

TTTAGAGTTTTAAAMCTTACGTTGTTGCTGTCATTGTATTTAAATAGTNATAAAGAATA 

TAAACTGATATAAGTAA I I I I I I I I AAATTCTTCAGATATAATGAAGATCTGGAACTTGA 

AGATGCCATTCATACAGCCATCTTAACCCTAAAGGAAAGCTTTGAAGGGCAAATGACAGA 

GGATAACATAGAAGTTGGAATCTGCAATGAAGCTGGATTTAGGAGGCTTACTCCAACTGA 

AGTTMGGATTACTTGGCTGCCATAGCATAACAATGAAGTGACTGAAAAATCCAGAATTT 

CAGATAATCTATCTACTTAAACATGTTTA MGTA TGTTTTGTTTTGCAGACTTTTTGCAT 

ACTTATTTCTACATGGTTTAMTCGACTGTTTTTAAAATGACACTTATAAATCCTAATAA 

ACTGTTAAACCCAAAAAAAAAAAAAAAAAAAAA 

Sequence 2032 

CGACCNCGCGTCCGGCGTTCTACCCTTCCGGCCCGTGTTCTATCCGCCGCCTCCACCTTC 
CATNCGGCGCCGGCTTTCGGCGCGACGGTCGCCGCGTTCCATCGTCGCGCGGCCCTTCGG 
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feCGCCCGAGCCCGCAATGTCGGGCCCCAACGGAGACCTGGGGATGCCGGTGGAGGCGGGA 

GCGGAAGGCGAGGAGGACGGCTTCGGGGAAGCAGAATACGCTGCCATCAACTCCATGCTG 

GACCAGATCAACTCCTGTCTGGACCACCTGGAGGAGAAGAATGACCACCTCCACGCCCGC 

CTNCAGGAGCTGCTGGAGTCCAACCGGCAGACACGCCTGGAGTTCCAGCAGCAGCTCGGG 

GAGGCCCCCAGTGATGCCAGCCCCTAGGCTCCAAGAGCCCCCAACCGGGACCCAACCCTG 

CCTCCCTGGGCTAGGCTCTGGCCTGGGCACTCACCCCCTGGCTTAGACACCTTCTCAAGG 

GCTGGCCTTCAGGGACCCCTGGTGGGTCTGCTGCCTGGGCCACCCTTCTGCCTGGGCCTN 

CCCTTG 

Sequence 2033 

CGACCACGCGTCCGCTACCTCAAGGNCCTGGGCACCGAGCGGGCCTACAAATCCGCACTG 

GACTACACCAAACGMGTCTGGGGATTTTCATTGACCTCCANAAGAAAGAGAAGGAGGCG 

CATGCCTGGCTGCAAGCAGGGAAGATCTATTACATNTTGCGGCAGAGCGAGCTGGTGGAC 

CTCTACATTCAGGTGGCACAGAACGTGGCCCTGTACACAGGCNACCCCAACCTGGGTGCT 

GGAGCTGTTTGAGGCGGCNTGNAGACATCTTCTTCGACGGGGCCTGNGAGCGGGAGAAAG 

CTGTGTCCTTCTACCGGGACCG 

Sequence 2034 

GGGGGGGAGGGGNGNAAAAAAAAGNGANGGACAAANAAANAGAAAAAANAAGANANAAGA 

AAGNNANAAACANNNNAAAANACNNNGGNAANCGGAGAAAAGAAAAGAAANNNGNANANA 

GAANANNANGAGGGGNCAAGGNAGAAGAAAANNNGANAGAAGGGGNNAAAGGGGGNCGGG 

AGAAAAGAAGNAAAAAAAAAANAAAANNNGAAAAAANGGGAAAAATNNGGGGAAANNGGA 

AANNAAAGAAAAAAAAAANANCNGNGGNAAAAAAAAAAAGGANNNAAAAAANNGGGNAAA 

ANANGGNNAANGNANANANAAAAAGNGGGGGGGAGGGGGGAGGGNAAGGGNNGAAAAANN 

NGAAAGAAAAAAGAAAGAAANAAANGAANAANAGANGGAGANGNAAGGNAAAAANAANAA 

AAAGNNNNNAANAANANGAAAGGGNAAGNAAAANGGGNNNNAAAAGAAAAAAAAAAAGNG 

GNAAAAAAAAAAANNNNGGAAAAAAAAAANNNGGNNANNNANNCCAAAAAGAAAAAAAAA 

AAAAGGGNNNNAAGGGGAAAAAANAANAAANANAAAAAANGGGGAGGNGGCNGGNAAAAA 

AAAAANGNNAAAAAAAAAAAAAAANNNAAANAAAAANANANANNGNAANANNNANAAAAN 

AAAAAAAAAAAGAAANAAGNGGGNNGNAAAANACNNAANANNGANANGNANAAAANNGGG 

AANAAAANAAANNAAAAGNNANAANGAAAAAAA 

Sequence 2035 

CCCCCCGCGTCCGCGTTTTTATGTGTGTATGTACAAAACAAMTACCTTTTTGAAATTAC 

ATAAGTGATACATGCTTATTGTGAAAGAGTTGGATAATACAATATACTGTAAAGAAGATG 

AAAACCACTCATAMTTCCAACCTGTAAATACTTTCGTGTTCATATTTTGGCATCTAATG 

TATCCTTTATGTATATTTAAATATATATTTTATTCAAGTATAGGATCATGTACCTCCCTG 

TTTTATAATTTTC I I I 1 I I AATTTTTCAGTGTATTGTGGACATCTTTTCTCATCAACAAA 

TACATCCCACAATGTTCATTTTTGTGCCTCATTATACCATGGAATAGTGACATCCTAGTA 

TGTTTAAGACATTCCTTATTAATGAACAATTAGGCTACTTCCAAI I I I I AATTATAAAGG 

ACATTTTGAAGGACTTCCTTGTACATATTATTCTATTGCTTTATCATCTTTTTGG^ 

TTTCATGTAGTATATTTCCAGTTATTTAAATGAGAAAGTACATGGTTTATAACAAATGGT 

ATTTMCGTCCAAGTCACTGCTATCTAAAGGGGTAATTTTTMGGTATAAMTAATTTGG 

CTTATAMAAATCGTGGGAAAMTATNCTAGAMTATTTAANGATTAACTTCTAAATTGT 

AAATTGGCATATTTAATGATAGAATTCAAAAAAAAAAAAAAAAAAAAA 

Sequence 2036 

CGCGTCCGGMGAMTTGTGCACCCTCCCAAMCATACAMGTTTAAAAGTTTGGATCTT 

TTTCTCAGCAGGTATCAGTTGTAAATAATGAATTAGGGGCCAAAATGCAAAACGAAAAAT 

GAAGCAGCTACATGTAGTTAGTMTTTCTAGTTTGAACTGTAATTGAATATTGTGGCTTC 

ATATGTATTATTTTATATTGTAC I I I I I I CATTATTGATGGTTTGGACTTTAATAAGAGA 

AATTCCATAGTTTTTAATATCCCAGAAGTGAGACAATTTGAACAGTGTATTCTAGAAAAC 

AATACACTMCTGMCAGAAGTGMTGCTtATATATATTATGATAGCCTTAMCCTTTTT 

CCTCTAATGCCTTMCTGTCAAATAATTATAACCTTTTAAAGCATAGGACTATAGTCAGC 

ATGCTAGACTGAGAGGTAAACACTGATGCAATTAGAACAGGTACTGATGCTGTCAGTGTT 
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TMCACTATGTTTAGCTGTGTTTATGCTATAAAAGTGCAATATTAGACACTAGCTAGTAC 

TGCTGCCTCATGTAACTCCAAAGAAAACAGGATTTCATTAAGTGCATTGAATGTGGCTAT 

TTCTCTAAAGTTACTCATATTGNCCTTTGCTTGAATGCAATGCCCGTGCAGATTATGTGG 

CTGCTATTTITATTTTCTGGGCATTACTTTNACACCNTAMNGGAGMGCNMCATTTNC 

TTCTTCACTGACTGGCAATGGNCCTTTACTGCAATAGGAAGAAAA 

Sequence 2037 

CCCCGCGTCCGGCTGGGCTTAAGGGATCTTTCCCAGGTAGCTGGGACTGCAGGCATATGC 

CACTGTGCCCAGCTGCTCCCTTAGTCTTGACTATGT AI I 1 1 1 1 1 1 1 1 1 1 1 GGTTGTTTTA 

TTAGGATAGAGTCCTAAGAATGGCATTACTGGGTTAATAGGTATGAACATTAGATCTTTA 

ATACATACAGTCGAATTACTTTTCATAAAGCCATATACCTTTTTATATTCCCACCGATAC 

TATCCCTATCACTAAGTATTAACTTATTTTCATCTTTGCCAATATGATCATCCAAAGTGA 

GGCAGAGGTTGCAGTGAGCCAAGGTCACACCACTGTGCTCTAGCCTGGGTGCCAGAGTGA 

GACTGTGTGTCAAAAGAAAAAAAAAGGGGGGGGTGCCGGGTGCGGTGGCTCACGCCTGTT 

ATTCCAGCGCTTTGGGAGGCCGAGGTGGGCGGATCACCTGAGTTTGGGAGTTTGAGACCA 

GCCTGACCAACATGGAGAAACCCTGTCTCTACTAAAAATACAAAAT 

Sequence 2038 

GTCGACCCCGCGTCCCGGACGCGTGGGTCGGCCATGAACMGTTTTCAAGTATCAGTTGA 

TTTATGATATAGGCTTATCCATTTGGTTATAAAATCATATGTTTATTACATAATCATTGA 

CAAATAGTTTCTGTATAATAACTGGCAGAGTAGCTCTAAAACATATGCAAGGAAATAAAT 

AAAGAA AAAAC TTACMTAAAGAGAGTMCTCATATTTTAACAGTTTTGTGAAAAAAATA 

G AAMT ATTTTATGTAGCTTATAGTACATATATTTTTTTACAACAGMGAATCGCATTCT 

GATTT TCCA TATGGATCATTTCCCTATGTTGCTAGACCAGTACACTGGCAACCTGGTCAT 

ACAGCTTTTCTTGTCAAGTTGAGGAAGGTCAAACCACAACTTAACTGAGTACTCCAGATG 

ACAGTAACTGACTTG AAGATG GAAAAATATCAAAATAGAACTTTATATTGAAAATCACTG 

CTTCCATAGATTGGCATTTTTAGCTATTACTATGACTTATATMCTTATACATATAATTT 

TGAAAATAACAACTAAAAG ATGTA TAACATAGCCAAAACTGCTTAAACCATCCATTTTGA 

CCACTTGTCTTGCAGNTAGTTTTGACATTTTGTAGGTTM 

GTGGGCCATCTCATTCTTCAC7TTCTGGNMNCCACTCCATAGATTTGGCTTTTCTTCAG 
GAAMTTAAGNTTCCTTTNCCTTTATTTGGATTGGANGGNCATTGGCCTACTGGAAAANA 
AATATGCCTTTTTAGGGTTAAAAAAAAAAAAA 
Sequence 2039 

GTCGACCNCGCATCCGACCACGCGTCGGCCAGACCTCACGTCAACCGGCTGCACCCCACT 

TTCCAGCCTGCGCCCCAGATCTGCAGCCTTCGCCCCTAGATACACCCGCCTGGTGATGAG 

GCGCTCCTCGCGTTCCTTCCGGGCTCCAGGTGTCCGTGAGCCTCCCTTCCGCCCTGGCCT 1 

CCGGTCTCTGCCTTGCTCGTGCTTCTACCACCACCCTTCCCCTCCCAACCCGGTGGATCC 

TCTCGTCTCCCCCAGTCTCCAGTGCACCGGCTTTCCCTCGTCCTCTGCGCAGTCCATCTC 

AGCTCATCTCTCCAATTCAATGCCATCATCTCTCCTCACCATCTCTCGGTGCCCTGGAAT 

GT TTGCT GTCMGATGTCCCCTGTGAAACCCACAMCGCTTGCGATTTGGCCTCCTTGTT 

TTATTTTGTGTAGTCCTACMCGTCTTGTTACTACCCCCTATTACAACACTTATAACTCA 

NAANGAAANAGNNNNNNNNN 

Sequence 2040 

CGTCCGCGGAGATCCGGCACACTGCGGACCGCTGGCGCGTGTCCCTGGATGTCAACCACT 

TCGCCCCGGACGAGCTGACGGTCAAGACCAAGGATGGCGTGGTGGAGATCACCNGCAAGC 

ACGAGGAGCG6CAGGACGAGCATGGCTACATCTCCCGGTGCTTCACGCGGAAATACACGC 

TGCCCCCCGGTGTGGACCCCACCCAAGTTTCCTCCTCCCTGTCCCCTGAGGGCACACTGA 

CCGTGGAGGCCCCCATGCCCAAGCTAGCCACGCAGTCCAACGAGATCACCATCCCAGTCA 

CCTTCGAGTCGCGGGCCCAGCTTGGGGGCCCAGAAGCTGCAAAATCCGATGAGACTGCCG 

CCAAGTAMGCCCCTAGCTTGAGTCGACCCACGCGTCCGATTTAAATATTTGTCCCATTG 

TTTGTGATTAGGATGTAAGCTTTGTGGMTGTAATTAACCCTGCTTTACGAAGTCACCAT 

ATTATAATAGGAAAAACACTGCCTAGGAGGCAAAGAGATCTGAATTCCAGTTCTGATGCT 

GCCACTGTGTAAGGMGTAGTTTTATAAACCATGGGCAAATCATCTTGAGCTTTCTCATC 
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TGTAAAGTTAGGGG 
Sequence 2041 

TCGACCNCGCGTCCGAAAAACCAAAACCTGANTGAGATCTTGGAACCGNTGTGCGCCGGC 

CGNNCCTCTCCCANGGGACCANCCANCCCCGCGCGGTGGCCGACTGNATAGGCGGGACTG 

CGCTTCG AGGCTTAAGG ACG NC AGATCGG AGGCATCGTGTGTTGTCTGTGCGG AGAAGCC 

AAAANNGTGATTACGTTTATTTGCMGACCGTTCATGTTGTTTTCAGTTCATGGTATGAT 

TAAMCCCGATCCTTTGTTACCATGCCCTTAGGTACGAAAAMTAATTGTTTNGATATTT 

GGCAGTCACCCAAAAATATCCAAAAAGCCATGAAACAGTANAGGTAAACAAGTANGAAGT 

GAAAN TMTNTTCGTCCTTTGTTTTCTTTCTGGAGGTGCTCAAAACACCCTCTCAAACCA 

TrTTTCTCAGCATAGAACCAAGTGTGGNCNGGNTANCAGCTAATATTTACNAGGGNAGAA 

ACGMCCX)TNGCGATATTTAGTCACTTTGTTNCCNGGGANCACANAAAATNTTGAACAAA 

CACATGAGAACTGTCACCGATCTCTGTATTGATNACCANGGATACCCGTGAATTTTATGT 

MTATTMTCTNNGGNAGGCANGANTNTTTNNTAGGTATTTGCCTTTTCCMGGTGCNCT 

TTCCNTACCAAAGGAAMNGGTTATTTTAAAAACTTTTACCANAANAAAGGGGATGNCTT 

Al I I 1 1 IGGTCCT 

Sequence 2042 

NGGACTTGGTTTGMCGCGTTTTCCCCAMGTTTATGTGTTGGAAACTTGACCCCCAATG 

CAGCAGTGTTGGAAGGTGCCTACTAGGTGGTGTCTGGGTCATGGGGGTATGACCCTCATG 

GATGGATAAATGCCATGACTGAGGCGGTGGGCTCCTTATAAAAGAATGAGTTTGGGTGAA 

ACCTCGTCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGCACATACCTGTAATCC 

CAGCTACTCGGGAGGCTGAGGCAGAATGGCTTGAACCAGGGAGTCGGAGGTTGCGGTGAG 

CAGAGATCGCACCACTGCACTCCAGCCTGATGACGGAGCAAGACTCCGTCTCAAAAAAAA 

AAAAAAAAAAAAAA 

Sequence 2043 

GAGAAGCCTGGGGGTCCTGGCTGAACTGGGCTGGGTGAAGGGGGCCCCCTGACCCCCTTG 

GGGTCCGGGCTGGGCTGGGTGAGGGGCGGTTTCCGACCCCCAGCCAGGTTCCCAGGCAGG 

ATGAGCTGGGGTTGGGGTGGCTAGGCCGTGGGCCTTGGGAGCTGGGCAGTCTGGGCTGGG 

CTGGGCTGGGCAGGGCGCCACATGGAAGCTGGAGGAGCAACGGGAGCGCTGGGCGTGGGG 

TGCAMTTGCCCAGTGCCTTCTGTTTCCCAGGCAGCTCTGTGGCCATGGATATGTTCCAG 

AAGGTAGAGAAGATCGGAGAGGGCACCTATGGGGTGGTGTACAAGGCCAAGAACAGGGAG 

ACAGGGCAGCTGGTGGCCCTGAAGAAGATCAGACTGGATTTGGAGATGGAGGGGGGTCCC 

AAGCACTGCCATCAGGGAGATCTCGCTGCTCAAGGAACTGAAGCACCCCAACA 

Sequence 2044 

A CACTCATCA ATTAGGTTTTATTTTTATTTCTTTCCTCTACCCCCAGMACMGCCTGTT 

AAI I 1 1 I I I I CCTTCTCCTCTGGCGACTGTGTGATGAATCCTTTCTTGCGTGATCAGGTT 

GCGGATAGACTTGTAAGGGTGTTTGCTGCATACAGTGTAAGCATTGTGACCGCCAATAAA 

CTTCAATGGTTTCTACTGAAAAAAAAAAAAAAAAAAAAAGGACGCGTCTACTTCCCACTG 

GGTCCCTCCCACAACACATGGAAATTCAAGATGAGATCTGAGTGGGGACACAGCCAAACC 

AAATCAAAAGGATATACAAAATAACCAGAAAACAATGAACAAAATGACAGGAATAAGTTC 

TCACCTATCAATAATAACTTTGAATATGTGTTAAATTACCTACCTAAAAGATAGAGACAG 

GCTTAATGGATAAAAAATGACTCAACAACCGTCTACAAGAAACTCACTTCACTTGTAAAG 

ACACACACAGACTGAAAGTGAAGGGATTGAA 

Sequence 2045 

GCCNCGCGTCCGTGAGAATACACAAGGGGGCACGCTTCCAGTAGATGTGTTGGGGAAGGA 

GGAGGGCAGAGGGGACAGGGGACAGGATTCAGCTTTGTGGTGGGTCCTGAGGGTTCCTAC 

CAGGGGTAGCCAGGATCTGGGAAACAGATCAGCGACTCTAGTCTGAAGTGGCTGCCTGGT 

TCGGGGGCTGCCTTCAGCAAGATTCAGGCAGGAGAGACGGAAATAGCCACCTTCCAGGCG 

TGAGTCCTGGAGATAAAAATGGATTTTAACCTAGGACTGCCGGGAGCTGGCCCTCCGCGG 

CTGCTCAGACTAGGGCTGTGTGTGCTGGCTCTCGCCTGTTTCCGGTGTCTAACTGGCTTG 

TTTCTCTTTATGGCTTGGCTTCATTCCGACCTGGGGTGGGGCCACATNCAACCCACTGCC 

CACTGGCTGTCCGTCTGGCCTGCCCCCGCGGTTTCAACCACANTGGTGAAACAANCCTTG 
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CAAGATNTACAACTCGCAACACCGGGTCAAGCAATCAGCTGCATTCCGGACCGGTGTGNA 

AGACCGAAGGGG 

Sequence 2046 

CCCCCCGAATATCTTATCCTTMCATTAMTTGMTTTTTTGCAAATGATCAAAAGGTCA 

TTCCGAGTAAATTCTGTTGTATAGTGCAGATGATCMGCTGAGTATTTGCCATGTTTTTA 

TTTTAGAAAAGAGATGTTGCTATAACATAAGTAAATACGATTCTCGTATGTGGCAGATAA 

ATTTACTTGTAATCTGCTCTAG AGTG AAATT A 1 11 11 I ACATATAAGCATTGTCATCATT 

CTMGGATTATTGAATAATGMTATAAMTGTTCTTGTGTATTTGTGTATGTGTATATAA 

I I 1 1 I IGAAAGTTTCTTTATCCTATTGACCCTTCTCATAAACAGNAGCATATATATATTA 

TATGTAGTAGMTTTATATAGGMCATTGTCTTTTTCCCAGTAATGCTGATTCTAAACTA 

GTTATGTCAATTTCATGTAACATGACATTNAGAATAGTGGGGTGCTAAATATATTTAGAA 

ATGATTTCCAAMTTGNTGTATTTCTAACATAGMNGATATTTGTCATTTTAAAATAATG 

TAAAGAAAAAATGC 

Sequence 2047 

GCACCCCTCCCTGTTGACACAGCCTGGATCCAGAGTTCAGCAGACCTTGAGACAATGAAA 

ACAAACTTAGTAATAATCATTTTTCAATCATTGCAGTAATTATTGATTTGGACAAAAATC 

MTTGACGTCAAAACCTTAMGTGACGTTTCTCTGCCTATGGAGTGGGTCATTCTTTTAT 

TCCTTTAGTTTCATAATAAATTTTCT7TTACTTAAAMAACTTATAGTTTGATGAAGAGT 

GAGATAT ATACC TCATCTCAAAGAATCTTCACACACACACTTATTAATTACAAAAGGAAA 

ATCAGTMTTTTGCAGTGGAGACATATGGCCAACTCCACCTTACCCAAGTGGCTGAAAGT 

CACTGCACCAGTAATGG 

Sequence 2048 

AGAAAAGCCNAGCCAACAGCTCTTAAAATCAGAAAAAACAANGGGAGTCCTTCCTTGTCT 

CNTCTGTGNTCNCNGGCCTTGTCTCTGAGACTNTCTGTGCCCNNAANCNNTNTNNTNGCT 

NTNANCTGATTCTANTTTTG^ITNCCCATGGMTCTGTCCTMGACTGGGGNTTTTTGNCA 

NATGACAGNCTTGCCNGNACNCAMTATCATMCAGCATTTNNNANCGANTTTTGCNGAT 

CMGTAANATANTTGCNTGACMTGACAGCTTTTTAACTCTTTCAAAGTCACCTAAAAGC 

TATTATTGCAGGAGGATTTANGAAGTCACATTCATTNAACACCCAAGTGCTATGGGTGAA 

NNATTCATGATAGCTTGGCCCACMGGTCATGMTTGAGGAGGGAATCTTGCTTTTCAAA 

AMNCMTGGAATGNTCCCNCCACTGAAAMGGGNNATACGTTTTAATATTTTGGACCCT 

TCANAAAGGNTAANGAAAAAAACCCANGGTTCTTTCNAAAAAGTTAGNGAATAAGGGGGA 

ACTTAANTTTCATGGAANACMGCCCATTNTTTNAAAAAAAAAAAAAA 

Sequence 2049 

CNTACGAACGTCTGAAACGTGGAGGAACCTTCAGTTCTGGGAACTCCCTGCCCCTTTCCC 

GGAAAATTCATGAGTAATCCACCTGTTTAGCATATAATCAAGAAGTAACCATAGGCATAG 

TATA TCMGCAGCCCACACTGCTGCTTTGCCTATGGGGTAGCCACTTTTATTCCTTTACT 

TTTTATTAAACTTGCTTTCACTTAAAAAAAAAAAAAAAAAAAAA 

Sequence 2050 

C GCNTCCG AAATCCAATCCTAATGAAAGAGATTGATAAGTGTGACTACAAAAGGTTTAAA 

AC I I I I I I CATAGCAAATTATCTCAGAAACTAAATTAAAAGACAAGGGAGACCAGGTGCA 

GTGGCTCACGCTGTAATCCCAGCACTTTGGGAGGCCGAGGGAGGTGCATTGTTCTAGCCC 

AGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAGCCCTGTCTCTACCCAAAATACAAAA 

ATTAGCCAGGCGTGGTGGCTTATGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGTAAGA 

GGATGGCTTGAGCCCAGGAAATCAAGGGTGCAGTGAGCTGCNATTATGATTGTGCCACTG 

CACTCTAGCCTGCATGTCCAAGTGAATCCTACATNAAAATAAAAAGTNCAAAAANANAAA 

AAATGTGCCGGCCCGCTAGACTAGTNT 

Sequence 2051 

CCACGCCTCCGGAAATGCCTCTCTCCAGAGTCGGACCCTCACCTCCTTCCTGGAACTGCC 
TTTGGCCCCAGAACCATGAGACAATCCCCACCCTGAGAAGCTNCGATCACTGGGAGGAGA 
GAGMAGCCTCCAGCTTTGGGATTCAGGCTTCAGAAGTTTTTAGCAGCCTTTGCTCATTG 
GAGAGGTGGGGAGGATAAGTCTATAAGGAATCCTATTTCCCCAGCTCTCCCACAGAGAGG 
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ACAAMGMGTCTTCACACCGTTGTGGMCTTTCCTGCAACTTCTGGATGCAGACAAGCC 
TCAGAGCAGACTGTTCTGGCTCCAGNGAATATCGGCTGCCAAGCTGTGAGCATCCAGGGA 
TCCNCGTCTGCCTGGCTTTCCTGAAAGTCAGAAGGCGCCTTGGTCATACTGTGTGGGGTG 
NGTNGGATNTTNAGTTNTGr^CTCTTTTCTTTTTCCTT^ 

GCCAACACCCCTGACAGCAATTGTGCNGCACTTGGCTTAATTCACACCCTATGAATAATT 

TTTNATATTTCMCTTGGAAAAGGTGGTTMGAMCTTTT 

Sequence 2052 

GATGGACTGTGTCATNCAGGACGGCCCTGCTGCATTGGCACCAAGGGCAGGTGTGAGATC 

ACCTCCCGGGAGTACTGTGACTTCATGAGGGGCTACTTCCATGAGGAGGCCACGCTCTGC 

TCTCAGGTAGGTCTGCAGAGTGTCCGTCGTTCCCCTCCCCCAGCTACTGTGATGCTGATA 

TGCTGCTCTGCGCAGGTGCACTGCATGGATGATGTGTGTGGGCTCCTGCCTTTTCTCAAC 

CCCGAGGTGCCTGACCAGTTCTACCGCCTGTGGCTATCCCTCTTCCTGCACGCCGGGATC 

TTGCACTGCCTGGTGTCCATCTGCTTCCAGATGACTGTCCTGCGGGACCTGGAGAAGCTG 

GCAGGCTGGCACCGCATAGCCATCATCTACCTGCTGAGTGGTGTCACCGGCAACCTGGCC 

AGTGCCATCTTCCTGCCATACCGAG 

Sequence 2053 

NCGCNTCCGGGCAGAGCCCCCGGAGCCTGGCCAGCCCTTCCGGCAGCTCCAAAGCCACAG 

GCAAGCCCCGAGGCTGGGATGGCCGGCCCAGGAGGGAGGAGGACGACGTACCTCCCGAGG 

AGAAGAGGCTGCGGCTGGGGCTGGAAGGGGGAAGCGCACAGCCCGAGGACTGCNAAGGAC 

GGGGAGGACGCGCXJGCGGCCAGGCAGGGAGGAGACCGGCACCCAGACAGGTGGCGACGGC 

AGAGGAACACAGTGGCTCACGCCTGTAATCCCAGCACTTTGGCAGGTCGAGGCTGGCGGA 

TCGCCTGGGGTCAGGAGTTCGAGACCAGGCTGGCCAACATGGCGAAACTGTCTCTGCTAA 

AAATACGGAAGTTGGCTGGGAGTGATGGCACGCACCTGTAATCCCAGCTGCTTGGGAAGC 

TGAGGCAGGAGMTCGTTTGAAGCGGGGAAAGCGAGGTTTGCAGTCAGCTTGAGATCACA 

CCACTGCACTTCANCCACCTGGGGTGACATGAGCGACACTTCTGTTTTCAAAAATAAACC 

GAA 

Sequence 2054 

CTGTGTAGGACAGACTCTCTTTGACTCCCTAGGATTTACCCCAGTGCCTAGCATGTTTCA 
CAGCTTAGAGGAAAACAACATTTGTTGACTGACTTTTGATCTCCAI I I I I I GGTGAGATG 
CAGTGGCTTACACCTGTAATCCCAGCACTTTGGGAGGCTGAAGCGGGCGGATTACTTGAG 
GCTAGGAATTCAAGATCAGCCTGGACAACATGGCAAAAAATACCAAAAATAAAAAAAAAT 
AAATAAATAAAAAATTTAGCCAGACATGGTGGCAGGCACCTGTGGTCCCAGCTACTTGGG 
AAGCCAAATCGCTTAAACCTATGAGGTGGGAGGTTGCAGTGAGCCAAGATTGCACCACTG 
CACTCCAGCCTTGGTGACAGAGTGAGACCCTGCCTCAAAAAAAAAAAAAAAAAAAA 
Sequence 2055 

TCGACCCCGCGTCCGGGMTTTGGGGTGGAATGTGATGAGATTAAAATGTAGCTTTGGTA 

T AACT TCATGTGTATTTCAAAATATACTGAACGTCAACATGATTTGAATAAAGAAAATGT 

ATTTTCTACTTGAACCACATAACACTGTTATTTAAMCAGTTTTCTGCAGTCTAAAAAAA 

AAAAAAAAAANNAACAANNAATN 

Sequence 2056 

CGTCCGGCAGAATGGCTCCCGCAAAGAAGGGTGGCGAGAAGAAAANGGGCCGTTCTGCCA 

TCAACGAAGTGGTAACCCGAGANTNCACCATCAACATTCACAAGCGCATCCATGGAGTGG 

GCTTCAAGAAGCCGTGCACCTCGGGCACTCAAAGAGATTCGGAMTTTGCCATGAAGGAG 

ATGGGAACTCCAGATGTGCGCATTGACACCNAGGCTCAACAAAGCTGTCTGGGCCAAAGG 

AATAAAGGAATGTGCCATTCCCGAATTCCGTGTGCGGGTTGTCCAGANAACCGTAAATGA 

GGGATGGMGATTCACCAAAATTAAGCTATATNCCTTTGGNTNCCCTATGTACCTGGNTA 

CCACTTTNNAAAAANTTTACCAGACCAGGTCCAATGGNGGGATGGAGAACCTAAATCGNT 

TGNTCGGCCGGANTCAAAATTAAGGTTNTTAAAATTTGCCAAAAAAAAAAAAAAAAA 

Sequence 2057 

CGCNTCCGGAGAGAGCCCAGGGATGCCTTATGGTCAGAACAAATTTATAGACAACAAAAG 
GGAAGTGACCGTGCAGAAATCAGAAGTGAGGTACAGAAACAGCTGGACTGATTACAGCTC 
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MCATTTGCCTTTTTTGAACAAATCTGAACACTCAGCAGTGTATGAGTGGTTGACCGTAT 

NGGCTGCTGTGATTGGCCAGACCTCAGCTATTGTTACAGGCACATACTCTTAAGTCAGGT 

TTTCMTCCTATCTGACTATAMGTTAGGTTACAGTTTGTCCTCATGGACTCAAATTTAG 

MGTATGGCGTCCTTCTCAGGCCATATTTAGTTCAGTTTAACAAGTGCATATGGCTTCTG 

ACAAAGGTGTGGCCCCTTTAGGACTCCAAAGACGCTGTCACTTACATGGTATTCAGGGAA 

GACACAGAGGATCTGTGAGCAGCCTGCAGCCAAAGCTTTTGAGATCATATTGAGATTTTT 

TTGTANTATANGAGGAGGGGTTCTGGCTC 

Sequence 2058 

CGGAAGCATCGACCTGCGAGCTCACAGAGCTGGGAGCAGAGCACCCACGCACACCCCGAA 

TGGCTATGGAAGCTGCAGGGCGCCAGGGACACTGGGAGTCCCTGCTCTCATGGCAAAGCA 

GGGACGGGGGACTTAAAAGCCACCAACAGGAAAATCGGGGAAAAAAGGGAAGATGGTGGT 

MCAGTTGGACACTATTTCTTGGCAAAACCGTGGAAAAACACGTTCTACACCAGCAGGTG 

GCAAATTGTGGCCGCCATCTGTGTTTGCAAATAAAGTTTA 

Sequence 2059 

CCCCTACAATGAGCTGTCCCGCCTCAGTGGCCTGCGAACCCTCAACCTCCACAACAACCT 

CATCTCCTCCGAAGGCCTGCCTGACGAGGCCTTCGAGTCCCTCACCCAGCTGCAGCACCT 

CTGCGNGGCTCACAACAAGCTCTCAGTGGCCCCTCAGTTACTGCCCCCGTCCCTCCGNGT 

CGCGGATCTGGCTGNCAACCAAGT 

Sequence 2060 

ACCCACGCGTCCGCCGATTTTCCAGGTGCCGTCTGTCACCCCTTTCTTTGACTNGGAAAG 

GGAACTCCCTGACCCCTTGCACTTNCCGAGTGAGGCAATGCCTCGCCCTGCTTCAGCTCG 

CACATGGTGCGCGCACCCACTGACCTGCGCCCACTGTCTGGCACTCCGTAGTGAGATGAA 

CCCGNTACCTCAGATGGAAATGCAGAAATCACCCATCTTCTGCGTCACTCAAGCTGGGAG 

CTGTAGACCGGAGCTGTTCCTATTCGGCCATCTTGGCTCCTCCGCTCTATTTGCAGTTCT 

TAAAGGGCTATTGTACTCTCTGGGATTGTACGAACTTGGACTGNATTGGAACTGCAACAG 

AAAATCTTCCAGGCAAGTGCCA 

Sequence 2061 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTCATTCAGTGTACGAGGGAAAAAAGCAT 

GTATTGGGCCACCGGAAGACAAGCTAATAAATAGGCTGGAAGTAATATTCTACCAGCAGG 

AACTCAACAGCTCCAGTTAAATGCTTTGATATAGNGGCTCCTTTGCAGAGCCAAAACAAG 

ATTTATTAAATTTCCTTCAAACTGTTTATCTTTAAAACAAATATMGGTTTTAA 

TGCTGMGCAAATGTGMTGCCAAAGACTATGTTTTGCAGTTTTGCTTTCCTCCCAATAA 

ATATTMTGTATGTMTTCTAGAGGGTAAAMTGTMATAGGTTTGGACAATATTTGCAC 

CCTTGTTTGTGTTATGAAAAAAATTTTTCCMGGCGAGCTAGAGAGAAAGATGTTTGGCA 

TGCCAMTTAACTTGCATGTTTGTTAAAMAACAAACACATGTTTTTGAAAAGAAACCAG 

ATCTGAACGTGTATTTGTTGAAGTTTTGCAAAA 

Sequence 2062 

CCCTTTC GAGCGNCCGCCCGGGCAGGNAC I I I I I I I I I I 1 1 I I I I I I i I 1 1 I I I I I I I I I 

Mlll llll I IIM I II I M MIMU II I I II I MI I Mll l illl ll l l l l l llll ll 

TTTTAAMAAMAANNAMANNNTNNNNTTTTTTNGGCCNTTNNTTNAANNNM 

TTNTTTNGGGNTTNNTNNAAAAAANNNANNNAAANCCCNNCCNGNNNTTTTTAGGGNAAA 

AAMANTTTTNCNGGGNTNAAMAAAATTNNTTTTTGGNTNCCAAAANNTNNGNNAAAAA 

ANNAMNNANCCNNNNTTTTTTNNNNNGGGGCNCCCCCTTTTTTTNCCCNTGGNGGGGNG 

GGGNAAAAAGGGGNTTTTTTTNGGANCCGAMAAAMCGGGAMNT^ 

GGGGCCNTAAAC I I I 1 1 I I I NNCCNCNNTTNTTTTTTMMANCCCCCNNCCCTTTNTCC 

CTGNTGGNNCCCTTTTTGGCCCGGGGAAACCCNN I I I I I I 1 1 1 1 I I I I I I I 

Sequence 2063 

AAGGGAAAATGTCACGTANACTAGATCAGGGAACAAAATCCTCTCCTTGTGGAAATATCC 
NATGCAGNNNGNTGATACAACTTANTATCTTATTGCCTAANAAAAAAATTTCTTATCATT 
GTTTCANAAAAGCAAAATCATGGAAMTTTTTGTTGTCCAGGCAAATAAAAGGTCATTNT 
AATTTAGCTGCAATTTCAGTGTTCCTCACTAGGTGGCATTTAAATGTCCCCTGATGTCAT 
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TAAGCACCATCCAAAAAGTCTGCTTCATAATCTATTTTCAAGACTTGGTGATTCTGANAG 

TTTTGGTTTTTGNGACTTTGTNTCTCANGMAAAAMNATTCCTACTTAMTTTTAAGTC 

TATAATTCAATTTAAATATGNTGNGGCGTCTCATCCAGGATNGGATAGGTTGTCTTCTAT 

TTTCCATTTTACCTATTTAC 

Sequence 2064 

CCCTTTCGAGCGNNCGCCCNNNCAGGTACAGACTTAGAAATTATCTAAAGATTTCATCTT 

TTTACCTCATATTTCTTAGGAATTTAATGGTTATATGTTGTCI 1 1 1 1 1 1 CCTATGTCTTT 

TGGCTCAAGCAACATGTATATCAGTGTTGACTTTTTCTTTCTTAGATCTAGTTTAAAAAA 

AAAACCACATAACMTTCTTTGMGAMGGAAGGGATTAMTAATTT7TTTCCCTAACAC 

TTTCTTGAAGGTCAGGGGCTTTATCTATGAAAAAGTAGTAAATAAGTTCTTTGTAACCTG 

TGTGAAGCAGCAGCCAGCCTTAAAGTAGTCCATTCTTGCTAATGGTTAGAACAGTGAATA 

CTMGTGGMTTGTTTGGGCTGCTTTTAAGTTTCTCTTAATCAAAATTACTAAGATGATA 

GAATTCAAGAACTTGGTACATGTATTACTTGGTGGTATCGATAATCATTTAAAAGTAAAA 

GACTCTGTCATGCA I 1 1 1 ICCCCATTTCI 1 1 1 1 1 1 1 I CCCTGTCTCCGGGGCCAACCCAA 

GTGGGTCTTCATTTT 

Sequence 2065 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGNGTCCAAGATGGCGGATGAAGCCACGCGA 

CGTGTTGTGTCTGAGATCCCGGTGCTGAANACTAACGCCGGACCCCGAGATCGTGAGTTG 

TGGGTGCAGCGACTGAAGGAGGAATATCAGTCCCTTATCCGGTATGTGGAGAACAACAAG 

AATGCTGACAACGATTGGTTCCGACTGGAGTCCAACAAGGAAGGAACTCGGTGGTTTGGA 

AAATAACATCTGGGCCTGCTGGAGAAAAAGAAAGATTACAAACTTCGTTGCATATGACTA 

CCGTAAAAAACAAGAATACCTCAAAGCTCTTCGGAAGAAGGCTCTTGAAAAAAATCCAGA 

TGAATTCTACTACAAAATGACTCGNGTTAAACTCCAGGATGGAGTACTTTAAI 1 1 1 I I I I 

TNTTNATANTTNCCAGGAACATTTTCTAATTATGTTATATAAATGGGTATGTGATATGTG 

NGCTATTTGTGTGCTAATGTCCTAAGTGAAGTTCTGCAGACCATCTGGGTCAAAGTGCAT 

TTCGCATGATCCAAAANATGAAGAACCACTTGTTTGTCACGGGAGACNAGGGAAAAAAAA 

A 

Sequence 2066 

CTTAGCGAGGTCACGNNCNANGAACGCGGGGNGNTCAGGAAGATNTCTGAAGAGTGCAGC 
NGCCTGAACCGAGCCCTGCCNAACAGCTGACAATTGCACTGCAACCATGAGTGA 
Sequence 2067 

CATGCAGAANTCCTCGCTGGAGTTTCATAAGGCCAATGAGTGCCAGGAGCGCCCTGTTGA 

GTGTAAGTTCTGCAAACTGGACATGCAGCTCANCAAGCTGGAGCTCCACGAGTCCTACTG 

TGGCAGCCGGACAGAGCTCTGCCAAGGCTGTGGCCAGTTCATCATGCACCGCATGCTCGC 

CCAGCACAGAGATGTCTGTCGGAGTGAACAGGCCCNGCTCGGGAAAGGGGAAAGAATTTC 

ANGCTCCTGAAAGGGAAATCTACTGTCATTATTGCAACCAAATGATTCCAGAAAATAAGT 

ATTTCCACCATATGGGATTCCCAGACCATGANGCCAAAGTAATTCCTAATCCCCACACAC 

AGGMTGGCATGGGACCTGNGATTTTGAGTTTTCAAGGGGCCGTAAGNTTTTNATTCTTC 

ACACCTNCAAATTACCCGACCCCAAAAAAAAAANAAAAAAAAA 

Sequence 2068 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTNTCCGATTTCAAGAACTGATGAAATTAGAAA 

AAACACCTACAGAACATTGGATAGCCTGGAGCAGACCATTAAACAGCTCGAAAATACAAT 

CAGTGAAATGAGTCCCAAAGCCCTAGNTGATACCTNATGTTCTTCCAACAGAGATTCTGN 

AGCAAGTTCATCCCACATAGCCCAAGAGGCCTCTCCCCGACCCTTGCTAGTTNCGGATGA 

AGGTNCCACTGCCCTAGAGCCCCCTACGTCGATACCTTCAGCTTCACGTAAGGGCTCCAG 

CGGGGCCCCACAGACGAGCAGGATGCCTGTCCCCATGAGTGCCAAGAACAGACCCGGAAC 

CCTGGACAAACCCGGCAAGCAGTCCAAACTGCAAGAACCNCGCCAATATCGNCAGGGCTA 

ATGGAANTNCTAAGAAATCTTGGNNGGGGACTNTTAAAGCCTACTTTCCCCTACTTACCT 

GCTTCTAAAGATTCCAAGGCCNTTCTTCCAAACTTTTGGG 

Sequence 2069 

CCCTTTCGAGCGGCCGCCCGGGCAGGTTCAtGGATNNGAGCAGCTTCACCAACCCCTGCA 
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AAGTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCC 

ACGCACAGCTGMGCATGAGGAMCTCATCGCGGGACTAATTTTCCTTAAAATTTANACT 

TGCACAGTAAGGACTTCAACTGACCTTCCTNAGACTGAGAACTGTTTCCAGTATATACAT 

CAAGTCACTGAGAGAACATCACCACCCTGAAGCCAGAGACTAACACTGCAGGACTCAGCA 

GGACTATTTAAGAAACAACTGAGGCATCAGACCAACTTTCCCCACAAGTCCTCGGATCTT 

TCCTGCCATGCTGATGCCATATATTCCAACGTGATCAACCTGGCTCCCCAGAAGGAGGAC 

GACTTTGCTGTCTACACCAACATGCCCCCTTTTCATCACCCCAAGAGGACATTGCCAGAC 

CAAGTGGGAATATGTCTTCCATTGTATTTCCAACTGATGGGGAAAGCCTANATGAAGATG 

CTCMGMGNGGGGGGTCMGACCCTGACCCCAGCNTGMTCTTTGGCATTACCCTTTGC 

TTTAAATTTAATGTGGTGGNGNTTTAAAAAAAAAAAAAA 

Sequence 2070 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I M I I II II I I I I II I II I 11 I CNGCGGGG 

NGNNCTACTTNANAATCTTTGGCNGGTTTNNCNGTTTTNGGTTTTCTNANCNCTTGGNCT 

GGTNC ATTT GGTTTNGMNMTCNGTTNCTTCNGATTTTTNANCAAANGGTTTTTNG 

AANGGTTTTNGAAANCTTTNNCCTTCTTCNGTNGMGTNGTGGGTTTTTNANAANANAAA 

MTTGGGGTTNATCATTTTTTCTAGGCCNGAANGTTT^ 

ANATTAATAC 

Sequence 2071 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCNGGTTANCAGACCCACAACACGAAGCTCCTG 
CCTTTTAAGACTACAAAGAGGCAGCTCAAAATTAGACTGCACAGGTAAGCGAGGAACTGC 
AGTCTAAGCCTGGACTCTGCCTTCTGCCCTCCCCCCGCGTACTCAAGCAATAAAAT 
Sequence 2072 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCTN I I I I I I I I II I NTTTNGCNGAGTGAGCTA 

CThn-AGGATCTTNTGCTGGTTNTACAGTTTTTGGTTTTCTTAGCACm 

TNNGNTTN GAAGA ATCTGNTTCTTCTGATTTTTTM 

TTTGAAMCTTTTACCTTCTTCTGTTGAAGTTGTTGG I Mil I AGAAGAGAAAAATTNGT 
GTTTATCATTTTTTCTAGGTCT 

TAACTMAAATCTTAAAACTTGNTTTTTGAGAATATTTACTCTTCTGACAAATTCTTCGA 
TTAMCTTTCCTCAGATTTTMGTTAGCTAAAACAAAA 

TNTCGM TGCT NACTCTGTATCTTTCMGTTTTNCMTTTTTTCGATGTCTTAGCATCAA 
AAACAGATTTTAAMCGTCTTCAAATTACTTTTAAATCTGTTCCTGCAGCTAAAACNGTC 

Sequence 2073 

CCCTTAGCGTGGTCNCGGCCGAGGTACGTGCTTATACAAGATGTCAATTATGTGGTCGTC 

CACATGCTGTATTACGTAMTTTAAMT7TGTAGAATTTGCTTCCGTGAACTAGCTCACA 

AAGGACAAATACCAGGTATTAAGAAAGCGAGTTGATAATATGATAATCACAGATCCAATA 

GCAGATATGATCACAAGAATCAAAAATGCCTTCACACGTAAACACAAAAATGTTATTATT 

CCTCATTCTAAGAAAAAAGAAAGAATCTTACAAATCTTCTTAGATGAAGGATATATAAAA 

GGATTTACTGTATCTGGTGAAGTTAAAAAAGAAATTAATGTTGAGCTTAAATACAAAGGA 

AATACAAGTTCAATTGNTGGAATTAAAAGAGT7TCCAAGC 

Sequence 2074 

CCCTTTCGAGCGGNCGCCCGGGCAGGTGGGCAGGTACTTCAGCAAGTCCTCTTTCTCCTC 

AGCAGTAAGCTCAGCCGGCAGGTGCCTGACCAGAAGGGTTCGGTCGCCCCGAGGCGGGGA 

AAGCGAGGAGGAGCTCGTGCATCCCCTTGATATCGCAAGCGGCTGCTCGGGAGCTGCCAT 

TTTCCTTGGAGAAGCAAAAACAGAAATCGTGGGAAGAAGTCTCAGTCAAAATCGCGGCAT 

CMCACAAGCTGGGAGAAATATTTTTTCCGCCTCGCGCTAAGGATTCTGGAAACCAGGAA 

ATACCGAGAAAGAAAGTCACCTTCTCGCGAGAACTGCGCCACCGAAAAGCGGCAACCCTT 

CGAAGACTCTTCGGGGAAGGGCGCGGTGCTAATGATTTAAATTCCAAGGGGTCTNCGGAA 

AGACTTACAAAGCCAAAAATTGGCCCAAAAGATGTGCGANGGTTAACACAAGTTGTCAAT 

CAAAGAAAGGAAACAGGAACCCCAACCCCTTTAAGGA 

Sequence 2075 
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CCGCCCGGGCAGGTACAMTTGAGCTCTCTATTCATAACCTCAATGTATGTATTCCTGCC 

CATTMTATACTTTGCACCAGCAAMGCGATTTCCMCATATGTGTTTTGGAGGTAATTA 

AGTMCTCTGTATAAAAATAMTGCACTTTTCCCTCCTTTCCCCAGTGAATGGAAAACTT 

CCATACTTTCAAAATMTMTAAAAMATMTTTTTMGAGCMCAGCCCTCMCTCTTT 

GCTGGTGCCTGCCATACTGCCTTTCTTCACTCCATTCTTAGCTCTGCTAGTTTCTTCTTG 

TATGTCATGATAAAAAGGGMTGTGGGTGTGTMCTTTTGTGTATGTCCCGTTTCCAAAT 

TTCCCTCTCCAAAAAGCCAACCAAATAAACAAACAAACAAACGAAAAAAACAGTGCAACA 

AAACACAAATAGCATTCCAACAGTT 

Sequence 2076 

TTTCGAGCGGCCGCCCGGGCAGGCACATAAMCATTATTCCTTCCTTGGCCTAAAAACTC 

ATCGCCACCTACATTAAAGCTAATATGCCTGATTACTGTTTTTAGAGAACTTATTTTATT 

AGGGCAGTTCCAAGCTCAAAAATACGCTAACTGGCACCTTGTTAGCtACATAAAAATGCA 

CCCTAGACCCGAAACTTACTAGACTCATTATAAAATTTTCTTTAAGGTGTCCACGCAGTC 

CCTGGTCACACTTGAAGCAGTCCGGAGAAATATCAGCCCTACCCCAGTAATCCCCAGAAG 

GAACTTACACI I I I 1 1 1 I AATCTTTTCCTACMCTTCATATTTTATAAATAAAAAGACAA 

AAATGTCAGGCCTGTGAGCTGAAGCTTAGCCATTGTAACCCCTGTGACCTGCACATATCC 

GTCCAGGTGGCCTGCAGGAGCCAAGAAGTCTGGGAGCAGCCCGAAAAACCACAAAGAAGT 

GAMCAAGCCAGTTCCTGCCTTAACTAATTAACCCACCTTACGACATTCCACCATTATGA 

CTTGTCCACCATTATGACTTGTTCCTGCCCTGCCCCAACT 

Sequence 2077 

CCCTTTCGAGCGGCCGCCCGGGCAGGTTTANGTCANAGTCTTCTNTTCTNTTCTNNNTGA 

GATGGAGTCTTGCTCTGTTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAA 

TCTCCACCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAACTGGGACTAC 

AGGGTGCGCGCCACCAAGCCCAGCTCATTTTNGTATTTATAGTAGAGATGGGGTTTCACG 

ATGTTGGCTAGGGAT GGGT CTCGATCTNTNGGTCAGAGTCTNTTNCTGTAAAATATCCTT 

GGGTAAAAGMGCAATTTTANACTGTAAACTGATGNCAANATGCTTTAAGGGAAGAAGGC 

N 

Sequence 2078 

TCCCTTNCTTTCTCGCACGTTCGGCCGGCTTTTNCCCGTCAAGCTCTAAAATCGGGGGGG 
CTCCCTTTAGGGGTTCCGAATTTAAGTGGCTTTACGGGAACCTTCGAACCCCAAAAAAA 
Sequence 2079 

CCCTTTCGAGCGGCCGCCCGGGCAGGTNCAGGGTCTGTCAGAAACTGTTGGAATCTTACA 

TAAAGTCAAGTCTCAGAAATGTCCGATGCTTCACCATATTCTTATATTCTATGCAATTGT 

TGTCTGTGCACTAATCATCTCGACCTTCTACATGAGATACAGAATTAATACTCTGGAGGA 

GCAGCTGGGGTTACTAACCTCCATTGTGGACACCCATAATACTGAACAGGCAGCACCATC 

TGGCCTGAGGTCACAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 2080 

ACCNTATAACGGCCGCAGTGTGCTGGAATTCGCCCTTTCGAGCGGCCGCCCGGNCAGGTA 

CGCGGGGNTGGTTCCAACTT7TCTGCTNATCTGGGAGGTGNTGGGCGCGGACAGTCNAGA 

TGTCAGAGAAAAAGCAGCCGGTANACTTAGGTCTGTTAGAGGAAGACGACGAGTTTGAAG 

AGTTCCCTGCCGAAGACTGGGCTGGCTTAGATGAAGATGAAGGATGCACATGTNCTGGGA 

GGATAATTGGGATGAATGACAATGTAGAGGGATGACTTCTCTAATCAGTTAACTGAGCTG 

AAACTAGAGAAACATGGGTTATAAGATGGGAGACTTCATAGCCATCCAGAAGAAGTGCTG 

AAGTAAACCTAAAACTTGACCCTGCTNAAATACATTGTAGGGGCAAGAAGAACCCAAGGA 

ATGGGGACACT 

Sequence 2081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGNAAGTGTCGGCGCCGCCACTGTCCG 

GCCACAGCCTAACGCTCTTNGCTGTCGTTTGNGGNCTCGCGCAGGGCGGCCCCGGNTCTG 

GTGTTTGGCNGTCGGAATTAAACAACCACCATGTCCGAGCAAAAAGGCAAAGACCAAGAC 

CACCATAGAAGCGCCCTTAGCGTGCAACATCCAANGNGTTAGNCATGTTNGACCAANNCA 

CAGATTNGAGGAGTTCAAAAGAGGCCTNCAACATGAGTTGATCAAGAANANGAGATGGCT 
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TCATTNGANAANGGAAAAATGCCNCAAGGNNNNGCCTNNGCTNACTCTAGGGGAAATAAA 
CCCCNACCTGANTNNGAAMTCTTGAATGGCCCATGGATGAAATGAGGCCCCCA 
Sequence 2082 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGATATNTCACAT AI I I I I GAGAAAAATTCC 

CAAGCCAGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATA 

ATGGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAGCACAGCAG 

CTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCCTTCACACGCCTCAAATCC 

ATGGTTGGCTCCTTCAAGCTGCAGTMGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTC 

AGCCTTGCTCCTTCGCGAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTT 

TCCTCATCTCCCAGTTGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTTTGGCT 

CCTCCCCAGCTGCTGCGAGCTTCCGCTGCCCCCGCGTACCTGCCCGGGCGGCCGCTCGAA 

AAGGG 

Sequence 2083 

CGGGCAGGTACCAAAGCCTTNTGNCCCCATTTTCCATCATACGMTAGTATTCCCTGTTG 

CTAAGCCGATGATACATTANCCTTTTCCCAATAGGNGNGAGNGGATGGACTGAATGGAGA 

A 

Sequence 2084 

CGCTCACTGCCCGCTTTCCAAGTNCGGGAAAACCTGTCGGTGCCAGCTTGCATAAATGAA 

ATCGGCCAACCGCGCCGGGGGAAGAGGGCGGTTNGCAGTAATTGGGCNGCTCATTCCAGC 

TTCCTCCGCTTCACTGGACTTNGGANGGCNCTCGGGTCCGTACNGGCTGGCGGGCNGAGC 

CGGGGNATCAAGCTCAANTTCAAAAGGCCGGGNAAATACCGGGATAACCCACCAAGAANT 

CAAGGGGGGATAAACGCAAGGGAAAGGAACATGGTGAAGCCAAAAAGGG 

Sequence 2085 

NCNGANCNGGGAGNGGGGAGAGCCCGCGGAGGNGCCCCAANCNCCCNAAAGCGAGNCGCA 
NNACGCGCGCNCACGGGCCGCGAAAGACAACGCAAGACGGGGAAAACCCCGCCGCNACCC 
AACANAACCGCCGNGCAAGCACAANCCCCANAG 
Sequence 2086 

TTTNNAGTTTTNGGGANCCACTAGTTCTNGAGCGGCGAGGTACTTATCAANAATGGGGTC 

CNTAMGACATAATCTTTGCCAGTAGATGCAGAGTTGCTGGTAGNTTATGACTAATTCCA 

AGACCGTCCGAAATCCCTGGGCTGTGTTGAAATGTGNNTTCATGCTCCCTCGCTCCCAAG 

CATAGACCGNCAGGAGCTCCAGGGCATACTGAGGNGGCAAGCTTCCAAGCTTCTTCTTAC 

AATTTTGGACCTGCCCGG 

Sequence 2087 

CCGGNCAGGTACACTCGGAAATGGMGGCGANGTTTGAGTCTTTCTTCATCTCGGTATGG 
AAATCCACCTGCAGCTGTGGGTCCATGACGAAAGGGATGATCGGTGTCCCTGTGATTATC 
ACACAAGAACCAGTAGACAAGGACACAGGCCGTGTGTGTGGTACCT 
Sequence 2088 

CNGGACTCACGCGGCGGCGGGAAATGTNATNCGATCACAATTCCACACACATACCNCCGG 

GANTnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnATCAGGGGGATAANGCAGGAAAGAANATGNGGAGCAAAAAGG 

CCAAGNAAAAAGGCC 

Sequence 2089 

TTTNGGGGACCCACNANTNNGGNGAGCGGGGCCACCGCGGNGGAGCCCCAACCCGCCCNA 

CAGNGAGGCGCANNACGCGCGCCCACTGGCCGACGANNNACAACGACGNGACGGGGAAAA 

CCCNGGCGGNACCCAACAAAANCGCCNGGCAGCACAANCCCCNNTCGCCAGCGGGCGGAA 

NAAGCGAAGAGGCCCGCACCGAACAGCCCCTCCCAACAAGAGGCGCAGCCNGAAAGGCGA 

AAGGGACGCGCCCNGNAAGCGGCGCACAAAACGCGnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnAGCGCCCGCNCCCTNCGCGNANCAACCCCTNNC 



• 
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CNTCNCGCCACGGACGCCCGGCTNTCCCCGNCAAGCNCTAAAAACGGGGGCCNCCCACAA 

AGGGGGCCGANANAAGAGCNNNAACGGGNACCCNCGACCCCAAAAAAACNNGGAAANAAG 

GGGGGAAGGGGNCAACGCAAGNGGGGCCAANCGCCCCGGANAAAACNGGAGANNACCGCC 

CCNCNGAACGGANGGAAGACCANCGGCCCNAAAAAAAGGGGNCCCACGGGGCCAAANCAG 

GGAACAACACACAAACCCCAAANCCGGGGCCANNNCCNNTGGAANCAAAAAAGGGANANG 

AGCCGAACACCGNCCCAATGGGGGA 

Sequence 2090 

NATTGCGAANTGGGCCGCTCTTCNCGCTNNCTCGCTCACTGACTCCGCTTGCGCTCGGTC 

CGNNCGGCTGCCGGCGAGCGGGTATCAAGCTCACTCAAAGGCGGGAAANACNGTTATTCC 

ACAAGAANCAAGGGGGAATAAACCGCCAGGGAAAAGAAACAATGGTGAACAAAAAGGCCC 

AGCAAAAAGGGCCAAGGAAACCCGAAAAAAANGCCCNCGGTTGGCTGGCGTTTNTTCCAA 

TAAGGCTCCGGCCC 

Sequence 2091 

CCCTTANTTTNGNCNTTNNCGANGNACCACACACATAGGTAGCCNGCATTCATGGAACAG 

GCACCGTGGGCTGGGCTGCACCACACCATCTTTCCATGTGTTATCTCTTTCTAGAGACTT 

CTTGAAMTTGGTAGGATTATCATATCATATGTTCTTGGAAACATCTGTTGACTATTTCT 

GTACATCATGGCTCGGACTTGGGTCAAGCTCTTGGCACCAATGTCCTGGCATGAGTGTTG 

GATGCCAGCAATCAGGTAAGGGACAAATTTGTGGATTGACCCTTTGTCCTGCACAGCACC 

AGACACTCCCTGGGCCACTTTGATTTTGTCAAGCTTCACTGAAATATCTGTTCTGGCTGC 

TGAGGTGCTTGTCCCATGGCATCGMGAGAACCCATACCGCGATATTTCTTTAGCNCGGA 

TCCCATCGGAAAAAGAAAGTANTCACCAGGGGGCCCTAAGTGGGTGGCAGCCAGGAAGAG 

AGCCCCATCATGGACTGNNGGAGGCCCCAAGGGGC 

Sequence 2092 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTTTAMGAGTTGTTTTTTGGCCGGGCGC 

NTTGGCTCATNCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTC 

TGGAGTTTGAGACCATCCTGGCTAACACAGTGAAATCCCGTCTCTACTAAAAATACAAAA 

AATTAGCCAGGCGTGGTGGCTGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGG 

AGAATGGCGTGAACCTGGAAGGAAGAGGTTGCAGTGAGCCAAGATTGCNCCCCTGCACTC 

CAGCCTGGGCAACAGAGCAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

Gnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnG 

TTAATTGCGCCCCTTGGCGTAATCATGGTCATMGCTGTTTCCTGTGTGAAAATTGTTAT 

TCCGCTCACAATTCCACACCAACATACGAGCCCGGGAGCATTAAAGTGTAAAAGCCTGGG 

GTGCCTMATGAGGGGAGCTMCTCMCATTTAATTGCGGTGCGCCTCACTTGCCCGCTT 

TTNCAATTCNGGGAAACCTTGCGTGNCCAGCTTGCANTTAATGAAATCGGCCCAC 

Sequence 2093 

CCCCGCGTCCGCCTCGNAMTTGTTGATGCTCTTTCCCCTCCCCGAGGTCTCGCATNCAA 

ANCCTGGTGGGCTGGCCTTGTGTGGCTGCTTCTCCAGGCCTGGTCAGNACCCAGCAGGCT 

CAGGGTCTGCTCCTGATGCTGNGCTCTGGGACAGGCACGCCACTGTGNGAAACACTAAGC 

NAGGTAATCGAGCATTTNGTGATCACAGACTCCAGCTTCCTGGTCCACCCAGCATGTAGT 

CAGCACTCTGACCTTNACACCAGAGCTCCACAGCGGCTAGGAGTTGACTTCCTGTGTCAT 

GACCTCAGGAAATAAATTTCCTTGACTTTAAAAAAAAAAA 

Sequence 2094 

TTCTGCTGAGACGCGTGTGGCTNCCTCCCCGCAACANCCAAAATGNTGAAGCTGATCGAG 

AGCAAGGAAGCTTTTCAGGAGGCCCTGGCCGCCGNGGGAGACAAGCTTGTCNTGGTGGAC 

TTCTCTGCTACGTGGTGTGGACCTTGCAAAATGATCANGCCCTTCTTCCATTCCCTCTGT 

GACAAGTNTTCCAATGTGGNGTTCCTTGAAGTGGATGTNGATGACTGCCAGGATGTTNCT 

GCANACTGTGAATTCNAATGCNTGCCAGACCTTCCAGNTCTATAAAANGGGNCAAAAGGN 

GGGGGNNNTCTACNGNGCTAACAAGGAAAAGCTTGAAGCCTNTATTACTGAATATGCCTA 

ATCATGCTCTGAAAAGTGGGACCAGCTNCCAAGCTGNTTNAAACCTCGTACCNTTNTTAA 

TTTGCTAAAAACTATGAAAGTGTGGAGAGGCTATCCCAACTGNCATCTGATTATTAGTGA 
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CAATAAAAAAANTAATTCTACCCCTTNANAAAAAAAAAAAAAAAAAA 
Sequence 2095 

TGTGTAGCACCTGNGGNGTCCTTGNGTGATTATTCTTGTNCGAGGTACTTAGGGCAAGTC 
ACATGCCCTCCATCCCNTGGCTCANAGATGAAGAGTAAATCCAAAACATGTGCCTCGCTC 
TTGGTCACTAACTGCTGNCCTG 
Sequence 2096 

TCGAGCGGCCGCCCGGGCAGGTACTTTNTTAATGCCTTNGTTGGAGTCCTNATCCTCATC 
TTTAAAAAAAAAAAAAACAGNTTANCCTMGCCANATTCACTTTTTTTAGTTNACAAAM 
GGATTAANTNGCCACANTGTGATTT 
Sequence 2097 

ATTNNCCCTTAATCATCTCACGCCCCATGTATGATTCTCAAAGNGCCTAGCGTGANCANC 

NGTCCCTNAGACCACACCAATTTCTTNATGTCNCNCTCAAGAAAGCCAAAATGACAATNA 

TAANGCCATCTCAANCNCAATANCCTACCANAACCACCCCNCGGNCTTATCTANACTTCA 

ACTCMACTCTCTGCCTCCTTACTNTCTGGGGAGCTTNAAAACCANNTNACTNATAACTT 

TAAAAACCTNTCTNTAAAATNTCANAAACCACANCCTCACCATTNNCACAACCACCCCCA 

ACACCAAANANNTTCCCAAAACAACC 

Sequence 2098 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAAGACCAATTGCTAAAATCTTGGATTATGG 

AAAATTTAAGTATGAAAGAAAGAAAAAACAAAAAGTTGAAAAAGAAAAACAATCTTTCAC 

AAACMTAGAGAAATTCGTTTATCTTTTGGMTCMTTTAAGNGATATAAAAATCAAAGC 

AAAAAAAGCCAAAGAATTTTTATTAGATAACGACAGAGTAAAAGTGGCTCTTCGTCTTAG 

AGGGCGTGAAAATACAAGACCTGAACAAGGTAAATTAATTTTAAATTCi 1 I I I i I GATGA 

AGTAAMTCGATTGCAAAATTAAGTAAAGAAATGCMTCAGTTGGTAATTTTTTA 

Sequence 2099 

NGNCCTTNCGAGCGGCCGCCCGGGCAGGTACAAATTGAGCTCTCTATTCATAACCTCAAT 

GTATGTATTCCTGCCCA1TMTATACTTTGCACCAGCAAAAGCGATTTCCAACATATGTG 

TTTTGGAGGTMTTAAGTAACTCTGTATAMAATAAATGCACTTTTCCCTCCTTTCCCCA 

GTGMTGGAAAACTtCCATACTTTCAMATAATAATAAAAAMTMTTTTTAAGAGCAAC 

AGCCCTCAACTCTTTGCTGGTGCCTGCCATACTGCCTTTCTTCACTCCATTCTTAGCTCT 

GCTAGTTTCTTGTTGTATGTCATGATAAAAAGGGAATGTGGGGTGTGTAA 

Sequence 2100 

NCCTTAGCGTGGTCGCGGCCGAGGTACACTGGAGGCTGGAGCCTGCAGATGGCATGGCTC 

TGCGGCTCACCTTGCTGCAGTTGGTGGTGGTGACAGAGACTGCAGCTTGACTGTAGTGAA 

TTTGGAMTTATCTGTCTGGAAGCTCTGAGTTTATCTTGGGACCTCAAGAGGAGAGGATC 

ACCCAACTCACAGCAATCAAACTCCAAATGGTGCTATAAACTGAACCACACATGGACACG 

TCAGTCTTCCGAGGACCCTTAGATCAACCCCAGGAGGAGCCCTAGCTGCTGTTCCCCATT 

CGACGCCCCTTTCCAGCAGG 

Sequence 21 01 

NAGGGGCGGGAATTTTGGGNGGGCCCCCCTTTCTTANMTGCATTGCTTCCGNANGGCCC 
GGGGNCCCCCCCCCCAGTGGTGGATGGGATATTCTTNCCAAAAATTGGGGGGGGCCCTTT 
TTNNGGNCCNNAAAAAACCCCNGGGGCCGNCCCGGGGCCAAGGTTACCTTGGACTTGGAA 
MATTTGGGGCNTTTTNTTTTGGGGGNNCCTTTTNCCCNNNNNNNNNNNNNNNNNNNNNN 
NNNANGGGCCCCCGGGGTTTNTTNCCNTTTTCCCAAAANAGGCCCCNTTTNNNGNGNGGG 
GNGGGTTGGGGGNAAAAAAANNNNNNNN I 1 I 1 1 1 1 I I I NNNNNNNNNCCCCCCCCCCCCN 
TT AAAA AA N A AAA A AAAA 
Sequence 2102 

CCC TTTC GAGCGGCCGCCCGGGCAGGCACTTA I M I I I I I I 1 1 1 I I M M I I I U CTTTT 
l I I 1 1 1 I I i I I I I I I I I I I I I ■ I I I I t I I I I I I I I I 1 1 I I I I t I I I I I I I i I i I I I 1 1 I I 
TTTTNNTNAANAAAAAAAAAANTTTTTNTTNMNTNGGGNCNNAMCTNTTTAACNAANN 
AAAAAAAANNNTNNTAAAANGTTNTCNAAGNNGGGNNNNNCCNNANAGGNANAAAANGAA 
AANGNNTNATTTTTTNTTNAMAAAMANNTTTNNTAAAANTGTTGNNGGNGGGGGTAGG 




WO 01/070979 



PCT/US01/09126 



TABLE 1 

351/467 



TTAAAAAAAAAA 
Sequence 2103 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTCTCTGTAGTCTCTCCATTCTAAAGTT 

TMTTTGGAAAGGTCTGTCCTGAATTATCAAAGTAAGAATACTCAGATTTCCATAAGCTC 

TTCTCACCTCCTCTTAGCCCAACTCAMCTCCATCAGACCTTCTCACCTTGATTTTGAGC 

TGGAATGTTTCAATGAGCAAAATAAATTAGACAAANGTTAAAAAAAAAAAAAAAAAAAAA 

NGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 21 04 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGACCCCGGTCCTCAAGGAATCAAAGTTTAAG 

GAAACAGGTGTAATTACCCCAGAAGAGTTTGTGGCAGCTGGAGATCACCTAGTCCACCAC 

TGTCCAACATGGNANTGGGCTACAGGGGAAGAATTGAAAGTGAAGGCATACCTACCAACA 

GGCAAACAATTTTTGGTAACCAAAAATGTGCCGTGCTATAAGCGGTGCAAACAGATGGAA 

TATTCAGATGAATTGGAAGCTATCATTGAAGAAGATGATGGTGATGGCGGATGGGTAGAT 

ACATATCACAACACAGGTATTACAGGAATAACGGAAGCCCGTTAAAGAGATCACACTGGA 

AA 

Sequence 2105 

CCCTTAGCGTGGNCGCGGCCGAGGCAC I I I i I I II I I I I I I I M I 1 1 1 I I NGCI I 1 1 I I I 

M I I I I 1 1 I I n I I I I I I N I I I I I INTTNTNCNTTTCN A I MM lATNC I I I I I I I I I I I 

TTTTNAATGGCCAGGCTCCCAACATTTNAAAAAAACTGCNCCCCCCAATGGGTGAACAAA 

GTAAAGAGTAGTAACCTAAAGTTCACCTGAGTAAGCCACTGNGGAGCCTTAAGNGGNGAG 

GTCTTCCAATTTNANAGNGATGNGNCTTCMCTTGTATNATNATTTTANGCGGAAAAACA 

TAA 

Sequence 2106 

TCGGCGTCGCGACCCCCGAGGACCTCCTCTNCTCGCTCTGTGGCATACACTAGTCCTGGG 

CACTCAACCGCGGAGAGCCCCCGACCCCGGGGTAGCGGCTGAGCCTCAGCCGGGACCGGN 

ACCGGANCCCGCGCGGAGCATGTNATCCGGGCTGGGGGCAGCTGGNACAGTGGGCTGGGT 

TGGCCCTCCT 

Sequence 2107 

MTTTGTGTGTTTGTGTTTGTTTGGGGTTTTTG I I I I I ATTTCTTACATTANAGTNCATA 

TTTTCTGGGATTTAAATTATAGGTGTATTTTCCTATTCTCTTGAGAAGNAGACTAAACAG 

TCTTTGCAATGATGACGGATGCACACAGAANAMACATTAGAAGACATTACTTTCTATCC 

TCTCATGTGGTTGANCATTCTTACACGCCAMTGACTAAATTGGTGTTTCNTAGGAAGGA 

GCAGCTGTCACTTACAATGTGAAMTATTMTGTTTTAGGCCAGNGGGCCAAACCTTCAA 

GGGGGCCTNGTTGGNCMTTTATNGTCCCCTNATNCTTTTNAAAAATTTGAANGGTTCAN 

NNAAANTTGTNNAACCACCAACAAAACNCCCCCTTTNANCATNGNGGGGGCAANGGGGTT 

GGGGACCTTNGNGACCTTAANTGNATTGGCCAATTACCGCCTTGGGGCCTTGNTNAANGC 

CTTCAACNCCNAMANMTTGGCCCACCMTTGGGGGGTCTTTTNGTNANACCTTNTTTG 

NACCMCCMCMCCTTAANCTTNGANCTTCACAAANGGCTTGGGGCNAGGGTANCAACA 

ACNTTCAAGGTTTATNCCGGCTTCNCAAANGGGCNCTTNMCCTTIvrrTTGGNGMTT^ 

AGGCTTAAAAACCTTGGCCATGGAAATCCCANCTTTAAGGGCCCAATCCCCTT 

Sequence 2108 

ACCACGCGTCCGAGCTCGCTCAGCACTCCCAGGTCCTTAGCACTCCCAGGTCGTAGCTGG 

CGCAGTCAGTAGGAACTGTAACTATGTCTCTGATGCACCACGTGTTTAGACACAGCACAG 

TCCTTTTTTCTGTTCCTACGGTGGMGTAGTTTCTCTTTGGGCATGCT^ 

TCATAGCCTCACCGATGAGCCCTTTCTGCGGGAGTGACTCCATGCCTGTATACAGAGTAT 

TTATACAGATGTTTTAGCATCTTCATATGCGGTGTTAACCCCTAGTTCTGTACAGCATAT 

TCTGTTCAAGTATTTTTTTACMGCTTGTGCTGTAGGCACATGCCTTCTGCTGCAGAAGT 

GGACACCCGTGGCACACCCACCCCGCCCCAGTGGGGTGCCATGCCTTCCTGGGACATTGC 

CACTTCTGCCCTGGAACTCATGCAGGTACGTAGTAGCTGCTATTGCCAGA 

Sequence 2109 

NCGCCTATCACATAGTCAAACCCAGTCCCTGGCCACTGACAGGAGCTCTGTCAGCTTTCT 
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TAATAACGTCCGGCTTAATCATATGATTTCACTTCTACTCTATCACCCTACTAACACTAG 

GCCTACTAACCAACACACTAACCTTATATCAATGATGACAGTGACATCGTACTGAGAAAG 

CACATACCAAGGCCACCACCACAATACTCCCGTCCAAAAAAAGCNCTTCCGGTACCGGAA 

TTMCAACAT ATTTTA TCANTTCTCNAAAMGTTATTCTTTTTNTTTATTCGNGCCTTCT 

TCTTGAGCANTTTTTANCCACATCTAMGGCCCTCAGCNCCACMCAACACCTGGCTTTA 

AGGNGGGGCNCAATTTGNACCCANCCCANACAAGGGCGATTCANCCCCCCCCTGNAACCC 

CCCCATTAGTAAAGGTACNCCCCTNNCTTAAMACMCCCTTCTTGGNNATTTAACTTTG 

NCAATCCTTGGGGGGGTNAAACAAANTCAACCCTGGAAGGCTTCACCNACAAGNCCCTNC 

ATTAAAATTAAATNGACCCCGAAAAAANCAAAACCAAANTCCCAAAGGCNCCCTGCCTCA 

TTCACCAATACCTAACTTAGGGTTACCCTTAT 

Sequence 21 10 

CGTCCGGGACCTTTATGTCTTGTNAAGATGTCTAGGCCTGGCCGGGCGCGGTGGCTCACA 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCACGAGGGCAGGAGTTTGAG 

ACCAGCCTGATCAACATGGNGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCGGGC 

ATCGTGGCACATGCCTGTAATCCCAGCTACTCGGGAGGCCGAGGCAAGAGAATNGNTTGA 

ACCCAGGAGGTGGAAGTTGCAGNGAGCCAAAATCACGCCACTGCACTCCAGCCTGGGCAG 

CANAGTGAGACTCCGNCTNAAAAACAAAACAAAACAAAAAAGCAAAACCAGATGTCTAGG 

CCMTGATAATTATTTTTGATGCATTGTGGATTANGNTCTTTTGTTMCCCCACTGTCTT 

GGGG AATGATGCCTGCTGGGAAATTGAGTTTTTTGACTGAAACATGGAACCTTNCTGCTT 

TTTTTCTGGNTCCTATGAAGGTTTTGGAACATNTGAAAACACAAAAACTCACCTTGAAAT 

TTGAGCAGGTCGATGATGGCAAAAAATTATTT 

Sequence 21 11 

GCGTCCGCTGATCTGCTTTGGGACGGCCTTTATATACTTCCTCCTTTCCAGGCCTTCCAC 

CACCAGTGACCACTATTCGACATCTGGCCCACTCTCAGTCATCCTCCTGCTTATGCTTGT 

CTNCTCCTTGAAGGCTTCCCACTGCATGTAGGACAAAGGTCAGATTTTGTAACAGGCCAG 

GCCTGGNCTTNATAGTCTGGNATCCACTAATTTATGGTCTNAGTCTNATCCCTTGGAGGA 

TTACCTCTGNCCTTNGNAAGCTCTGTGCTCCNG 

Sequence 2112 

TTCATMCAATTCTCCTACAAATCACCTTAATTCTGACATTCATGGCCACAGAACTAATT 

ATATNCTACATTCTATTTGAAACCACCCTTATCCCCACCCTAATTATCAGGTACTAAATG 

AGGCAGCCMGCAAAACGCCTTMCGCMGNACTTACTTTCTATTCTACACACTAACCGG 

CTCTCTACCCCTACTCATCATACTMGCGCACACCTACAAACAACACAGGCTCACNTAAA 

CATCACAGCTANCTAACACTTCACGNGACCAAAAAAACNTAACAACCCACCTGGGNNCCC 

CACAGCANTTACCCTGGGCCTAGCNANTGGCATATATAAGCGCTTTTATGGACCAAAAAA 

TACCCCCTTNTTATNGGGGTCTACACNCTTATTGACTTCCCNCANAAGNCCCATGNTTTG 

MAGCCCCNCATTTGCAAGGGGNTCAAATANGTCCTTTGCACGNCAGNTACCTTCCTTAA 

AMCTAGGGCNGGCTATGGGGCMTAAMTACCGGGNTTTAACTCCCCA7TTCTTCAAAN 

ACCCCTTAMCGGGAMTTANCATMGCCNTACCCCATTTCCCTCATTATTAATCCCTTA 

TGGGGGCNATAANTCATAACAAAGGCCNTAAACANTGCCTCCCGACAA 

Sequence 21 13 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGCTACTTTTTAMCAATTTCAACTGCA 

G CTCTC TTTCACTAAGTNAGATGGGNAMGCATGCCATTTCTGTTTNCTTGNGATTTTTA 

CTTTTTAGMACACACATGCTTCCACTGCCATCTGACACTTCTCCACACGCTTTCATNTT 

GTAMCCTGAATTCTATTTNGAGTACCTATCAAATACTTTCTGGAGGNGGGGCACGCTCC 

GCTCGGTCATGATGCTGATCCACTTGGGMCATCAGTTCCTTTCCTCTTCACTCCAGCGT 

CATAGAGATCCCGAGCATCTTGGNNAATCAGTTCATAATCAATGACAGAGCCATCCTCTG 

CTCTTCTACCCTTTGCCA 

Sequence 2114 

GTGGGGGGGGGGGGGGNAANCTCGTTGGGACNCGCCCCNAATTNNNANNNAACCNNNGNN 
CNNNCTNGAGGGCGAAGGNATNNATAAGCTTGAGGGGGGGGGGCTGGANACCGANGNATC 
CACTAGTTCTAGAGNGGGCCGCCNACCGGGGTGGGNGCTNCAGCTTTTTGTTCCCTTTAG 
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TGGAGGGGTTMTTGCGGCGNTTGGGCGNNAATNATGGGNCATTAGGTGGTTTCCTGGNG 
TGGAAATNGTNATCCGGGGGGGGAGGTNCANACAAAATAGCNGAGCCCGGNNAGNATAAN 
AGTGTAAAAGCC 
Sequence 2115 

GCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTTGTGTCCCTTTCTCTTCAAAGAT 
CCTGAGCAAAACANNGATACGCTTTCCATTACCTNATGGGGGGGNCNNGGACCCAGCTCT 
TGGCATTGCTANGGNNGGCTANNATCNNGCCACNTGAGGNTGTGGANNN 
Sequence 21 16 

GTAACTCACATTAATTTGNGTATGCGCTCACTGCCCCGCTTTCCAGTCGGGAAAACNCTG 

GTCGTGCCAGCCTGCATTAATGAAATCGGCNCAACCGCCGCCGGNNGAGAGGGCCGGNTT 

TGCGTATATGGGCAGCTCTTCCGCTTTCCTCGGNTCACTTGACTCGCTTGCGCTCGGGTN 

CGTTTCGGGCTTGCGGGCGAAGGCGNGTATTCAGGCTCACTCAAAGGGCGGGTNAATACG 

GGTTATTCCAACAAGAATTCAGGGGGGATAANCGCANGNAAAGAACCATTGTTGAAGCCA 

AANAGGGCCCAAGCAAAAA 

Sequence 21 17 

ACCTGTCGTGCCAGCTGCCATTAAATGAATCGGGCCAAACNCGCCGGGGNAGAGGGCGGT 

TTGCGGTATTGGGGNCGCCTCTTCCCGCTTTNCTCGCTCACTGACTCGCTGCGCCTCGGT 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnCTTCACTTCAAAGGGCGGGTAATTACCGGTT 

TATCCACCAGNAATCAGGGGGNATAACCGCAAGGGAAAGAACATTGTGAAGCCAAAAGGG 

CCCANCAAAAAGGCCANNGAACCCGTAAAAAAGGGCCGCNGTTTGCTTGGCCG 

Sequence 21 18 

CCGCGGTGGCGGCCGCCACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGC 

TTNTCCTCGGCCAGTTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATCGCGG 

NCGAAATAGAAGCCCANAGAGAGGTAGGTGTAGGAGGCCTGCAGGTACAACTTGTTGGCC 

TACATAAAACACCTAGATGGTAACAACGAGGCAGCCCTGGAATGCTTACGGCAAGCTGAA 

GAGTTAATCCAGCAAGAACATGCTGACCAAGCAGAAATCAGAAGTCTAGTCACTTGGGGA 

AACTACGCCTGGGTCTACTATCACTTGGGCAGACTCTCAGATGCTCAGATTTATGTAGAT 

MGGTGAAACAMCCTGCAAGAAATTTTCAAATCCATACAGTATTGAGTATTCTGAAC7T 

G 

Sequence 21 19 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACCTMCCTACCTTTAAGACTGGGATAACTATT 

GGAAACAATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGGAGC 

TTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGGTAATGGC 

CTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTGTACCTGCCCG 

Sequence 2120 

TGCCCGGGCAGGTACl I I I 1 1 II I I 1 1 I I I I I I I I I I I I GGGATGGAGTCTTGCTCTGTT 
GCCCAGGCTGGAGTGCAGGGGCGCAATCTTGGCTCACTGCAACCTNTTCCTTCCAGGTTC 
ACGCCATTC TCCTGC CT CANCC TNCCAAGTAGCTGGGACTACAGGTGCCAGCCACCACGC 
CTGGGCTMTTTTTTGTATTTTTAGTAGAGACGGGATTTCAC^ 

GTCTCAAACTCCAGACTCTCGTGATCCGCCCACCTTTGGCCTCCCAAAGTGCTGGGGAAT 

TACANGGCATGAGCNCACTTGCGCCCNGGCCAAMMACAMCTTTTTTTAAAAAAATGG 

TACCTNGGCTCGCTCTAAGAACTAGGGGGGATCCCCCGGNGCNTGCAGGGAATTCCGATA 

TCAAAGCNTTATCGATTACCCGGTCTGAACCCTTNGAGGGGGGGGGGGCCCGGGTACCCC 

AGCTTTTTTGGT 

Sequence 2121 

GGTACCTTGTCTGGAGAATGCAGTGACAGCACCGGCCCATGCTTGAGAACCCANGCGGCT 

GTGCAGAGGGCAGCCGACCACTATAGCCAGCAGATGGCCCAGCAACTGAGGCTCCCCACA 

GACACGCTCCAGGAGCTGCTGGACGTGCATGCAGCCTGTGAGAGGGAAGCCATTGCAGTC 

TTCATGGAGCACTCCTTCAAGGATGAAAACCATGAATTCCAGAAGAAGCTTGTGGACACC 

ATAGAGAAAAAGAAGGGAGACTTTGTGCTGCANAATGAAGAGGCATCTGCCAAATATTGC 

CAGGCTGAGCTTAAGCGGCTTTCANAGCACCTGACAGAAAGCAT 
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Sequence 2122 

GGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCNGGCCAGGTACCCTTGGAAGATGGGAA 
AGGTGAGGGAAATATNNGAAGCAGGGTCAGAACATCCACTAAGAACATAGCACCTNAGTA 
NAGCTTACATTATATGAGCCAGGGTAGAGTTANTACTGAAT 
Sequence 21 23 

TACTA TAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTA C I I M I I I I I I I I 1 1 I 

TTTTTGCAACTCGAGACGTTAGTTTACTCCAGAGTCATGGAGACAGTGAATGGAGTGTGT 

GTGTGTGTGTGCGTGTGCGTGAGTGAGAGAGAGAGAGAGGAAGAAGGGAGGGAGGGATGG 

TTACAGGAGTGTGGGAAAAGTCAACAGGAAAAGGAGGGAAGGTTCGCTGTNAACTGACAG 

AAACTGTGACATCACAGGCATGTGCGGAGTCCCCGCCCCCCCAGGCACTGTGCCAAGGCC 

AGTACCTGCCCGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCGGNCTGCAGGGAATTCT 

GATATTTAAAGCTTATNNATACCGACAACCTCNGAGnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnCGCTTNGCCGTANTCATNGCCAATAGCNTGTTT 

NCTGTGTGAAAANTNGTTTATTCCCGCTCACAATTTNCACACAACATACNAACCCGGGNA 

GCATAAAAGTGTAAAAG 

Sequence 2124 

GCGAATTGGATCTCNCCGCGGTGGCGGCCGAGGTACCTTTTTAAATCTAGCCCAGTATAA 

ACATTA GCCT GCTTMTATTTAGACATTTATAGGTAGAATTCTGAGCACTCAACTCATGT 

TTGGCATTTTAAAGTAAAAACAAGTGTGACTTCGAGGACCAAAGAAATTGTCAGCTATAC 

ATTTATCTTTATGMCTCATTTATATTCCTTTTTAATGACTCGTTGTTCTAACAT^ 

AGAAGTGTTCTTATAAAGGTCTAATGTATCCACAGGCTGTTGTCTTATTAGTAAATGCAA 

AGTMTGACTTTGTCTGTTTTACTCTAGTCTTTAGTACTGGTTGTCAGGATTCAGCCGAA 

TGGCTTGCCTCAGAGGGTCAATGGCGTTCTGAGATGGTGGCCAGTTGTCCAGACGGTAGC 

TTGCTATTGCCAGTCCAGAGGTGAATTCTGGGTTCTTTGGCT 

Sequence 2125 

GCGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGGTGAAAGTTCTTGATGAGGG 

TCTCAATGGCCCTCTCCACATCACTGAATTCCTGAGCATCCTCTGCGTTGGCTGACCGAC 

ACTGTGCCATGGTGCCCACTGTGTCTGGTCCTTTGGTGAGAGTTCTGTTGTCCTATAGCT 

GGCCCCAGAGGAGCTGATGGCTCATGATCTGTTGGCAGCCGCTGAGACAAGACAGGAGGC 

CCCGCGTACCTGCCCG 

Sequence 2126 

CCGCGGTGGCGGCCGAGGTACCCGGTGCGCATAAGAGGAAGATTTCTGAAGAGTGCAGCT 

GCCTGAACCNANCCCTGCCGAACAGNTGANAATTGCACTGCANCCATGANTGAGAACAAT 

TAGAATNCCTTGGNGGGCAGCCTACGGNANCTNAAATGCCATTTAACCTGGAACTTGATG 

Sequence 2127 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCACGANGTCATATGTTATTTACAATT 

GGGTTTGTGTGGGATGGGAAGTAGGGCGGATGAGCCAGTACTTNTGCAATGAAGATGCAA 

TAGTCNTTGTCCTNTCCCACTGTCNCCTNTTTCCTCACCCNATGGCAGCTTACATGACCT 

ATTCCCAAAGGGTCCACCGAGNCCTGAACTCAGCTTCATCACCAACATTCCTCGCCTTNA 

GNMGAATTCAACACTGTATAAGGGAGTNGAGGCANAGACTTGGGNCAGGGNGAGGGTGG 

NNAACACNNAAGCACACTNTCTTGTCATCAACCCAAGTTCAGAGACAAGGCCTCCNCANA 

TGNGGAAGATGATGCCCTTAGACACCNCAACCTGNTTGTCNNCNTTCNTNGAAGCNCAAA 

GCAGCCTGNATCTCAACTGAAGAGAAGGGG 

Sequence 2128 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGGGGAATGGAA 

TGGAATGGAATGCAATGGAATGGAATCTTCCGGAATGGAATGGAATGGAATGGAACGGAA 

TGGAACGGAATGGAACGGAATGGAATGGAATGGAATGGAATGCAATGGAATGGAATCTTC 

CGGMTGGAATGGAATGGAATGGAATCAACCCGAGTGCAATGGAATGGAGTGGAATGGAA 

TGGAATGGAATGGAACAACCCGAATGGAATCGAATGTAATGGAGTTGAATAGAATCAATC 

CGAATGTAATGGAATGGAATGGAACCGGAATGGAATTGAATGGAATGGAATGGAATGCAA 
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TGGAATGGAATCAACCCGAGTGCAATGGAATGGAGAGGAATGGAATGGAATGGAAGGGAG 
ACTACCCGAATGGAATGGAATGTAATNGAGTGTAAGGGAATTGAATAGAATCAATCCCAA 
TGTAATGGAATGGAATGGAATGGAATGCAATGGAATGGAATCTTTCCGAATGGAATTG 
Sequence 2129 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACNCGGGGNACTGAAANTCCA 

CACGACANAATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTG 

CCTAATTTACAGCACCCATGAGGAAAGGCCACTTANGGATGCAGCAAGAAGGAGCCATCT 

GCAATCCAGGAAGAAATTCCTTGCCAGGAACCAAATTGGTTGTCACCTTCATCTAGGACT 

TCTAGCCTCGAGAACTTACAAATGGTGATGATCATCAGGTCAAGGATAGTC 

Sequence 21 30 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAACTGAAAATCCAC 

AAGACAGAATAGCCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGC 

CTAATTTACAGCANCCATGAGGAAAGGCCACTTAAGGATGCAGCAAGAAGGAGCCATCTG 

CMTCCAGGAAGAAATTCCTTGCCAGGAACCAAATTGGTTGTCACCTTCATCTAGGACTT 

CTAGCCTCGAGAACTTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGAGCAATT 

GAGATGTCACTTTACATGGGGAGTTATCCATTGATGACGATGAAATGCC 

Sequence 21 31 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATCATTAATGTAT 

TATATACACTGATACTTTAAMCTTGTGTGGAAAAAACTAACTTATMTTTTGTATCACA 

CACCCTGGATATGTGTTCTGTTTCTMGCGACATTTGTGAGAGATTATTGTAAAATGAGA 

GCGAGCAAATAAMCTTAATTTMTCTTTGCAGATACATACTTATGGGAAATTTGAACAA 

ATGAGTG AAACTCT GTGTTmAGTAGGCTGTGATAAA^ 

GGACTTTCT7TTTTGCCGGGNGCTTTAATNANTTAATAAAAA I I 1 1 1 1 IAAAAGTTAAAA 
AAAATNGTG G N AAAN AAAACTTTTTTTTTTTTNTTTTT AAAAAN N AGG NTTN NAN N AAAC 
NTTTTNTNTTTNG CCGN ANNAAANCCCCCCCCCCCGGTTTNCNGGGGAAANAAAAAAAAT 
NNGGGCCCNCCNTTTTNTTTTTTTCNGGGGGGGGGGGGGGGGGGGGN I M I NIMI I GN 
GMM GNGNTGTT TTTTNNCCCCCCCCCCCCCTCTTTTTMNANAAAAAMTTAATTGGG 
GGNNNI M I I M M I i NNATTNNNNACCCCCNCNMTTNGGT^fTT^TT ANNTNAANANC 
CCCCCNGGCCNTTNNTNATANATGCCCCCCNCCCCCCC 
Sequence 21 32 

GAGGTGGTTACATTCGTCGAAGGACACCAGCTGCGGAATTTGCGGNTTTGGCAGATTGAA 

ATCATGGCNGGTCCAGAAAGTGATGCGCAATACCAGTTCACTGGTATTAAAAAATATTTC 

MCTCTTATACTCTCACAGGTAGAATGAACTGTGTACAGAATCCATTCTCATTCTTTACT 

TGCTACATTATGACCATGAGGAGGGCANAGTAGAGGTGAACTCTCTGTATACTTGCTGAA 

AGTCTTCTTGTACCT 

Sequence 2133 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCAGTAAGAGATGGG 

GTTTCACTATGTTGGTCACTATGGTCTTGATCTCTTGATCTCGTGATCTACCCACCTTGG 

GTTCCCAAAATGTTGGGATTACAGGTGTGAGCCACTGCACCAGGCAMCTGCGATCTTTT 

AGTGGTGCCTCTTCTCTCTTTTGACTTAAGGATGTTGTCCCTTAAGGAAACCTGGAGGCT 

ACTACTGTGATACACTACTTGAGAGATGGATTGTTGCTCTTTCTTCTACAGTCTTACANG 

GAGT AGATTA TAAAGACGGAAGATGTTACCATTTGCNTTAATTGTTGGAAGCTGANAGCT 

TT TAAl l I l iGGTTNCAACTGTTTTTGNGGGANNTCCCGNMAMTTTTNNNNNMTTTT 

TNM M I riNGGGAAAAGGGGGCNCNTTTTTAMAACAGGGGGGGGNNGAAAAAATTTGN 

GGGNGGGGGGCCCCNNCCMAAAAAAAMAAAMGGGGGTTTTTTNTTNCCNGNNNCCGG 

GGGGGGGGNNGGGNCNNTTTTTAAANCC I M M M I I GNTTNCCNCCN AAA AAAN NAACC 

CCTNNNGGGGNG ) I M M M M I 



Sequence 21 34 

CCGGGCAGGTACAAGAGATAGAAAGACCAGTCCTTGCTGAAAGACAAGTCTGAATGCTCC 

ACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAAC 

CCAGACACATAGCMTTCAGGAAATTTGACTTTCCATTCTNTGCTGGATGACGTGAGTAA 
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ACCTGMTCTTTGGAGTACAGGACAATNAAGACTACTCCTATNTGCGGAACAACTAGCTT 

TCTATTTAGTTCTAGAATGTTGAAACTGACCGATTGGCTGACATAAAAGTCACATTTTAC 

MAAAAGTGTCTCCAMTGCTTTGACTAGGGGAAAMCCCCTTTTCAATTAGAGGGAGCC 

ATTNTGCMCAMTTTCCCACAMTAATTCGCTTATTCCMGGGGCMNGGCACCATTTG 

ATATNGGGAAATTTTTTTGTTTTTNGNGCCAAAATTTAAGGGNA 

Sequence 2135 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCCAAGACTCAGCACTAGTCTGATG 

ACCTGCTMTTCACTGACAGCATAGGGCTGTCTGTTGTTTTTGCGCAAGTTGGTGTGAAC 

AMGTTCACAATATCTGGTCGMTAGGAGCCTTGMTACAGCAGGCAAAGTGACATTTTT 

GCCAGATGACTCCCCCTTTTCGGAGTACCTTGTTCAAAAAACACCGCTGAGTCACTTCCA 

GGTGCTGTTMGTTTTCTTTAGTGAAGATGTCTATACCAGAGGGAGCATAGTTCCAGATG 

ATTTCCTCAGCGGCMTGTAGTAGTGTCTMCATGCTTCCCACGGATATTATCCTTTTGA 

TGAAGACTTTGTTACACTCCTGGACCTGGAAAAAGGCTTGCAAACCGGC 

Sequence 2136 

TNGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGAATGTAGAAA 

CMTGAGGATGGACCTGGTTTAATAATGGAAGAACAGCACAAGTGTTCTTCGAAGAGCCT 

TGAACATAAAACACAGACACCTCCTGTGGAGGAGAATGTAACTCAAAAAATTAGTGCCTG 

GNAAATTTGGGCTGATGAGCTTTCTGGATCCTAAGCCACCTACCGMTTNTTGGANGGTT 

GGCTGNNGGTGTGGGGAAACACAAGTCTTTTCCAAT7TTTACAAAACGAACCAATTGACC 

CCAGGGACTTNTTTGGTTTATTGGGTGGGG 

Sequence 2137 

CCGCGGTGGCGGCCGNNGTNCNCGGNGCCNGAAGAGGAAGATTTCTGAAGAGTGCNGCTG 

TCTGAACCGAGCCCTGCCNAACAGCTGANGAATTGNACTGCAACCATGACTGAGAACANT 

MGAANTCCTTGGAGAGCACCCTACGGCAACTAAAATGCCATTTCACCTTGNAACTTGAT 

GGAGGGGAGAAAACT 

Sequence 2138 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGNCNGGCCAGGTACCANATGAANNG 
NNAAGACAAGGCCATNCNCCACTTTATAGAGGGNGTNAAANTAAACCANAGNTCCNGGGA 
GAAAGAAANG 
Sequence 21 39 

CCGGGCAGGTAC I I I I I I I I I I M I I I I I M 1 1 I GTTTNATCATATTTAGGTTATTTATT 

MTGAAAGGTATIsn*GANATTTTCAGGAATACAMTTTTGCACCCTGATGACCTCAAATGC 

GTGCA ACAAGATGTTTAATACANGAAAATAACACAAAAACTGTTGTTACAGTGGTTAGAA 

I I l M AACTTTAAAAAACCATGAATTTGTATTGNTTTAATTGCACAATAAAATAATGTTG 

ATATATACTTMGCTTAMTTAATTNCAACANGGNMACATTTTCCAACCCAGAGGTGTG 

GCCTGATGTTGGGGTTCMNTCTGGACTTNTATTTTTTGGGTANCACACTCMCTTTTGA 

ATTGTNTTAAGGGNTTATTTCNANCCATTCTAACTCTANGAAAAAATNTTNAAATTNCGT 

TTCCCAMGNCATTANCCGNGGMTmTTGTTGATTTTCTNCMGAAAA^ 

GAGGTTAAMGGAAGGNGTNTMTATCACTTMTTATCCCAACATTTTCTAAAGGGGGGG 

GGAAAAC 

Sequence 2140 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTATCAGCTAATTGGGCTCCTTT 

GAAATGCTGAGGATCTGCTTACGCAGGTTAACTCTTTGAGGAAGGGGGTNGGGTAAGTAG 

CCCTTMTGTCTTGTAAATCAAGGGGCCAGATGGCGTTCGTCAGGCTTTCCCAGCTAAGG 

GAGAGTCTACTCATATGGGAAACAAGCCTAGGTAATTAAGGAGACAAAAAGGGAAAATTT 

AAAAATAGGGTTAGTAAAAACAAGGTTAAAATAGGGTTAGTAAAAAAACAAGGTCAGGCA 

TTACAAAAGGATTCTCCTGTCTCAGCCTCCACTGGGATTACAGGCTCGCACCACCAAGCC 

CAGTTMCTTTTGTATTTTTAGTACCTGCCCGGGCGGC 

Sequence 2141 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I ll I I I I I I I I I I I I I I 1 1 
NTNAGCAAGCACGTGCACTTTATTGAATGACACTGTAAACAGGTGTGTGGGTATAAACTG 
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CTGTATCTAGGGGCAGGACCAAGGGG 
Sequence 21 42 

TGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTTACCCTTGTCCCTCTCCTAA 

AGGGAGCACAAGGAAACTGAAGAGACTGAAAAAGAAGAGAGTTTGTAGCTGCAAAAGAAT 

AGGGATAGCAAGGAAACCCAGAACTGCATTCCCCTAAGTGGGGCCATCCCATGTGATTGA 

ATTGTCCATAGCTTGCCTATGGTGAGAAATGTGCATGCTCCGTGAGCTGGTCTCTTGAAA 

CAGGACTTATGCTTCCTCTATATTCTGGTTAAATTTTCCAAACACATAAGTTCACTGAGC 

ACAGATTTCTTATCCAGAGACMGTAGMTCTMCCGCAGACTGTTGGCAGAGTTTCCAG 

GCACTTAGCCATGTTCCCTTCCTGACTCAAATCCCCAAAGGCCTTCACTCTCACTGAGAA 

TCACACTACTGTCCCATAGATAAGGCAGGCATTGAAGCACCTGTCGTGATCCTCTAGGGG 

GGAGMTGAMGGTTATTTTCCTGCATTGCATCATCATAGCTTTTAATA 

Sequence 2143 

AGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGNGGNGCNNNGCTCTACAGAATAGAGGCN 
ATNCTTTAGCTTAAGCCTGTCTGCTGACCAGAGAATGGAATTNTGCGTGGNCTCANGGAA 
CAAAAGGAAACTAGGCAGGGAAGGGGAAGAAAAGTGC 
Sequence 2144 

GGCN AATTGGAGCTCCCCGCGGTGGCGGCCGNGGNACTTNI rTTTTTTTTTTTTTTTTn 

TTTTATMCTGATMTTCTTTATTACTAAAGGTTTATTTACATAGNGTTTA 

AAAAAATAAATTACAATACAAAAGTGCTNTTTAGGAAGGAGACACTAAACAACAGGCCCA 

TNTT ACCCC TTGCTNTTTNGCCAAGACATAAGCTACAMTTTTGCCGGAAAAACTGNCCA 

TACATTTTTAACTACTTCTTCATTATTCTTATGGACCATCATCCAGGACATNTGTTTGAA 

GAAATATCCAGTTATAATATTTTCAAAGGNTNGAATTGNGAAGAAAAAAATATAAAATGT 

GATTAMGGATNTNTAGCCTTCAGATGTMTTTACNGGGTTTAAAAATTGGCCCCTTTAA 

MCTTTTGCTTTTTTAGACNAGNNNTAAAAAGGCACMTGGAGACNCCATATTGTTANTG 

GATTTTCANAACNGGGGGNTCTTNTGNGNAATNCNTACCANTTrTTTT 

Sequence 2145 

AGGCACNAGANGANTTTNC I I I I I I I I I I I I I I I I I 1 1 NCTGNNATACAAAGAGCAGATT 

TTTATTGAACTTGGGCNATAACTATATTNCCATACAATNTAAATATTCATGMTAGTTTC 

CCMGTCTGGAGCGACCACATAGGGAGAAMTGTAMTGTCTCAATTTTTGGTTNCACNA 

AAATGI I I I i ! 1 1 ATATCAAAATTTGNTTNTNAAAGCTTGGNGGATTAGCTTAAAAAANA 

MAAAMGTTTCCTTGAAATCNGGGMACAAGACATTTTAAATGAATCAANCAAAATTTC 

AAATTAAAAAAATTATGAAMTATTATCCTCATTAGTTTCATTTAGTGCCCATGGAAANT 

TAATTATTCTCTCTGC^^^TGATCTTTGGGGGGACAAGTTTCMTGGAAAGCCTGTCAG^^^ 

TAANTTCATTAAAAGTTT 

Sequence 2146 

GCTCCCCGCGGTGGCGGCCGAGGTACAAAGGAATAAAAATGTTACAACCTAAAAAAACAA 

MCACCGTAAAACATTTAGAGTAAAACATGACAAACGTGCTGCTTrTAGAGGAAAAGAAG 

TTTCATTTGAAGMTTTGGACTTCAAGCTACAACATCTCAATGAATAAGTGCAAGACAAA 

TTGAATCATGCAAGGATTGCCGATTACAAGAAGAATGGGTCGTGAAGGACACGTTAACAT - 

AAGAATCTTCCCTCATCTATCTCTTACTAAAAAGCCTATTGGAGTTAGAATGGGATCTGG 

TAMGGTTCAGCTGAAAMTGAGTAGCTGTTGTTAAAGAAAATACAGTTATGTTTGAAGT 

TGGTGGAGTTAAAGMGAMTAGCTTCGTGATGCACTTCGTTTAGGTGGACACAAACTAC 

CNTGTTAMTGGMNGAATAATTNNGCANGGGAGGAATAATGGAATTCAAAGATTTAAAG 

AAAAAMCTACTGAGCATTTTAGAACCGTTATTAANTTGAATATTAAATCAGAGCI II It 

ACCCCTTCGTTTTAGAAATTAAACCTCAACCAACTNGGATCATNCCTCNAAAATTCAAAC 

AAGGTTAGAAMNGGTTTTNCCCGGAATTTTTACNNCAATTTAGCCACCCAAAAAAAAAA 

Sequence 2147 

TCCCCGCGGGGCGGCCGAGGTACATNTGCCTGNCTNCCTNCTGTCCTTCCTTTTTATTAT 

AAGGATACATTTATAGNACCCCATAGAAGGAAAAGATAAATTTCATAGGCTGNTAAAAGA 

GGCTAGGCCTAAGTTATAATGCCTCCTCCTCACAGNCCAATTTNCCCAAGGGGCNTTANC 
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ACCAGAGCAGNTTTTCTAGCTTGNGGACAATNCCNNCAGGCTTGAGTGATAATGNICCCN6 

TNGCGGTAGCTCTCCACTTGNTNAAGGACCAAANACACCTTAGCAG 

Sequence 2148 

GGGCGA ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 I I M II I 1 1 I 

MUM iGAC TTTATATATMTACTTTATTTTATACAATTCAGTATATCATGTTAACATA 

TTTCACTTTTAATTTTATGATA 

TATCATA ATTTTTTTAMGTTTGTATCTTTCAT^ 

TTTTTTTCCTGTAGCTTCTGAGMCACATTTTTAGATAC^ 

AGCTCCACAGTGTAGACATGTTTTGGCCMCCTTGTTTTATCGGTGTATGAMTTTGTGC 
TMTAGGATGGATCCMTTGTCATTACATTAGAAAACTAAATGGGAAACATTTCTT 
Sequence 2149 

TCCTATAGGGCGA ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTA CI iTTTTn 

I 1 1 I I I I I II I 1 1 1 GACTTTATATATMTACTTTATTTTATACAATTCAGTATATCATGT 

TMCATATTTCACTTTTMTTTTATGATATGTGTGACATATTm 

ATTATA CTATCATA ATTTTTTTAMGTTTGTATCTTTCATTMTMGGAGGTTCCTTA^ 

AATGGAI I I I I 1 1 I CCTGTAGCTTCTGAGMCACATTTTTAGATACCCGGCTTCTAGTTA 

TACCTGMGCtCCACAGTGTANACATGTTTTGGCCAACCTTGTTTTATCGGNGTATGAAA 

TTTG TGCTAATAGGATGGATCCMTTGTCATTACATTAGAMCTMTNGGGMCATTTTT 

TTTTACATTNGGGGCAACNTACCAAAATTTT 

Sequence 2150 

CCGGGCAGGTACACGGGCAAAGGGGCTTGAGAAGGCCCGGNGGCGAAGCCGAAGAGAAGC 

AACTGTGCCCCGGAGAAGAGAAGCTCGCCCATTCCAGACTGGGAACCAGCTTTCAGTGAA 

GATGGCAGGGCCAGAACTGTTGCTCGACTCCAACATCCGCCTCTGGGTGGTCTTACCCAT 

CGTTATCATCACTTTCTTCGTAGGCATGATCCGCCACTACGTGTCCATCCTGCTGCAGAG 

CGACAAGAAGCTCACCCAGGAACAAGTATCTGACAGTCAAGTCCTAATTCGAAGCAGAGT 

CCTCAGGGAAMTGGAAAATACATTCCCAMCAGTCTTTCTTGACACGAAMTATTATTT 

CMCMCCCAGAGGATGGATTTTTCAAAAAAACTAAACGGAAGGTAGTGCCACCTTCTCC 

TATGACTGATCCTACTATGTTGACAGACATGATGAAAGGGAATGTAACAAATGTCCTCCC 

TATGATTCTTATTGGTGGATGGATCAACATGACATTCTCAGGCTTTGTCACAACCAAGGT 

CCATTTCCACTGACCCTTCGTTTTAAGC 

Sequence 2151 

CCGGGCAGGTACGCGGGGNANTGCNANANACNCAAANCNNGNTANTACANTGCATCAAAC 

ATGTTCMGATTNNCCMTTGACGGGATTGGATTNAMGATATNCCACCACTTTTAGCAA 

GATGGNGAAGTGCTAAATNACACAATTAATCAACTGGCTGAGTTAGCTAAAGATGCATAT 

GmTTAT AGGT CCANACGCMGANGTTTCTTNCTTGGGACACCTACTGCANCTmTTT^ 

AAAAAACCTTTTATTATGGTAAGAAAACCTAAA 

Sequence 2152 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGNNGGCCATTACCCTACCAAC 

TAACTAATGTTCCGCACCCCCATTTTTMGTGMGCTGTGMGCTCCTTTCTATTACTCA 

TCATGCGATAMTMCTATATCCGGTATTAGCTATTGTTTCCAATAGTTATCCCAGTCTT 

AAAGGTAGGTTAGGTACCTGCCCG 

Sequence 21 53 

AGGTACACTTCTAGCACCTAGCAGAGAGAGGCTTCACTACATNATGCTTCCTGACATCTC 

TCCCTTTGMGAGCAGTCAGACTCCTGCTTTGCTCTTCAGACTTMTTTGGGGGTTTAAC 

AGGTGAGGTTGCTGGGGGAACTCTTTTACAACATCTCTCTGAAAGAATCCGGGCTGCCAG 

TTTCATTTGGTTTGGGTGTCAGTAGCATGATGGAAAGACAAAAAAACACAACTTGACATC 

TGCAGAMTGGGTTCAMTTTTACCTGCMCTCACCMTTCTGTGGCCTTGGTTCAGCAA 

TTAMCTCCCTAAAATTCAGTTTTTTCTTTGTAAMTGGGGTTATGAACAGTACCAAATG 

AAGTGTGAAGACAAGGCCATCCACCACTTTATAGAGGGTGTAAAAATAAACCAGAAATCA 

AGGGAGAAAGAAAAGATGAAAGACAAACTGCAAAAAATTGCCAAAATGCGACTTTCTAAA 

MTGGAGCAGATTCTGAGGCTTTGCATGTCTTGGCATTCCTTCAGGAGCTGAATGAAAAA 
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ATGCAACAAGCAGATGAAGACTCTGAGAGGGGTTTGGAGTCTGGAAGCCTCATCCCTTCA 

GCATCAAGCTGGAATGGGG 

Sequence 21 54 

GNCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCCAGGTACTGTGCACGTNGGTTAN 
AGGCTGCGTGGCAGGANNGNGNTCAGATTNTCCCCTGCACNGNAATTGGGCTTTNAGGGG 
GAAATGGTGGGGCCATCT 
Sequence 21 55 

GAGCTCCCCGCCGTGGCGGCCGCCCGGGCAAGGTACANGTGTGTGTGGGTGAAATGGAGA 

TTTGGMTTGAACTCTCTGCCTGTAAATGTTCCCCAAATAATTGTTGTGTGTATGATACC 

GTGTATAATAAAAGTATTCTTGTTAGAATCTGAAAAAAAAAAAATGTAAAAAAANNNTAA 

AATAAAGGTTCCTTGGCCCGCTNTANAACTAGTTGGATCCCCCGGG 

Sequence 2156 

CGGCCGCCCGGGCANGGTACGCGGGGACACAAGACATCATCTTGAAGGAAGGATGGCTTT 

GGCCAGACCAAGACCGAGACTTGGAGACCTGATTGAGATTTCTCGCTTTGGCTATGCACA 

CTGGGCCATCTACGTGGGAGATGGCTATGTGGTCCATCTGGCTCCGGCAAGTCACTGGTG 

CAGTCACGACAGTAGGTGTGGCAGCAGGCCTGCTGGCTGCCGCAAGCCTTGTGGGGATCC 

TGCTGGCCAGAAGCAAGCGGGAAAGGCAATAAATCCAAGAAATTGTCCCAACAACCACCA 

ATTNT TACG GAGGMTATTATTTAGCCAGCMGGAGTGGAGTTTTGGTTTACTTGATT^ 

ACTGNTTTThfra^ 

GTNTTTTGGAMTTGCACCTTNTTATNGAATTNTTTTTA 

CCNAAAAAAAAAAAAA 

Sequence 2157 

CCGGGCAGGTACCATTTGGAGTTTMTTGCTTCGCTCCGATGAATGAATTCX)TGGCCAAT 

GCACCAAAATGATACGGCTCCGATGACTGGAGGAACACCAGGGTCCTTGGTCTCGCACCA 

GTTTAGATAAAATGACACAGACACACATGTMTGGTTTTAAGGAGTGGAGAGTTTATTAG 

GCAAGAAGGAAGGAAGAAGAAAACAGCTCCCCCATACAGAGACAGAGGGAGGGGGGATTA 

GAACAAACAGAAACTTCCCCGCGTACCT 

Sequence 2158 

CCGGGCAGGTACAGCGTCATATAGGCTTTGCCTTTAATGATCTCTTACGGTTAGAAAACA 

CAATAAAAACAA^CTGTTCGGCTACTGGACAGGTTGTATATTACCAGATCATCACTAGCC 

AGATGTNACG TTGG CACATTTGAAGTCCTTTATTGAAATTCATAAATAAAAGAATTGTTC 

TTTCTTTGTG GTTT TM TAAGAG TTCMGGMTTGNTCAGAGTCTTGTAAMTGTTATTT 

T AATM TCCCTTTTAMTTTTTTATCNTGTTGCTGTTTACCCTCTNTGAAATATGNATTT 

TATTTTAGATTTGCCTMTGNCCANTTCATTTCAAGGNAAAATTGCCCAAAGAGGGGTAT 

TTCC CCTT NGGG GGAAA ANNGGGGGNCCNTCTTTACCAAGTGGTAAAA Nr I f I I I I I CCC 

TCCCTTTTMCCCTTTTTGCTTTAATCATTCCAANTGNGGCANGNAAA l INN I CCTTT 

AATNCCCCTTTGGTTGAAGNGGCAANGTTTTGTTTGGAACCTTGGMGTTT 

Sequence 21 59 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCATCCTACCCGG 

CCTGGGCTGACCCATGGGGAAGGCTGGCTMTTTCAGTGCTTCTGCTTGGTTGTTCAGGG 

CCATT TCAG GTTTGGGTGTTTTCTGGGGATGTTAACATGGGATTCAGGCTCAACTCACAA 

GAMCTTTTCCATCTCATGATGGATGCTGTTGGGCATGTCCAATGTATGACTTCATGAGT 

TACACAGATGCTMTTCGTAGGGGCACTTGGMTCACATGGTTGTTTTGTGTCCCATGGT 

CAAGCATTCTATCTTATCAGGGCCTACAGTAACATGCCAAAAGTTGCTTCCAACATATTT 

CTCTGCTTTGGATG 

Sequence 2160 

AGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCCCCAGTCGTGGCCCTCTGGACAA 

GTGGCGGGCCCTGCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCTTAATACTCATTG 

TCAATTTGAGAAAMGGACATATGAGTTTTTGCATTTATTMTGAMCTTCCTTTGAAAA 

ACTGCTTTGMTTATGATCTCTGATTCATTGTCCATTTTACTACCAAATATTAACTAAGG 

CCTTATTMTTTTTATATAAATTATATCTTGNCCTAAAAAAAAAAAAAAAAAAA 
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Sequence 2161 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCACGTAAAGACGTTAGGTCA 

AGGTGTAGCCCATGAGGTGGCAAGAAATGGGCTACATTTTCTACCCCAGAAAACTACGAT 

AGCCCTTATGAAACTTAAGGGTCGTTGAAAANAAANGANTCANAANTNTANAAAAAAATN 

ANGNNCCTN 

Sequence 2162 

NCCGGNCAGGTACGCGGGGCACAGCGGCTTNCTTGATCCTTGCCACCCGCGACTGAACAC 

CGACAGCAGCATGNCTCACCATGAAGTTGCTGATGGTCCTAATGCTNGNGGTCCCTTTNC 

CMCNACTGTTTACGCANGGCTTCTGNCATGCTCCCTTTATTTGGAGAATTGNGANTTTT 

T CAAGN ACAATTNCAATTNCACCAAGTTGTTCTAATNACCTGAAATATCCAACAGANACN 

NTTTTTNMNGMGTTTTCANTAANACCNNACMNTGGCCNACTTTACNAAAATTGGCCA 

TTATTATTGAAATNTGTAANNGNANATTGTTT 

Sequence 2163 

GACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGGGACAACACAAA 

TTACTGCAACTCCAACAACTATGGCAATAACAATCACAGCAATGACCCAAACATCCAAAC 

TGTCAAGTATTCCTTCCTCAGGTTTAGGATATCCTGGATAATTTGAGACTGGAGGCTTGT 

AAGTAGGCCTAGGACCTGAGGCACTGGACGCTGGAGATTTTGTAGTGGAAGAAGTCGACA 

CTTTAAGACACTTTGGAACTGGGGGATCCCAAGTACTTGTGGAAGGTGGACACCATCACA 

TCCAGGGCCTTCTCCAGAGGGCACGCCATGACAGCAGTCAGGATCAAACCAAGAAAGAAG 

AAGCGCTTAGGAGAGAGGGGTTGTAGAGAGGGGGAAAGAATTCCCGCGTACCTTGCCCCG 

GGCGGCCCGCTCTAGAACTAGGTGGGATTCCCCCNGGCTTGCCGGGAATTCCNATTTTCA 

AAGCTTTNTCGGATNACCCGGCGACCCTTNCAAGGGGGGG 

Sequence 2164 

ACTATA GGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTA CI I I I I H I I I I I I I I I 

TTTTTTGCGAGATGGNGTCTTGCTCTGTTGCCCAAGCTGGAGNGNAGGGGCGCAATCTTG 

GCTCACTGCAACCTCTTCCTTCCAGGTTCACGCCATTCTCCTGCCTNAGCCTCCCAAGTA 

GCTGGGACTACAGGNGCCAGCCACCACGCCTGGCTAA I Nil I GTATTTTTAGTAGAGAC 

GGGATTTCACTGTGTTAGCCAGGATGGTCTCAAACTCCAGACCTGGNGATCCGCCCACCT 

GGGG CTCCCNAAGNGCTGGGATTACNGGCATGAGCCACTGGGCCCNGGCAAAAAAACAAC 

TTTTTAAAMATGGACCCTGGCCCNGGGCGGGGCCGTTTTTAAAAACTAANGGGGGATNC 

CCCCCNGGCCTNGCANGGGMTTTCCMNNATCAAAGCTTTTNTTTGGATAACCCGCCNN 

CCCCNNTNNGGGGGGGGGGG 

Sequence 2165 

AGGTACMGATAGTCATCTCAGTAAMGGTCTATTATCTAACTTGCCAAACTTGTTTACT 

GAGAGCCCTAAGGAACTAAAACTGCCATAATGCCGNGCACAGCTTGNAAAGCANTTAGAG 

TMGCMGATTAGTTTTTCCTCCCTTCCAGTTCCTCAGCAGGCCTGGCTGAAGGCCCANG 

AGGGAAGGAAATATAAGAACCAACAATAAAAATAGCAANTNGCAATAAGGAAGAATGCCA 

TCCCCATGGTAGGCANCACNCAATANATTTNTGGAAACCCACCTNTTCCCGGGATCANGG 

CCTTTCCATTTGCTCACCGGATGCNTNACCGCCTGGGGCCGGGCCCGNCTTCTAAGAACN 

TAGNTGGGATCCCCCCGGGGCTTGGCMGGGMMTTTCTAATAATTCAAAGCCTTTAAN 

TNGG AATACCC CGTNCGGAACCCCTTCCGAGGGGGGGGGGGGGCCCCCGGGTTACCCCCA 

AGGCI I I II I I GGNNTTCC 

Sequence 2166 

CCGGGCAGGTACGCGGNGACGAAGTTCCGGTCCAGGTCTCTGACTTCGGGCTTGTTCGCT 
GGTGGCNGTCGGAGCCGAGCCGGACTGGTCAGGATGANCACGGACGTGCAGNTCGCCATC 
TTCGACAACATG 
Sequence 2167 

AG GTACT CCTGGGCAACAGCGAGACTCCGTNTCAAAAAAAAAAAAAAAAAAAGAAACCAT 
TTATTTTAAAMTGATTAGATTGCTATGCCTCAACTCATAGAAGATGAACCCTTCAAGAA 
AACGTGAAGNAGGAACCGGGNGGGCCANNAAATGAAAACAGGCAAGTANAGNTATTANTT 
NGGAAAMCATTTTNTCAACACCMATGTTAAMAGACTTTCCTTTTGNTAAAACCTGGG 
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ATTATGAGNMGMCTTTTTCMTTGGGGTTANNTTCTAGGGATANACTCMGTATNTTT 
GCANCCACCTTMNAAMCTTGCCATTAGAAAAMCCTGNAAMGGTTTATTGTTTCCCA 
GNATMCTTTTCCGTTGTTTTACCCAAATTTTTTNTT^ 
Sequence 2168 

AGGTACTCCAGGGCTTCATTCATATTTCCTTCCAATTTGTAGACGAACCCAAGGAGGCTC 

MGCTTTCCAGATCTMTGCCTTTCTCCGMGTTTCCTTAAAACCAATTTCTTCAAAGAA 

TTTGATACTTTTATCCCTTTGTTAATGATAGCCCTGTTCTA^ 

MTGGATAATTTGCATTGACTGTCAGATTTCTTTTGAAATTCCTGNAAACNCGACNCATN 
AGTTGGAAAATTGNTATGTCTCTGCATTGTTTTCTTCTACCACNTGGNTTTCATCGCNAT 
TAAACAAI I I 1 1 1 1 1 GAAAAMTTTCTCTTTCAAGCCTTTNTCTGTGGATTGGCCTGCCT 
TCTMTA TTACCMTTTC CTTGGCCANGGGTTCTTAGGATGTAGCCCACCCTCAAAAATG 
TGGGGCCI I 1 1 1 1 1 I I ICCCACCTGGCAAGAATTCAAANAATCGGAAAAATAATGGGGCC 
NTG 

Sequence 2169 

CGAGGTACATTTTNAAAGAGTTGTTTTTTGGCCGGNNT^ 

CCAGCACTTTGGGAGGCCGAGGTGGGCGGANCACGAGGGCTGGAGATNGAGACCATCCTG 

GCTAACAAAAGAAGAAANCCCGTCTCTACNAAAAATACAANAAAATTAGCCAGGCGNGGG 

NGGCTGNGCACNCTAGTAGGCCCCAGGCCTACTTTNGGCAGGCCTGAGTGCAGGNAGTAA 

TGGNCCGCGCANCCCTGNCAAGNGAAANTAAGGNTNTGCNGGTCGGAGNCCCAAAGNANT 

GCGGNCCCCTTGCCACNCCCAAGGCNCTNGGGCCAAACCAGAAGGCNAAAGGANCTCCCT 

ATTCCTCNAANAACNCAAGATATACCNCAANNGCGAGGGAGGTTTNNGGTTNCTTACCTC 

ANTTGGGCNNCAAATTNATAAGGGNTCAATANNANCNAGGNNTAACCAATAAANNACCCN 

CACAGGGGNNTCCTTTAACCAAACCCNTAAAANNCACCTGGGGTCAAGTCCNAAATAAAA 

A 

Sequence 2170 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCCAGGTACCTGCTGGGAGAAGTT 

TCTGAACAACNATATCTGGGATACACAGAAAAGTNTGGAAGANGAGAAAGAAANGCCTAA 

ATNGGAATGAGATCCAAGACTAAACGCNAGAGCTAGATTGAGCCGCATTTGAAANCTCCT 

TCCCNTTGGGGCNTTGGCAGAGGGGGAGAAAAGGCTTCAAAGGAACTNGGTGGCATNANC 

ACCCCCCTCCCCCAATGAGGACACCT 

Sequence 2171 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCACTGAGCTCAAGA 

CACACTTGGTGCTTGCAGTGCTGATACCTGCTCTTTGCCGGCCCCCGCGTACCATCCCAT 

GTGGAATCTGTGAGTGTCCTCTTAAGTAGCGTGGGCTAGCCAATCTGCTCGTTNATGGGT 

GTATTTGTAAACTCCGAATTCCATATGTAATANGGATGCAAGTCTAAGCGTTTCATGTGG 

ACATMATGTATCTAMTMMCTTTCCCTAGCACTGTGGCTGACCTCACCCTTACTTTT 

ATACTTTAGTATGAAACTG ATGAGAACTTTGGTAGNGAGT A I 1 1 I I I I I ATATATATACA 

TATATATGTATCTATCTATATATATATCTCAAGCATCTTTCAGGTCTTTGTGTNGTGGNT 

TTThnTAMGCCCCTGTTGTAAAAAAAATTACTATTGTGGGATGGGCAGTCTCTCACATC 

ACAGATGTNGAMAGNATMTTTTTATANTNNGTATTTNCAAANAAAATAAAATCTGGGG 

AAAGGTNNCATTCCTNTACTGGNGGNCCAAAAAATCAATNGGTTTTGTNTGNCCAAAAAA 

AAATATTAAAATTAAAAATATANTTNTNTTGAACTTAAAAAAAAA 

Sequence 2172 

AGGGTACATTTTTAAAGAGTTGTTTTTTGGCCGGGCGCAGTGGCTCATGCNTGTAATCCC 

AGNACTTTGGGNGGCCGNGGNGGGCGGATCACGAGGTCTGGAGTTTGAGACCATCCTGGC 

TAACACAGTGAAATCCCGTCTNTACTAAAAATACAAAAAAATTTAGCCAGGCGTGGTGGG 

CTGNNAACCAGTAGTNNCAGNTACTTGGGAGGCTGAGGNANNGANAATGGGCCNTGAACC 

TGGAAGGAAGAGGTTGCANTGAGCCAAAAANTGCGCCCCTTGCAACTNCAGCCTTGGGCA 

ACAAGANCAAGACTCCCATCTCAAGAAAAAAAAAACAAATAAGNAAAAGTACCTTGCCCG 

GGCGGCCCGCTCTANAAACTAGNGGATCCGCCCGGGGCTGNAGGGAAANTCTATANCAAA 

GCTTANNGAATTCCGCCNACCTNGGAGGGGGG 
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Sequence 2173 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTATCCCAGCCCCCCAGGTTCGC 

CTAATAGTCTTGGCTACTTCCCTACAGCTGCTAATCTTAGCGGTGTCCCTCCACAGCCTG 

GCACGGTGGTCAGAATGCAGGGCCTGGCCTACAATACTGGAGTTAAGGAAATTCTTAACT 

TCTTCCAAGGTTACCAGTATGCAACCGAGGATGGACTTATACACACAAATGACCAGGCCA 

GGACTCTACCCAMGMTGGGTTTGTATTTAAGGGCCCCAGCAGTTAGAACATCCTCAGA 

AMGAAGTGTTTGAAAGATGTATGGTGATCTTGAAACCTCCAGACACAAGAAAACTTCTA 

GCAAATTCAGGGGAAGTTTGTCTACACTCAGGCTGCAGTATTTTCAGCAMCTTGATTGG 

Sequence 2174 

CCGCGGTGGCGGCCGAGGTACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGT 

AGTTTGTTGGGCCGGGTTCTGAGGCCTTGCTTCTCTTTACTTTTCCACTCTAGGCCACGA 

TGCCGCAGTACGCGGGGGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGAT 

GGCAGCCACCACGGGCTCGGGAGTAAAAGTCCCTCGCAATTTCCGACTGTTGGAAGAACT 

CGAAGAAGGCCAGAAAGGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGA 

AGACATGACACTTACAAGATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGA 

AAACCGAATATACAGCCTTAAAATAGAATGTGGGACCTAAATACCCAGAAGCACCCCCCT 

TTGTAAGATTTGTAACAAAAATTAATATGAATGGAGTAAATAG 

Sequence 2175 

CCGCGGTGGCGGCCGAGGTACCTTAAAGTCCTCCTGGCTCtGAAGCTTCATAAGATGCGT 
GAAGAAGGTGAAGAGG AAGGNGAAGGAGTCGAGCGGCCGCCCGGGCAGGTAC l I I I I I I » 
n I I I M I I I I II II I I I GGGGTTTATCATATTTAGGTTATTTATTAATGAAAATATATG 
ACATTTTCAGGAATACAAATTTTGCACCCTGTGACCTCAAATGCGTGCAACAAGATGTTT 
MTACAGAAAATMCACAAAMCTGTTGTTACAGGGGTTAGAATTTTTAACTTTA 
Sequence 2176 

CCGCGGTGGCGGCCGAGGTACTTCTTACAGTCTTCAGGAAATTCATTAAATCAGTGCCTC 
CAGTTCCTTTGGCTTCCAGTT^ 

GGCTTGCAGGAATCAGGATGTACTGTTCCTGTTGGCCGAGTGGAGACTGGTGTTCTCAAA 
CCCGGTATGGTGGTCACCTTTGCTCCAGTCAACGTTACAACGGAAGTAAAATCTGTCGAA 
ATGCACCATGAAGCTTTGAGTGAAGCTCTTCCTGGGGACAATGTGGGCTTCAATGTC 
Sequence 2177 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTAGAGTGGTGCTGCTTTAATTCATAAATC 

ACAAATAAAAGCCAATTAGCTCTATAACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCGGNNCANTCGNG 

GNGGCNTAACCNCNCTNGGGGNGGNT^AGGGNTGGAAMCNCTNAMATNNNTGTTTTN 

ANNGGGNTAAAGNNTTGAMTTTTGC 

TTAAGGGGTN I I I I I 1 1 I 1 1 AANAAAACCCATTAACNTTCCATTGGGCCTTTANAAANGG 
CCCCCGGGGGTTTTNGGNNAMNTTNTT^ 

GGGGCCCCCAANTTTTTNGNTGNCCCCNCCCNCCCCCANTTGGGGGGGNNGGGNGGGGAN 
ANCCCGCNI I III I I II I I 
Sequence 2178 

GGGCGAATTGG AGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTA CI I I I I I I M I I M I I 
1 1 I I I 1 1 I T I I T T G CCAATTGTT ATTTAG Mill ATTTCATAATCATAAACTTAACTCTG 
CAATCCAGCTAGGCNTGGGAGGGAACAAGGAAAACATGGAACCCAAAGGGAACTGCAGCG 
AGAGCACAAAGATTCTAGGATACTGCGAGCAAATGGGGTGGNGGGGTGCTCTCCTGAGCT 
ACANMGGAATGATCTGGTGGCMNAMTTAACCANTGCTTTTATTATCNANGCACTTNN 
CACTATGCACTTTTTCTGAAATATTTTTGTAACAC I MM I G TATTTTTGCCATTTGAA 
Sequence 2179 

CCGGGCAGGTACAMTGATGAAACGGAMGACAAAGGAAATTTTCCATTTTTGAAGAAAA 
AGTGTTCAGTGTTAATGGAGCCNGGGGAAACCACATGGACTTTGGTCAGCTCTATCAGTT 
CTTAAACACCAAAGGATGTGGGGATGTTTTCCAGATGTTCTTTGGTGTANAAGGACAATG 
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ACATCAAGAGTNGTTGAANGTATCTTGCCACTGNTGGCCTTTTGAI Nil INTCCCACTT 

TTTCTTGAAAGATTAAGTMTTTTATTTTAGTTCCATTCTAGAATGTTGGGGAGTGN 

ACAAGAAAAAATANTATANCTGAAATGCATCTGTTAAAAATGTNATGATTGNAAGCATAA 

CTGAGTTTCA 

Sequence 2180 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGTAGCATGCCAGGAAAGGAAGAGAC 

TGGGATGGTTTTTTATCTGTCGCTTTCTTAAATCAAGGGCCGCCGGGCCGGAGATGGATG 

GAGGGACCGGGGATTTGGGAACTCGAAAACGAGCTGAGGGAAGGGAGCCTGTGGAAATAG 

ACTGGAGTCTGGGTAGTGTCGTTTCCTAGAGAATGGTCTCGAAGTAACTTCTCGGTAAAG 

TCTTCACGGMTTTCCAGACCACGCTTGCCCACTGGGAGGCTTTTAGGACCCGAGACGTG 

TGCAGGCTTTTCCAGCCAAAATGMGTTTMTCCCTTTGTGACTTCCGACCGAAGCAAGA 

ATCGCAAAAGGCATTTCAATGCACCTTCCCACATTCGMGGAAGATTATGTCTTCCCCTC 

TT 

Sequence 2181 

1 1 1 1 n I I I I I I I I NGTTACATAAATTAACCCATTTATTATAGGCCAGTGATGTCTCAAA 

GAGTAGAGGAGCGTCTACTGGTCTTTCMCTCCTTCAGTCTTCTGATGGCGGACTTTACC 

GNGACAGCGGAAGTGGTATTGNACCTGATTTTATTTCCAGTTTTCATCCGAATCCACTGG 

GGMTGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTAATCCT 

Sequence 2182 

AGGTACTCATCGGCCAGCACGGAGATGCACAGGTTAAATGGTTTACCATCCTGAAAGGGC 
ATATTGNGGCATGTCACCTCATACTGCCAAGCCCCATTCACGCGGCTGTTCATGACCACC 
CAATGACCAAAGTACCTGCCCG 
Sequence 2183 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGCCCGAAGCGTT 

TACTTTGAAAAAATTAAGAGTGTTCAAAGNAGGCCCGAGCCGCCTGGATACCGCAGGTAG 

GMTMTGGMTMGGACCGCGGTTCTATTTTGNTGGTTTTCGGAACTGAGGCCATGATT 

AAGAGGGA 

Sequence 2184 

AGGTACGCGGGGACTCGCGTCGGTTGGCGACTCCCGGACGTAGGTAGTTTGTTGGGCCGG 

GTTCTGAGGCCTTGCTTCTCTTTACTTTTCCACTCTAGGCCACGATGCCGCAGTACGCGG 

GGGGGTGAAGAAGGGGCCGGCCTTCAAGCAACAGCGACGCAAGATGGCAGCCACCACGGG 

CTCGGGAGTAAAAGTCCCTCGCAATTTCCGACTGTTGGAAGAACTCGAAGAAGGCCAGAA 

AGGAGTAGGAGATGGCACAGTTAGCTGGGGTCTAGAAGATGACGAAGACATGACACTTAC 

AAGATGGACAGGGATGATAATTGGGCCTCCAAGAACAATTTATGAAAACCGAATATACAG 

CCTTAAAATAGAATGTGGACCTAMTACCCAGMGCACCCCCCTTTGTAAGATTTGTAAC 

AAAAATTAATATGAATGGAGTAMTAGTTCTAATGGAGTGGTGGACCCAAGAGCCATATC 

AGTGCTAGCAAAAATG 

Sequence 2185 

CCGCGGNGGCGGCCGCCCGGGCCGGTACGCGGGGAACTGAAAATCCACAAGACAGANTAN 

CCAGATCTCAGAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTACAGC 

AACCATGAGGAAAGGCCiACTTAAGGATGCAGCAAGAAGGAGCCATCTGCAATCCAGGAAG 

AMTTCCTTGCCAGGAACCAAATTGGTTGTCACCTTCATCTAGGACTTCTAGCCTCGAGA 

ACTTACAAATGGTGATGATCATNAGGTCAAGGATAGTCTGGAGCAATTGAGATGTCACTT 

TAG 

Sequence 2186 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I M I M I I I 1 1 I I l I I I II I M I NGGGNA 

AAGAAACCTTTAATGAGGATTCAAGGTTAATAAGGAAGACNCAGAGGGCCAGCACTCAGC 

CCCAACCTNCTCACGTGTACCAAGAAAAATAAAGAAGAGGCTGCAGAATATGCTAAACTT 

TTGGCCAAGAGAATGAAGGAGGCTAAGGAGAAGCGCCAGGAACAAATTGCGAAGAGACNC 

ANACTTTCCTNTCTGCGAGCTTNTACTTNTAAGTCTGAATCCAGTCAGAAATMGATTTT 

TTGNGTAACAAATAAATAAGATCAGAGTCGGTAAAAAAAA 
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CCGCGGTGGCGGCCGCCCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGTT 

TGCAAGGGAAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAGGACC 

CTACTGTTGCTGCCTTTAAAGCTGCTTCAGAATTCATCCTAGGGAAGAGTGAGCTGGGAC 

MGMACCACCCCTTCTTTCAATGCAATGGTCGTGAACAACCTGACCCTCCAGATTGTCC 

AGGGCCACATTGAATGGCAGACGGCAGATGTAATTGTTAATTCTGTAAACCCACATGATA 

TTACAGTTGGACCTGTGGCAAAGTCAATTCTACAACAAGCAGGAGTTGAAATGAAATCGG 

MTTTCTTGCCACAMGGCTAMCAGTTTCAACGGTCCCAGTTGGTACCTCGGCCGCTCT 

AGAACTAG 

Sequence 2188 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCAGGACAAA 

TCTCTCCACTTGGAAGGAGATCCCAATCCTTCTGCAGCCCCAACATCCACCTGCGCACCT 

AGGAAAATGCCCAAAAGGATTTCAATATCCAAACAACTGGCTTCAGTGAAAGCTCTGAGG 

MGTGCTCAGATCTGGAAAMGCTATTGCCACCACTGCTCTGATTTTCAGAAATTCTTCT 

GACTCTGATGGTAAACTTGAAAAAGCTATTGCCAAAGATCTGCTGCAAACCCAATTTAGG 

AATTTCGCAGAGGGACAAGAAACCAAGCCAAAATACAGAGAGATCCTTTCTGAACTTGAT 

GAGCACACAGAAAATMGCTAGATTTTGAAGACTTCATGATCTTGCTCTTAAGCATCACT 

GTCATGTCAGATCTGCTACAAAATATACGGAATGTAAAAATTATGAAATGAACAGTTTTA 

AATATGCTGTATAAAATAATGGCAAAAGACAGTGTTATTAAAATGTTTCCATCTCAAAAA 

AAAAAAAAAAAAAAA 

Sequence 21 89 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAAAGTTGAAAGTCACA 

AMCXATAGMAAGTCTCAGTTTCCTACTGTAGMTTCTTGGCATTTCAGTAGTCACAGT 

TAMCTTGTTCTAGGTTTTTCAGATGCTCTTTTCCAGGACTTCATATG 

TAAAAATTCTTTCTTTCAAC I I I I I I GATTATAAGCCTTGCTTGCTTCGATTTGGGATTT 

AGGCATCGTTGTCCTTTATTTTCTTTCAGGGCAATAATCACTTCTATTTTGTCACAGT^ 

TTACTTGGGTACCTAAAACCCGAAGAACCTTCTGTAAGAAGTGTGGCAAGCATCAGCCTC 

ACAAAGTGACACAGTATAAGAAGGGCAAGGATTCTTTGTATGCCCAGGGAAGGAGGCGCT 

ATGATCGGAAGCAGAGTGGCTATGGTGGGCAGACAAAGCCAATTTTCCGGAAGAAGGCTA 

AAGACCACAAAGAAAGA 

Sequence 21 90 

CCGCGGTGGCGGCCGAGGNAC I I I I I I II i I I I I I i I M U I I I 1 1 IC I I II I 11 I 1 1 1 1 

TGCNANCACANAGGTCAGCAACAAGTTTATTTTGCAGCTAGCAAGGNAACAGGGTAGGGC 

ATGGTTNCATGTTTAGGTCMCTTCCTTTGTCGNGGTTGATTGGTTTGTCTTTATGGGGG 

GGGGNGGGNNAGNNGAANTCCAATNTGAATCCCACAGAAACCAGGGGCTGTANAAACANA 

ACCTGANAAGAACGAGCACTCAACCNAGCTNACTNNGGTTCANNANAAAAAATNCCAANA 

AGGAAAGCCAA 

Sequence 2191 

CCGCGGTGGCGGCCGAGGTACAAAGATAAGTCATCTCAGTAAAAGGTCTATTATCTAACT 
TGCCAAACTTGTTTACTGAGAGCCCTAAGGAACTAAAACTGCCATAATGCCGTGCACAGC 
TTGAAAAGCAATTAGAGTMGCMGATTAGTTTTTCCTCCCTTCCAGTTCCTCAGCAGGC 
CTGGCTGMGGCCCAGGAGGGANGGANTTTTNANACCCCCTTTAAANNTNNCTTTCGCNT 
TAAGMGAGNCCCCCCGNGGGNGNCNCCC I I I I I I I I I GGAANCNCCCTTTTCCCCGGGA 
ATNAGGG I I I I I I I I I I I I 1 1 NAAAAANTCCCCCCCNNGGGGGGGNCCNNCNNTNTTTTT 
I I I I 1 1 I I I INGAANCCCCCCCCCCCCCNGGTTNNNNCNNTCCTTCTTTNACAAAAAAAA 
AAAAAATTNCCNCNCCCCCAAAAAAAAANNNN I I I I I I I I NTCCCCNNCCCCCNNNTTTT 
TANAAAAAAAAAAAAAAN I I M I M I I I I I I I I I I I I I M N 
Sequence 2192 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCCGAGA 

GAAGCAGTAGTCAATAAAGAGAGTGCCGTATTTCGCAGATTGGAGCTGAGCTGTGGCTGC 

CAGAAGATAGCGAACGAATGGAAACTGAAAGTGGAAATCAGGAAAAGGTAATGGAAGAAG 
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AAAGCACTGAAAAGAAAAAAGAAGTTGAAAAAAAGAAACGGTCACGAGTAAACAGGTGCT 

TGCAGATATTGCTAAGCAAGTGGACTTCTGGTTTGGGGATGCAAATCTTCACAAGGATAG 

ATT TCTTC GAGAACAGATAGAAAAATCTAGAGATGGATATGTTGATATATCACTACTTGT 

GTCTTTTAACAAAATGAAAAAATTGACTACTGATGGGAAGTTAATTGCCAGAGCATTGAG 

MGTTCAGCTGTTGTAGAGCTTGATTTGGAAGGCACCAGAATCCGGAGGAAAAAACCTCT 

GGGGGAAAGACCAAAGGA 

Sequence 2193 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGTCCATGGGTCCACAA 

AATCCTCTTCAGCTTCTGTGGCATCTGGGCCATGATTACTGGTAGGTGCTGGGTTCCCTG 

GAGGACAGTCAGCCTTGTMTCCTCCCCCGCGGCAGCTTTGTAGCTCATTTTTATGACAC 

CMCATCTTTACTGCAGAATCAATTTCATCCCAGGTTGTGGAAGACACTGCAGAGGTGGC 

CACTGG TCACGCTGGGCAGTTGAGCTGCTGAGAGTCCCCCGCGTACTATCTTCACTCTTT 

TTTTTTCAGMGCCAATGTTCTCTAMTCTGCAGCTTCATTCCACAGCTTTACAGAATCA 

TAATCTCTTGMTATATTTCCMTGTTATTAAAAAATAAAAAATCATACAAGATATATTT 

AGCACATTAAAACTTAAGAGGTTACAGTATAACTGTCCAGACCTCCAGGTACCTGCCCGG 

GC 

Sequence 2194 

GTGGCGGCCGCCCGCCAGGTACATTTTTAAAGAGTTG I I I I I NGGCCGNGCGCAGTGGCT 

CATGCCTGTAATCCCAGCACTTNGGGAGGCCGAGGTGGGCGGATCACGAGGTCTGGANTT 

TGAGACCATNCTGNCTAACACAGTGAATCCCGTCTCTACTAAAAATACAAAAAATTANCC 

AGGCGTGGTGGCTGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGANGCAGGANAATGGC 

GTGAACCTGGAAGGAAGAGGTTGCAGTGAGCCAAGATTGCGCCCCTGCACTCCAGCCTGG 

GCAACANAGCANGACTCCATCTNANANAAAAAAAAAAAAAANCAANGAGNNGTTTTCTNA 

TGTTCATTATAGGGCATTACAGTTACATNGNCCGAAGGTCTTACAACTAATCACTGGGTA 

GCMTANATGCTTCNGGCCCACATGATGCTGATTAGTTCNCAfsrTTTTCATNCAGTTGACA 

ATATTAACCCCCATTNCTCCCTCCCTGCCCAAGGNTCATAAANTNGTGACTGCCTAACAA 

CCAAAATTNGGAAGGCCCANTCTTNATTTTCANTCAGACTTCTTGGAACCTGAAAGATTA 

AACNTTTTGGCTAACCCTGGAMTATCTTTTTATCTCACTTATAGCNTTNAAGGCCATTG 

NATNAAAACNTGATTTCTTGGAAAGGGCCATACCCATAAANTCMGGGGGGTTTTTCCTG 

AAAAGTAAANGNTTCCAAATNAANNCCAAACANTTTCAACCCCAAAAAAAAAAAAAAA 

Sequence 2195 

AGGTACACTGAACACCAAGGCTCTCACTCTTGAGTCTAGGGCACCATATATATAAAGGGA 

GTTCGGAACTTGTCAAGGCAATCCTATTGTTCGTAGTCAAATCACACTGAAATCCGGAGG 

CCTGGTGTGAGAACCTACNAGCGGACACCGGGCATTTAATATTTTTTGCACACCCACACA 

GCCAGGGCCAAAGTGGTCAAGGCACTCTCCTAACACAGACAGGATCTTCTGAGTTGCAAT 

TCTTTCTGMGGAACATTTTTCACTTGAMTTCCATCAGAAAATTTCCTGAGATCTTGTG 

AGCGCTGAGGTTTCTGGTTTCATCTAGATCCAAAAACATGTCCAAATCACATCCTAACTT 

CCCAAAAGTGTTGACTGAGGAGCCAAAGGGTCTGACTATGCAGTCTGGAAAATACCCCGG 

CGGCCATGTCTTCAATAAGAGAACAGGTGAGATATCGGAGCTTAAGTGTTCTCCTCTGTT 

AGCTGGMCTCCTTCAAGMGAGTGTTCAAGCTTGATCCGTCTATACTTTCTGCATAACA 

MGTMTTCAAAAAGCTGCTTGTTTGAACCGTGGCAACTGANTACTTGACCCGTACCTTG 

CCCCGGGCGGGCCCTNTAAGAACTAGTGGATCCCCCGGC 

Sequence 2196 

CGCCC GGGC AGGTACAGTGGTCCTTTTCAGAGTTGGACTTCTAGACTCACCTGTTCTCAC 

TCCCTGTTTTAATTCAACCCAGCCATGCAATGCCAAATAATAGAATTGCTCCCTACCAGC 

TGAACAGGGAGGAGTCTGTGCAGTCTGACACTTGTTGTTGAACATGGCTAAATACAATGG 

GTATCGCTGAGACTAAGTTGTAGAAATTAACAAATGTGCTGCTTGGTTAAAATGGCTACA 

CTCATCTGACTCATTCTTTATTCTATTTTAGTTGGTTTGTATCTTGCCTAAGGTGCGTAG 

TCCAACTCTTGGTATTACCCTCCTAATAGTCATACTAGTAGTCATACTCCCTGGTGTAGT 

GTATTCTCTAAAAGCTTTAAATGTCTGCATGCAGCCAGCCATCAAATAGTGAATGGTCTC 

TCTTTGGCTGGAATTACCAAAACTCAGAGAAAATGTGTCATNAGGAGGAACATCATAACC 
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CCATGGANGGAAAAAAGCCCCCCAAATGGGTGGGAACTGGATAATAAGCACTNATGCTTT 
AAGAATTGGGCACACTTCTCACCTAAGGTGAGCGCATTGNGNCCAGGGGGTGCTTAAATG 
CTTACATACCTCCAACTGGAAATGGNTAAGGGAAGAAGATTGATNCCAATTTNAAAAAAA 
AATTT AAAAN CCC ANTTTN AAAA AAAAAA 
Sequence 2197 

CGCCCGGCAGGTACGCGGGGGTGGAGAGAGGCCTCTAGACTTCAGTTTCAGTTTCCTGGC 

TCTGGGCAGCAGCAAGAATTCCTCTGCCCCCCATCCTACCATTCACTGTCTTGCCGGCAG 

CCAGCTGAGAGCAATGGGAAATGGGAGTCCCAGCTGTCCTCGGTGCCTGCTCAGAAGCTG 

GGTTGGTTTATCCAGGAATACCTGAAGCCCTACGAAGAATGTCAGACACTGATCGACGAG 

ATGGTGAACACCATCTGTGACGTCCTGCAGGAACCCGAACAGTTCCCCCTGGTGCAGGGA 

GTGGCCATAGGTGGCTCCTATGGACGGAAAACAGTCTTAAGAGGCAACTCCGATGGTACC 

T 

Sequence 21 98 

CCGGGCAGGTACCAAAATTGTAAGAAGAAGCTTGGGAAGCTGCCACCTCAGTATGCCCTG 

GAGCTCCTGACGGTCTATGCTTGGGAGCGAGGGAGCATGAAAACACATTTCAACACAGCC 

CAGGGATTTCGGACGGCTTGGAATTAGTCATAAACTACCAGCAACTCTGCATCTACTGGA 

CAAAGTATTATGACTTTAAMACCCCATTATTGAAAAGTACACAGGAGGCAAAGTGTTTC 

ACATTATAGACTTCACTTCCAACTCCTTGGMTGTTCATTTCTTTGGCTTACAGGAGAGA 

CTAGACAGGAAGGCCAGGCAATGC7TAGGCAACTAAAATGAGGTTGGGGGTAATGCTAAC 

GTCACCCTCACAGGGATGGCCACGGGGACTGTTATTCGCAAGCTGGTTTTCTAGGCCTGT 

TAGCTGGAAGCATGGTGAGCACCAATTTCTGGGACGCTCAAGGCCGTGTCGGGGCTTCAA 

GTCATCTTCACCACACCANGTACCTTNGGNCGNTTCTANNAACTANTGGGATNCCCCCGG 

GCTGTAGGGAMTTTNANTTTNMGCCTTATTCGATTACCCGTTGANCCTCTGGGGGGGG 

GGNC 

Sequence 21 99 

CCGCGGTGGCGGCCCGAGGTACAAGATNGNCATCTCAGTAAAAGGTCTATTATCTAACTN 

GCCAAACTTGTTNACTGAGAGCCCTANGGAACTAAAACTGCCATAATGCCGTGCACAGCT 

TGAAMGCAATTAGAGTAAGCANGATTAGTTTTTCCTCCCTTNCAGNCTNAGNAGGCCTG 

GCTGAAGGCCCANGANGGAAGGAANTNTANNANCCANCANTAAAAATAGCNATATGCAAT 

NNNAAGAATGCCATCCCATGGAGCACACCA 

Sequence 2200 

AGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACMTTTTTAGAAT 

AGTTGATGTCTTTAAGATGGATATTTTACAATTTCAGTAAAAAAAATACAACATGAAGCT 

GCTGCTGTCACAGATCACTGTAGTAAAAAGATATAAATGCAATACCATGTCGTAGAACAA 

TATATATATCCTCTGATATTTTACAMCTTTGTACTGTGTCCMCAGCTGMGGAATTTG 

AGGGGAAGACTTTAGTGTCAGTCACCAAAGAAGGCCTGGAACTTCCAGAGGATGAAGAAG 

AGAAAAAGAAGCAGGAAGAGAAAAAAACAAAGTTTGAGAACCTCTGCAAAATCATGAAAG 

ACATATTGGAGAAAAAAGTTGA 

Sequence 2201 

GCTCCACCGTTTTGGCNNCCGAGGCCCCTTGTCCTCTTCTTCAGTGACTTAAAACAATTC 

CAGGATCAGAAGAGMGCCATTTTGACATCCTCGATAAAACTGGGGATNNGCTGNANTTC 

TGTCTGTTCACGAAGTGGTTGAAAAACAATTTCGAGATCCAGAAGTCTTGATGGGTTCAC 

CATCCAGGTGTTCACAAAAAATCAGAGAATCTCTTTCGAGGTGCTGGCCGCCTTCAACGC 

TCTGAGTAAGCATTGCTGGGTGTCAGGAGAGAAAAGCCAAAGAAGCGGGTGCCAGACAGC 

TCTGTGCAACCTCTAGGCCATGAGTGGGATAGATACCACTGCTGCTTTAAAAAATGGGAG 

ACCATAGACCCTCAGGAGAAAAGAATCCCTTCTACCCTGGACTCGCTCTCTTCTCTGGAA 

CTAACTTCTCCCCCATACCCTGATTGTCT7TGGAGAAAATGTTCTGGATTCTAGAATCTA 

AGGCAGAGCCTTTTAAGCCATACTGTACCTGCCCG 

Sequence 2202 

AGGTACAGACAGGGTTTCTTCATGTTGGTCAGGCTGGACTCGAACTCCTGGTCTCAACTG 
CCTCAGCCTCCCAAAGTGCTGGATTATAGGCATGAGATACCGTGCCTGGCCTCCATCACT 
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GATTCTATGTATGCACATGACTCCTTTTTTACTTTTACTTAGGAGGCTTAAAACACAATT 

ATTCATTCAATATAATTATAMGCAGAGTCTFrGTTAATTTCTGAACTTGGTAAAAACAT 

TTTTTATATTTTATCTATAGCTCATTAATTTAGGTATCAAAAATGTGTTTTAGTT^ 

AGCCCMGCTGCCAATTGTTTGATATCATCATCCTCTTCTTCTGCCCTCTGGGAAGATGC 

TGCTCGGGATCGAC 

Sequence 2203 

CCGGGCAGGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGAATGGAAAGTC 

AMTTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTTGACTTACT 

GAAGMTGGAGAGAGMTTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTG 

GTCTTTCTATCTCTTGTACACTGTATGCATCATCAGTCCAMGTTTTTCAGAGTTCTATG 

TGACTGGTTGAGGAAACACTGCTTGAATTTCCCCATAGCCTCTGCAGCGGCATCACTGTC 

TATGMCTCTTGAAGAAGCTCTTTGTATTCAGGTATAGATATGTCGGAATTGATGGTCTT 

TTCAACCATGTCCTCCAGGAGTTTGCAGCCAGAATCTGCATAGCAGTGCAGGAGGAGGGC 

CGCCAGCATGAGGACCATCAGCAGCTTCATGGCGAGGCGGCTGCTGTCTGTGTTCAGTCG 

TGTGTGGCAGGGATCAAGGAAGTTGCTGTCCCCGCGTACCTN 

Sequence 2204 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGGTTGNCAGGATTCAA 

GCCGAATGGCTTGCCTNANAGGGNCAATGGCGTTCTGAGATGGTGGCCA 

Sequence 2205 

ACACTACTATAGGGTGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTTGGTTTAT 

CAATGGGACGTTCCAGCAATCCACACAAGAGCTCTTTATCCCCAACATCACTGTGAATAA 

TAGCGGATCCTATATGTGCCAAGCCCATAACTCAGCCACTGGCCTCAATAGGACCACAGT 

CACGATGATCACAGTCTCTGGAAGTGCTCCTGTCCTCTCAGCTGTGGCCACCGTCGGCAT 

CACGATTGGAGTGCTGGCCAGGGTGGCTCTGATATAGCAGCCCTGGTGTATTTTCGATAT 

TTCAGGAAGACTGGCAGATTGGACCAGACCCTGAATTCTTCTAGCTCCTNCAATCCCATT 

TTATCCCATGGMCNCTTAAMCMNGGGTTGGTTTTGGTTCCTGAAGCCC I 1 I I I IGCT 

GGGGAATGGGGCACCTTAATGGAAAATTTAAAGGGGAAAANCCCTCAGGCCTGNNGGGGG 

NGGGGCCCCTTCACAGCCTTTTNCTTAACTNAGAAANCGGGGAAAATTGNAAACCATTGG 

GGGAGAAAATGGACNACTTCNCACTNTTGGACNGGTTTTTTTCCAAAANTGTNAAAACAA 

G AATTCTTT ATT AATG G AAAN G G G GTTTTACCCCCCTTTT AAATT 

Sequence 2206 

CCACTATAGGTTTATGGGMCTCCCCGCGGNGGCCTCACTTTTNACCTTCTGGAANCCGC 

CCACCACTTTCAAGCTCACTATTGAATCCACGCCGTTCAATGTCACAGAGGGGAAGGAGG 

TGCTTCTACTTGTCCACMTCTGCCCCAGCATCTTTTTGGCTACAGCTGGTACAGCTTTC 

TTCGTCCTCCATGCTAAGAGATGTAAAAGCTTAAGGGTCAAACAATACCAATTGTATAGG 

CTTCAAAMCCATCTMGTTAGGGCAITCT^AGTTTTAGCTAAGATACACCTGGAACAC 

TGACMGTCATCACTTACATAGMTMTGTGMGTAMTTTTTTGAMAATAMTTTTAG 

TGGAACAATCCTGAAGGATAACACCAGAAGAATAGCAGGTTACCAGTAAGGGGTCAGCCA 

ATTTGTTCCAGTCACTTTTGMTCCATGTTCTATMTCTAAAMTTATTCTCTTTCCCTA 

AGCTGAGAGCTTCCTATCATGTCAGTATCTATGNTATGAAG 

Sequence 2207 

GGCGCCGAAAGCGAAGAAGGAAGCTTCAGCCCCTCCAAAAGCTGAAGCCAAAGCGAAGGC 

TTTAAAGGCCAAGAAGGCAGNGGNGAAAGGGGNCCACAGCCACAAAAAGAAGAAGANCCG 

CACGNCACCCACCNTCCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnCTNGGGCGGAAAACAANGGCAAAAGCNGGNNCC 

CGGGGGGGAAAANGGGNAACCCGNNNCACAAAANCCACNACAACAAACCGAGCCCGGGAG 

CAAAAAAGNGGGAAAAGCCCCGGGGGGGGGCCCAAAGGAGGGGAGGCCAACCCCANAATA 

AAANGGGGGGGGNGCCCCACNGGCCCCCNTTCCAAACCGGGGNAAAAC 

Sequence 2208 

GGCGAATTGNNGCTCNTTCGCGGTGGCGGCCGAGGTACTGAGAGAGGTGGTGGACATACT 
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TACAGAGCAACTGCGTGACATTCAGCTGGAGAATTACACACCCAAGGAACCCCTCACCCT 

GCAGGCCAGGATGCCTTGTGAGCAGAAAGCTGAAGGACACAGCAGTGGATCTTGGCAGTT 

CAGTTTCGGTGGGCAGATCTTCCTCCTCTTTGACTCAGAGAAGAGAATGTGGACAACGGT 

TCATCCTGGAGCCAGAAAGATGAAAGAAAAGTGGGAGAATGACAAGGTTGTGGCCATGTC 

CTTCATT 

Sequence 2209 

AMTCCCGCGGCGGCCGNTCTAGMTTAGGGGANCNCNTTTNACCNCAGGNNTTTTGAAC 

Cnnnnnnnnnnnhnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAGGGNAAAGAGGGNNCCNGGGNGAAAA 

NGGGGAACCGCGCACAAANCCACACAACAAACCGAGCCGGGAGCAAAAAGGGGAAAGCCC 

CGGGGGGCCNAAAGNGGGGNGCNAACCCAAAANAAAANGNGGNGGGGCNNAAAGGGCCCG 

GNTTNCCAGGGCNGGGGAAAAACCCGGNCGGGGCCAACNNGGNAAAAAAAAGGAAAANGG 

GGNCCAACCCCCCCCNAAAAAAAGGGCCCGGNNNNGGGGGAAAAAGGGGGGGNGGCCNNN 

NACCGGGNNANCCCCGGGGNAAAAAAAAANAAANNNNNNGGGGGCCCCGGGGGGGGGNNN 

NGNNNGGGGGGGGGANNGGGGGGGGNNNAANGNNNAAANCCNAAAANGGGGGGGGGGAAA 

AAGGGGGGGNNNCCNCAAAAAAAAANANGGGGGGGAAAACCCCGGGGGNAAAAAAAAAAG 

GGGGGGGAAAAAGGGCCCCCCNAAANGGGGGGGGGAACCCCNAAAAAAGGGGGCNNNNNN 

GGGGGGGGGNNNNAAAAAAGGGGNCNNCCCCCCCGGGGGGGGG 

Sequence 2210 

AANCCCCGNGGGGGCGGCCGNGGNNCCCCCGACGGNNNCAACCCCGNNGTANAAAACCCC 

CAGGAACAGAAGAGAAGGGGNCGGGNCAAGNNCGAAANCGNGGGGGAAAAGCAGAAGACC 

CGACNGNCCACGAAGNGGCGCGAAAAACAAAANCGAGAACCAGAAGGCCCGGGAGGGGAA 

CACCANCCAGGGGNCCACAAAAAAACAGAGAAGCCCNNGCGAGGGGCNGGCCGCCNGCAA 

CGCGCNGAGCNNAAAGGAAAACCCCAGCCCCCGGAACCANCGAGAGCNCAAAAGANCCNG 

GGAAAANACAAAGGCCAGNCCNGGGGAGAANNGCAGNCCGCANCACNGAACCCCAGCAGA 

NAGGGNGNNNGGACAACCGGGCCCGGAAAAANA 

Sequence 221 1 

TACTATAGG GCGAATTGGAGCTCNCCGCGGNGGCGGCCGCCCGGGCAGGGNACTTTTTTT 

I M I I M I I II IGGNGG l 1 1 1 1 I I I 1 1 I I 1 1 1 1 1 I I 1 1 1 1 1 1 1 I 1 1 1 1 l 1 1 I I I I 1 1 1 I I 

I 1 1 1 M I n I II I I I I I I I I I I 1 1 I 1 1 I I I I I I I NAAAAAAANAGCCAATTTTTNNAAAN 

NNAAANNTNCNNGGNTAAANGGNNNNNGNNAAAAATTTGGGGGGNAAAAGGGNTNNTTTN 

ANCCCACTGNGNGGGGCANCCCTTANAANNNGGGGGAANNCCCCNGGNAAAAAANGGGGC 

NGGGGNCCCNNNTNNGNANNNTTCCCNGGGGGGGGGCCCCANNAAAANNNNNNNCCCCGG 

GGNGGGGGGNNCCCCANTTTNNCCNAAAAANCTANGTCCCCGGGNCCNNNAAAAAAAAGG 

GGGC 

Sequence 2212 

CCGGGCAGGTACCCGGGTGGTTAAACTTCGCAAAATGCCTAGATATTATCCTACTGAAGA 

TGTGCCTCGAAAGCTGTTGAGCCACGGCAAAAAACCCTTCAGTCAGCACCGTGATGAAAA 

CTTGCGGAGCCAGCATTTACCCCCGGGACCATTCTGATCATCCTCACTTGGACGCCACAA 

GGGGCAAGGAGGGTGGTTTTCCTGMGCAGCTTGGCTAGTTGGNCTTATTTAACTNTGTN 

GACCTGGACCCTNTTGGTTCCCTCAATTCNGAGGTTCCCTCTTACCGAAGNAACACACCC 

ANGAMAATTTTGGTCCATTrGCNCACCTTTTCAACCCAAANAATTCGGATNTTCAAGGC 

AMTTGTTANAAATAMTCCCCCAAAAMCMTCNTTMCNTGGAATGGCCTTTACTTTT 

CA 

Sequence 2213 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTTTTI I NACCGGAAA 
TTGTCTTTTATTTTTCTTTGCTG 

GGATATAGAGTCATCAMAGAAAMNCATTCTTCTTCCTCTCTGTTTCCCTAAAAANAAA 
ACAGTCACAGGAGACTTTCCTTTTTTCTTMTTGTTCTCATCTCATCTTTMTTAT^ 
GCTGCTGTTATGTGTTTATGTTTCCC I I 1 1 1 I I I I AAGTTTTGAGGGTAGATCGNGTCAC 
TGGGCGTAAGANACTGAGMATCAGGTAGCTTCACTGGCTGGTAGGGGACTTTTGCTTTT 
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GAAACGTCACAGGCTGTCTTCCTTTGGATGTAATGGGACGTCCTGATGACCCA 
Sequence 2214 

ACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACI I I I I I I I I I I 

I I I I 1 1 1 I I I 1 1 I I I I I I NATTAGGGTTGAAAAGGTAAGTCCTATATTANATACATAGGG 

GCTGGTAGTCTTATCCTCTNTATAMTACNCACTTTTTGNCACTGCCCCTTCCCTGCCAT 

GCAGAGTCCCCATGGCTGAATCTCCCTATGTCTCCAAGNGNGCGTCACTTGCTGTCCTNT 

GGGCTGGGTCCCATGNGCTGNGCCCACAGTCTT 

Sequence 2215 

CCGGGCAGGTACMTACACTAGAMCCMCATMTGTATTTNTTTAAAACCTGTGTGAAA 

AAATAAATGTTCCACCAGTAGGGATAGGGGAAAAGTAACCNAAAGAGAGAANNGGAGAAA 

GGGMTGCTGGTTTATCTTTTGTANGATTGTMTTCGAATGNGAGAMTTTTGCAGTATT 

TT AG CC ACTT ATT AAG G G AA I I 1 1 I I I I I I I GTAAAANTGGAAGACCTGANACNTCTGTT 

CAAAATGGCTTTTCANTGGMCCCTTGNGTNTTGGAGACCGGTTAGNGAAAAGGCANACA 

AAAACCGTGGGTAACCCTGGTGGACCTAAAGGGGCNCTGNGTGCCAAGGGNACCTTGGGG 

NAAATTGGTCCATTNGATTANTAGGAATGGGTGGGGGG ) 111)) I CCCCCCCC I I I I I NA 

GNAAANTGGTNTTGNGGATTATTTTAAAGNTGGANTTTTAAAAAACACCN I 1 1 1 1 1 I I I A 

AACTTCCCGGAAA 

Sequence 2216 

CCGGGCAGGTAC I I I 1 1 I I 1 1 I 1 1 I I I I I I I I I I II I I I I ATACATTAAATATTTATTAA 

TGTTTTGGGAATGTTGTGTATCAGTAATTATACCTAGTAAAAAGAAAGATCCACATCCAA 

ATTTTCCAGAAAACCGGGTGGCCAGGTNNGGGNGGMGMGAGCATTTTAAAAACCAAAA 

CCAAAACAAGGGAAAAGCTAAAAAGGAGTTTNTTCCAAATANTCCTGAATTCATTAGGAG 

GGTTGGMTTNACATTTT7TCAGGNCTNTATTCCCCCCAAAGTTGAAAI I I 1 1 I AAGGGG 

ACCTTGGANAAAGNCTTTATTACCCCCATNTGAAAAACAATGCCTGCCAATGGATTTACC 

CThTITrTTCACGGTTCTTCCAGGGTTCCCAANT 

TGGGCCCTTTTTTTTTTTT 

Sequence 2217 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAGAGCTGTGTGCATGCT 

GAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGAT 

GTATGCCAAGCGTGCCTTTGTTCACTGGTACGGGAAGGATTCCTGCCAGGGTGATTCTGG 

GGGTCCGCTGGTATGTGGAGACCACCTCCGAGGCCTTGTGTCATGGGGTAACATCCCCTG 

TGGATCAAAGGAGAAGCCAGGAGTCTACACCAACGTCTGCAGATACACGAACTGGATCCA 

AAAAACCATTCAGGCCAAGTGACCCTGACATGTGACATCTACCTCCCGACCTACCACCCC 

ACTGGCTGGTTCCAGGAACGTCTCTCACCTAGACCTTGCCTCCCCTCCTCTCCTGCCCAG 

CTCTGACCCTGATGCTTAATAAACGCAGCNACGTGGAGGGTCCTGATTCTCCCTTGGGT 

Sequence 2218 

CCGCGGTGGCGGCCGCCCGGGCAAGGTAC I I M I I I I II I I I I 1 1 I I 1 1 I GGGATGGAGT 

CTTGCTCTGTTGCCCAGGCTGGAGTGCAGGGGCGCAATCTTGGCTCACTGCAACCTCTTC 

CTTCCAGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCC 

AGCCACCACGCCTGGCTAA I I I I I I GTATTTTTAGTAGAGACGGGATTTCACTGTGTTAG 

CCAGGATGGTCTCAAACTCCAGACCTCNTGATCCGNCCACCTTGGCCTCCAAAAGNGCTG 

GGGATTACANGGCATGAGCCANTGGGCCCCGGCCAMAMNMANTTTTTTAAAAANGGC 

NCCNNGCCCCTTTTAAAAATTGGGGNGNCCCCNNGGGGGNGGGGGAAAATNNAAAAAAAA 

TTTNTNNCCCCCCCCC 

Sequence 2219 

GGCGGCCGAGGTCGGCCCACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCACGC 

ATGTMGGAATTTTCCACAATGAGCGAAAGCTTGATGGAGCGACACAGCGTGCAGGATGA 

AGTTCTTCGGAATGTAAACTGCTGTTATAAGGGAAAAAAAAAAAAAAAAAAAAAAAAAAN 

GTACCTGCCCG 

Sequence 2220 

CGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTT 
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TTNTNNTTTNTTN I I I I I I 1 1 I I I I CCCGGCCATATTCCATTNTTTNANAACTTGAATTG 
CNCTGCCATCCACAAAGGCTNGCNCGGTTTTATCCACATTAAAATCAAACTGTNGGAGCN 
CCAGGACTAT1TCATTATTGCTTTTGTNGGGAACAACTGATCTAACTGCATAAATCTTTT 
TCCTTGACATTCACATGAGT^GGNGTTTC^ 

NMTTTCNGGAAMNANGGGGGANCCTTTTNCCTTTTTACCCCAAAANTCCCNAANGGNA 
AAANCCTTN I I M M I I 1 I AMNTTTTTTTCCCCCNNNTNCCCAAAAAAANNGN I Mill 

I I I I I I I I I I I I INTTGTGNGGGGGGNGGGGNGNGGGNANAAMANANNCNNNTTTTTTfSI 
NNNNNNTN I I I I I I I I I I ANAAAAAAAAAAAAAAAAAAAAAAAAAAANNNGGGNGNNNTT 
TTTNNNNNANAAAATNNATNNNNN I I 1 1 I II I I I I I I 1 1 1 I I 

Sequence 2221 

CACTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCTTTGT 

TTTGGCACACTTTTCCTGACAAACAGCCAGTGTTCTCAACACATAAATACTAGTCCACGT 

TAACAACAATAGCATATGAGACCGCTCTCCGTAAAGATGCCAGATTGGATGCAAATGGAC 

TGGAMTACCTTGGAGGGTTTCACAAAAATAAGACAAAGGGCAAAGGAACTTTGCCAAAG 

GAGATGGAGAGCAATTCTTTAAAGTTAGTGGGAGGGAGGAAGCAAAGAGCTCATAAATAC 

AAGCCTNTTAAAATGGGACGCATTTGCCTCGCGCCTACTGGGGTGTCTGCAGCTCAGCTT 

GGTGCCCCACACAGGACACCG 

Sequence 2222 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCGCCGGAAGTCTCTACTGAGGAAAGC 

TATGAGGATACTCTGTTCGTMGCTCCCGGTGMTTTTGTTCCACAGACTCGGAAGAAAG 

GTTGGATAAGAGTTCACTGGAGATTGACAAGTACCTGGAGGAGCCCCTCACCCAAGTGCG 

CATCTTAACGGCATTGGTGGAAGCTGGGGTCAGAAAAGAGAAATGACCATTTGGAGGGGC 

GGGGCCTCCTAGAAGAACCTTCTTAGACAATGGGGGGAGGATGGGACTTTG I I II 1 1 CCA 

AGAATAAACTTCAACTCCTGT 

Sequence 2223 

CGAGGTACTTCCCACCACAGTGTTGAAAGGGAGAGCAAAGTCTTATGGATAAACCCTCCT 

TTCTTTTGGGGACACATGGCTCTCACTTGAGAAGCTCACCTGTGCTGAATGTCCACATGG 

TCACTAAACATGTTATCCTTAAACCCCCGATGCCTGAGTTGAAAGGGCTCTCTCTTATTA 

GGTTTTCATGGGAACATGAGGCAGCAMTCTATTGCTMGACTTTACCAGGCTCAAATCA 

TCTGAGGCTGATAGATATTTGACTTGGTAAGACTTAAGTAAGGCTCTGGCTCCCAGGGGC 

ATMGCAACAGTTTCTTGMTGTGCCATCTGAGAAGGGAGACCCAGGTTATGAAGTTTTC 

CTTTGMCACATTGGTCTTTTCTCAMGTTCCTGCCTTGCTAGACTGTTAGCTCTTTGAG 

GACAGGGACTATGTCTTATCAATCACTATTATTTTCCTGTTACCTAGCATGGGACAAGTA 

CCACCTGCTGGGGATCACTCTCTAGGATCACCCCTCCATCCACAATTTCATCCACAAGCC 

AAGAACAAGCCCCTTCATGTTCTCCAGCAGTGCTCGCT7TTCTAC 

Sequence 2224 

TCACTNTAGGGCGMTTGGAGCTCCCCGNGGTGGCGGCCCGCCCGGGCAGGNACTTTIvnT 

I I I I I 1 1 I I I I I I I iN Cl I I I M I I I M I I I 1 1 1 II I I I I GGCC I Mil I AATATCTTTA 
TTTG ACAAAATAAAAGTCAGCAACCTATCTCGATTTCCAA I 1 1 1 1 I GTGGTGTTTGAAAT 
TCCAATTGANACCTAAAGCATAGCTCTGGCCTTGGAGAGATTTCCAGGAGAGTCANAGCC 
CANAAGGGAGCAGGATCCAGGAGGCCCTCATNTCCCAGCACTCCAGCTGAGCCAGCCGGG 
TTATGGAACATCACTGAGCMTTAAMTATTATCAACAGACAAAAAAAGTTTATTGAATA 
CAAAACTCAAAGGCATCAACAGTCCTGGGCCCAAGAGATCCATGGCAGGA 

Sequence 2225 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGGGCTCTTTCAGGTCCCCCT 

TCCTCTGCAGACTCAGCCTCCAGGCTGTTTAGCTCTCCCAGATAGCTGCCCCTGCCACGC 

AGGCCAGGAGTCTTCACACTCAGGCACCAGGCCTGGTCCAGGAGGAGCTGTGGCACAGTC 

GTGGTTCAAGTGTCCACATGCACCTGTTAGTCCCTGAGAGGTGGTGGGAATGGCTGCTTC 

ATTCCTCGAGGATGCCCGGGCCCCACCTGGGCTTGTCTTTCTGTTTAGAGGGAAGTGTAA 

CATATCTGCCATGAGGAACATAAATTCATGTAAAGCCATTTTCTCTTAAACAAAACAAAA 

CTTTCTAAGTACAATTTGTTACAAATAACGCAGACTTCAAAAACAAAAAAATNACAACCC 
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AAACAAACCAAAATTTAAATGATCAGAATTGGCAAGCACAAAGAAAACGCCCTNTCCTGA 
CTTNTATTGTGGGCAGTTCTGMCGCCCCCAGAAMTTTGTGCCAMGAGTTTTAGAAAA 
NTAAATATTCCAATAAAAGTAAACACTATACNCCACCAAAACAGGC 
Sequence 2226 

ggcgaat tngagctccccgcggtggcggccgcccgggcaggta c i i i 1 m 1 1 i i i i 11 i i 
til i 1 1 1 i c tmct ttatatatmtactttattttatacaattcagtatatcatgttaac 
atamcacttttaattttatgatatgtg 

ta ctatcatm tttttttaaagtttgtatctttcattmtaaggAggttccttat^ 

g a i 1 1 i i i i icctgtagcttntgagaacacatttttagatncccggcttntagttatacc 

tgaagctccacagtgtanacatgttttggccaaccttgttttatcggngtatgaaatttg 

ngctaataggagggatccaattgtcattacattagaaaactaaatgggaaa 

Sequence 2227 

CCGGGCAGGTACGCGGGGCCCTTCTAGAGGCAGGCAGAGGGAAGAGAAAGGGTCTGTTGT 

TTTTCTCTCCTGTTTCTCGCTCCCTCTCTGCTGATCACAAAGCTGCTGACCGGGTCAGAA 

AGTCCTGATGGAAATCCACCAGCGCTGGGCAGGCCCCTCCTCCTCCAGGGAGCTTGTCCT 

TGCCTMTTTTTCTTCGTCCTGATGAGAACAAAAAAGAGAGAGAGAAGAAAAGAAAAACC 

ACAAACTTCCTTTGAAAACCAGCTTGTAGTCAGGGCCCGGAGCGCATGCCATAGACTCGG 

CGACTCAGGAATCCTGAAGACTCTCTGAGCGACCTGGAGCACCTTGGGCTGTGTCCCTGC 

CTGCCTTCACCCTCCTCCAGTGCCCCCAGTACTAAGGAATCTTTCTGTTTTGGGGTT 

Sequence 2228 

CCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGACACAAGACATCATCTTGAAGGAAGG 

ATGGCTTTGGCCAGACCAAGACCAAGACTTGGAGACCTGATTGAGATTTCTCGCTTTGGC 

TATGCACACTGGGCCATCTACGTGGGAGATGGCTATGTGGTCCATCTGGCTCCGGCAAGT 

GAAATTGCTGGAGCTGGTGCGGCCAGTGTCCTGTCTGCCCTGACCAACAAAGCCATAGTG 

AAGAAGGAACTGCTGTCTGTGGTGGCTGGGGGAGACAACTACAGGGTCAATAACAAGCAC 

GATGACAGATACACACCACTGCCTTCCAACAAAATCGTCAAGCGGGCAGAGGAGTTGGTG 

GGGCAGGGAGTTGCCTTATTC 

Sequence 2229 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCCAGGTACTANAAGATATT 
GATCCTAGTCAATTAGGCATTGTAGACTGTNATGACCACTTAATAAAAAATTNTGGACCT 
GANGCTCACGAGCATCCAG 
Sequence 2230 

NTAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGNGGTACCTGCAGNNCTNNTACACCT 

ACCTCTCTNTGGGCTTNTATTTCGACCGNGATGATGTGGCTCTGGAAGGCGTGAGCCACT 

TTTTCCGCGAATTGNNCGAGGAGAAGCCGCAGAGGGCTACGAGCAGTNTCCTGAAGATGC 

AAAACCAGCAGTGGC 

Sequence 2231 

TTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGTTTCAGAGTTTC 

ATMGACACAGTCTCMCAGGAGTTTTTTTAATAAATGCTCTATCTCTAGTTCCAGAAAC 

TGAATTCCAAGAAGCTACAGTGAGGATAATTCAGCTCTGATATTGTGATTACTGTGATGT 

TCTTTCATTCATACAGTAAGTATCTGCCCAATACGTAACTACCGAGATCTATTGCTTCCT 

ACATAATTAGACAAGCTCCTTACACATATGGGCCCATGCCCGGCACATAGCAGGCACTTA 

ACAAGG GGTTG CTTMCTACNGGAAGGMTAATATAATTNGCCTTTCCNTTTTTAACTGN 

TTTACCCTTTTTCTATACNTTGNTATATTTTGGAAAACNACATGCTTGCAAAACTAAAAA 

TCTMCATGCATTACTMCTTTATAAMGATCCTTCAGTATTTTTCAAAAAGGGAAAAAA 

TNATTAAAACCAATCCCCCAAAT 

Sequence 2232 

TACTTAGGGCGAATTGGAGCTCACCGCGGTGGCGGCCGCAGAGCTTAAGAGACCCTTCAG 
CTTCTCGGTGTAGGTCACCAGTCATGTCACGCTCACAACCCTTTCGCCTCCCTCTAGGTC 
AGGCACCGCATCCAAGTTAAGCAACCGACGCCGGCTCCTTGGTGTCCCAACAAGGTCTAG 
TAGMMGCAACTTTATAATTCGTTTCACAGATTTGATTAAGAGCCAACTGAGTAGTGGG 
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CCTTGTGCTAGGGCTCCGAGGGCCCAAGGACCCCATGGAACCAGATTTAGTCGCTGACCT 

CTAGGAGCTCACAGGTGAGTGACTCCCCCCGCGTACCTCGGCCGCTCTAGAACTAGGTGG 

GATCCCCCGGGGCTGCAGGAATTCCGATATCAAGCTTATCGAATACCCGTCGACCTTCGA 

GGGGGGGGCCCCGGTACCCAAGCTTTT 

Sequence 2233 

CCGGGCAGGTACCGNTGTGTCCGGGTGGGTGGTCAGAATGCCGNGCTCCAGGTGTTCACA 

GCTGCTTCGTGGAAGACCATGTGCTCCGATGACTGGAAGGGTCACTACGCAAATGTTGCC 

TGTGCCCAACTGNGTTTCCCAAGCTATGTGAGTTCANATAACCTCANAGTGAGCTCGCTG 

GAGGGGCAGTTCCGGGAGGAGTTTGTGTCCATCGATCACCTCTTGCCAGATGACAAGGTG 

ACT 

Sequence 2234 

ATAGGGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACATTGGCACGTCA 

CGATGTCTTGAGTTTCATTCACTAGGTGGCAGCCTGCATCGTTCCACTGCAAATGACTGA 

AATCCCAAAACACACAATGAGGCTGGCTCAGGTTTGACTCTATCTTGGAAAAAAATAGGA 

AMCTTCATTTATGGMTAGTTTTGAATAACCGTGGATATCACAGGTCCATTGACCTGAG 

CATTTCCATTTTTGGAAACGGGTAG 

Sequence 2235 

TACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGTCATCACACGTGACAGGATGTCA 

AtGACMTCCTCCAGAGTTTACTGCCATGACGTTTTATGGTGAAGTTCCTGAGAACAGGG 

TAGACATCATAGTAGCTAATCTAACTGCGACCGATAAGGATCAACCCCATACACCAGCCT 

GGAACGCAGTGTACCT 

Sequence 2236 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATATGAACCT 

GTGCTTTGCAGCAGGCCMCTTGTAAAGCTGTTCTCMCCCACTTTGTCAGGTTGATTAT 

CGAGCAAAACTTTGGGCCTGTMTTTTCTGT^ 

TGGAGGCATATCTGAGGTGMTCMCCTGCCGMTTGATGCCCCAGTTTTCTACAATTGA 

GTACGCGGNGACAGCGGNTTCCTTGATCCTTGCCACCCGCG 

Sequence 2237 

GGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCGGGTACNCNGGGCCCTGTGCTG 

TCTGCACCGAG.GAGAGCGGCCTGNCGGAAGNGGGCCACCATATCTGGAAACTACAGTCTA 

TGNTTNGAAGCGCANAAGGGAATAAACANTTAANGACTCCCCCNGGGACCTGNAGGATGG 

NCTTTTCCATGGGGGCCGGAGCNGCAGCTTACMTGNAAMTNACANACTGGNGCTNTTG 

GAGMAACTATANTTGGCATMTTCCCATTMCCACNATGACTTCAAAATTTTAA 

Sequence 2238 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCCTGA 

AATGGCTTCTGCAGAGATGGACCTATGCCGGGGACAGCACACCTGGACTCAAAAGGCAGG 

GATTGG ATAGGAAGAGGAATAAAATATAAAAATCAGAGAACTGCTGAAATTCTGTGACCC 

CTTTTTAGTTAAAAAAAAAAAAAAAANGAAATAAAAGTACCT 

Sequence 2239 

GGTACATTTTTAMGAGGTTGTTTTTTGGCCGGGCGCAGTGGCTCATGCCTGTAATCCCA 

GCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTCTGGAGTTTGAGACCATCCTGGCT 

AACACAGTGAAATCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGGTGGCTGG 

CACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGAAGGA 

AGAGGTTGCAGTGAGCCAAGATTGCGCCCCTGCACTCCAGCCTGGGCAACAGAGCAAGAC 

TCCATCCCAAAAAAAAAAANTTNAAAAAAAANNNNGGTACCTTGCCCGGGGCGGCCGCTC 

TANMACTMGGNGGGGATCCCCCCGGGCTTGNMGGGMmCNATATTCAAAGCTTTA 

TTCGAATNCCGTTCGACCTTCGAGGGGGGGGGG 

Sequence 2240 

CGGTGGCGGCCGCCCGGGCAGGTACNTGGGGAAGGCGCNNCGTGCGTCAGCTTGACAGCA 

GAAGCAGGAGGAGAGCTGGCGGGAAGACATGCACCCCTTGAAGACCCAGAGAGAGGCCGT 

CTGTCTACCGCGTAGCAGTTACATCAGACTGAGACACTTCCTGTTTACAGGAGACTATAA 
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MTTCCTGCCCCGTGCTCATTTGGGGCTGACGCCATTTTAGACCTCAGCCCATCTGCACC 

CAGGCGCTCACTGAMCAGTGTGTTGCTCCACACCGCCTTGTTTTGCTTGNTGGCGCGCT 

CTCAGG GTTCC GACCMTCCMGAGCCTTGCAGAMGCATTAACGTGCTTTTNTCTTTGG 

CAAGAGTTTTTCTTTGCTCTGATCTTGGAGACCATCCCTCTGCCTAGGGGGAAAACATAN 

GGGAATACAGA 

Sequence 2241 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACCATGTTAAGA 

GATAGCAATGCAACCGCAGCCAAGATGTCTTTAGATGTAATGATTGAACTCTACAGAAGG 

AACATCTGGAATGATGCAAAAACTGTCAATGTTATCACAACTGCATGTTTCTCTAAGGTC 

ACCMGATATTAGTTGCCGCTTTGACATTCTTTCTTGGGAAAGATGAAGATGAAAAACAG 

GACAGTGACTCCGAATCTGAGGATGATGGACCAACAGCAAGAGACCTGCTAGTACCCTCT 

CTTCCAGCACCCAGGCCAGTATTGAGATCGATTCTCTCTATGAAGGAATCGACTTCTATA 

CCTCCATTACCCGTGCCCGATTTGAAGAACTGAATGCTGACCTGTTTCCGTGGCACCCTG 

GACCCAGTAGA 

Sequence 2242 

TAGGGCNAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGGCGTGGGCC 

TGCTTTCCCGCCAGTGCCCACTCAAAGTTTCTTACGGCATAGGCCGATGAGGAGCATGAT 

CAGGAAGGCCGGGTGATTGTGGCTGMTTTGACTCGTTTGTGCTGGTAACAGCATATGTA 

CCCTTGTCCTCTTCTTCAGTGACTTAAAACAATTCCAGGATCAGAAGAGAAGCCAACGTG 

ACATCCTCGATAAAACTGGGGATAAGCTGAAGTTCTGTCTGTTCACCGAAGTGGTTGAAA 

AACAATTTCGAGATCCAGAAGTCCCTTGATGGGTTCACCATCAGGTGTTCACAAAAA 

Sequence 2243 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGNCAGGTACCTTCACCTG 
CTTT GGAG AAATCCTGAATGTGTCCCCAGAAATGAGACGAGAAGTCTTCTCCTGATCAAA 
GGTCTTTTCTTGATTGAAGGGTTCGTGGTTTCACAGGCTTCAAGGAAAGAAGCCATGGAC 
CTCAGTGGTGAGTGTTACAGNTCCATTAGAGAAACATGCAGACCCCCCCGCGTACCTN 
Sequence 2244 

GCCGCCGGGCAGGTACTTTCCCTTCCCTAGAAAAGCNNGACTNGNCGCTAACGGTGAAGG 

ACCANGGCAGGCGTCCCTGAGTGGTCTGACACCTTTGAAACGTGAGTGAATAATCAGAGA 

GGTGTCCCTGNAATGATAAACACCAAGGAAAGGCTGCCTTCCCAGTCTGNGACCAAGCGC 

CAGAGTTTTGGGTCCACGGATAAAACGTGTCTCGTTTGTCTCTACCAGAAAATGAANGGA 

ATTTGAAATTAAGAGAAGGGAGAGATTAAAAAAAAAAAAAGAAAAAAAAAAAGTACCTCG 

GCCG 

Sequence 2245 

AGGTACGCTTCGACCCACGCGTCCGAGAAAAGACTATTAATTATTTGTGCCTTTAAAGGT 

TMTTATTTCAACCTTAAAAGAATCTTATAAGAACCCATTAATAAAAAAGAATGCAAATA 

TATTGCCCAAAAMATACACAAATTATTGTCTTTCATATAGGGGAGGAAATAAATATGTT 

TCATCTGAATTGTCTGAAGTAAGTCATGAATGGAGTCAGGGTAAAAAAAAAAAAAAAAAA 

AGTGCGGCCACCTGCCCG 

Sequence 2246 

CCGGGCAGGTCAAGCTTCGACCCACGCGTCCGCGAATACTGCATACTGTTTAAGGTAGTA 

TATMGTTTATGAGAGAAGTGGAGAGCTTTCTTCCTTGAAMGTCGGTATTTGTTGAGAT 

ACCATTTGCCTCACAGAGAGGTGTTCCCCACTCCCATCCCCATTGCCAGATAATAAATAT 

TTTGAGAAAAGTGACCTAAAACAGCTGAAATCTTAGGTGCATCTGTCTGCAGACCTCCTT 

MGCAGGC TGTAT CTTACMTTCCCTTACTGCACTGGGTMGTGTTMCTTAGTTTTTGT 

TGTTTGCTCTTTTGCTTTAAATATTCTCCAAATTACACCT 

Sequence 2247 

AGGTGTACAAGCTTCNACCCACGCGTCCGAAAGATTCTTGGNTGAGCATGGTGGCTCATG 
TCTGTCATCTCANCAATTTGGGAGGCMGGGCAGGAGGATAGTTTGAQCCCATGAGTTTG 
AGACCAGCCTGGACAACATAGTGAGACCCCATCTCAGCAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAGTGCGGCCGGCCGCAC I II I I I I I IN I I I I I I < I GCTCAATANAAGTNTGG 
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MTMTTCCAGGTMTTTAM6CATNTTTTTNAATTGGTGTAAGCTGCTCCATGAAGTCA 

NCTNGCTCCTCTMTTGGGATGGTTNTTNATNACACGGCATGTTNTMGAGTTTGATGAC 

AGGANCATNAGTGTNNGGNCCCAGNACCCCCTTCTGNGCGGACTTNTNGGCATCCTCCCT 

TCAAANCTCMTNCTTTTNANGGGGCCCTGAGGAAAGTNNTTTATTAAAAGGGNTNTTTG 

CAAA I I 1 1 IG 

Sequence 2248 

AGGTCA C I I I I 1 1 II 1 1 I M < I 1 1 AAAATAATTCTTTTAATTATTGATGCTTTGAATAAN 

MGTCCATTTTACTAAATTTAGTATAAATTATCGGACGCGTGGGTCGAAGCTTGACCTGC 

CCG 

Sequence 2249 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTCACTGACACGTTTCTCTTGACA 

CTGAGATGGTCGCAAACAAAACACCGTTCTTGCCTGGATGAAGCAAGAGTTCACATAAAA 

GAGCTTTATAAAATGTCTATGAAGGAGAATTGATAATATCAGAAGAGCTCCAGCACTTCA 

ATTGMTATAATCCTCTATTATTCTTTTCTTGATTTAATTTCTGTAGCTCCCGAAAACTT 

ACTT CAATCTTGTTGAGCTCAGAATAAACAGATATCTAAAGAAAAGAGTTTCAGAGTAAC 

TTTTACCATAATGTCTACATAGAAACAAATCTTCCAAGAGTAAGCTATTTAAGGACAAAT 

TTTMGAATMTTGTMTTCAGGTGATACTTGGGTTTTTGTACAAGCTTCGACCCACGCG 

TCCGACCTGCCCG 

Sequence 2250 

CCGGGCAGGTCAAGCTTCGACCCACGCGTCCGATAATTTATACTAAATTTAGTAAAATGG 
ACTTCTTATTCAMGCATCAATAATTAAAAGAATTATTTTAAAAAAAAAAAAAAAAAAAA 
AAAGTGACCT 
Sequence 2251 

TGAGCTAACTCACATTAATTGCCGTTGCGCTCACNTGCCCGCTTTCCAGACGGGGNAAAC 

CTGTCGTGCCAGCCTGCATTAAATGGAATCGGCTNAACGCGCGGGGGTAGGAGGCGAGTT 

ANGCCGTATTGGGCCGCTCTTCCGNTTTCCTCCGCTCACTGGACTTCGCTNGCCGCTTCG 

GGTCCGTNTCGGGCTGCGGCCGAGGCGGTTATCAGCTTNACTCAAAAGGCCGGGTAATAC 

GGGTTATCCACCAGAAAATCAAGGGGGATAAACGGCAGGGAAAAGAAACATGTGGAGGCA 

AAAAGGCCAGCAAAAAGGCCCAGGGAACCCGTAAAAAAGGCCCCGTTGCCTGGGCGGTTT 

TTTNCATTAGGCTTCCCGCCCCCCCTGGACGAAGCATTCACAAAAAATCCGACNGCTTCA 

AAGTTNAGAAGGTGGGCGAAAACCCCGAACAAGGGACTAATTAAAGGANNCCCAGGGCGT 

TTTCCCC 

Sequence 2252 

AGGTCTTCGACCCACGCGTCCGATTTTACTCTGTGTATTCGTGGTGGTGGGTTATAGTNT 
ACCAAGTTGTCCAAAATGGATAATTCATGTGAGATAGGCAAGANCAAGNGTTGTATCCCA 
ATACCATTTGGTGAAAMGTTGAACTTCANAAAGGATAAGTANTTTGCCAAGATCACCTG 
NCAACCTGCATAGTCAMTTTGAGATGGAACTCAGCTACTCCAATATCTGTATTTGCAG 
Sequence 2253 

CCGGGCAGG I I I I M I I I I 1 1 I I I I I GCAACATTGCCCTTTGATGTCCCCATGAGGGCCA 

GGCCCAGGCAGMCCCATCCCATTTTATCCTTAAACTCANAAGGAAATTTGTCTAAATAT 

TAAAGGATTAATATGGGAATAAAAAATGAACCTTAAACCCTGCCACTGATACACAAGCTG 

TCTCTCTTAGAGTTCMTGMCACTTCAGGAGAGTATTTCCMCMTATTTAGATATTGG 

MTATCTAMTATTGTTGATTTAGATAACCACCCTAGATTTCTCACCACCCTAGAACATT 

TAGTGGGGAGACATTCTTTTCTCCTTTTTCTGATAACTTGGTCAGAAGTGATTGACTGNG 

CAAATGGTATTTNTCCGGACGCGTGGGTCGAAGCTTGACCTnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnGAATnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnATTGCGCGCTTTGGCCG 

TAAATCATGGTCATAGCnnnnnnnnnnnnnnnnnnnnnnnnTCCGCTCACAAAATTTNCA 

NCACAACATACCGAGCCCGGGAGCCATAAAAGTGTAAAAG 

Sequence 2254 

AGGTACATGTGCCANNTTTGTTATATCTTTANCTATATNCNNNNCTACTTGCCCCTGATC 
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ATCTATGNGTAGACMTMTTAGTMGGTCAMTTTTTCACAAACTCCTCCTTCAGCTGC 

TAGCMGTMTCAAGAGCTAGTCTATTTTGATAGATAGCATTTCTCATCAGAGTCTCTTG 

CCAGGCAAGAACAGTCAAGGCTTGAGTGGTNTNNTTANTGNCTGCATTCTAAAACTGCTT 

GGCNCCATATGACANNGCCGANCATGTAGATGGGGGTTCGATATCCCCATGAGACATCTT 

GTGCCCAAGTGGCAGGTCCATAGTATTGTAAG A I MM I CAGGGGGCCATTCATCGTCTT 

TCCMTCACCTATGGCTATGCTTCATTTTTCACAG'GAAGCACAGACTGGGAAGCCCAGAA 

GTTTACCTGTTTTTATGGNCCCCTAAAAAAAAMNANGGTTCNATGGGTGCCAAATTTAC 

ACAGNTTACCTGGCCCACTTGATTNAGGGMNNTTTTNANNCATTAAGNNCCGAANCCCN 

NNGGGNATCAAAAAGNTTTGGCCCCTGGCCCGGNNNGGGCCCGGCCCNCC 

Sequence 2255 

ACCTGCCCGGGTGGCCGCTCGAGGCCGCCCGGGCAGGTTTTATTTAACATTCAAACTTCA 

TTMGACATGTGCAATATGGCAATTTTACTGGGGATTAAACCCTACCTAGGATTGCTTGC 

TGGGGCTTAGCAACAGGGTCCAGTTCACACTTAGCACTAATTAAATACTTTATTGAATAA 

ATACAATACCAAACAAAATGCATTCAAATGCCGGACGCGTGGGTCGACTCAAGCTAGGTC 

GGACGCGTACCT 

Sequence 2256 

AC M M I I M M M M I M M M I AAAAATTCAAAAAATTAGTTTATTAGCTTAATATAA 

TTAGGTCMTGGAATCCTGTTTTGATCTCAATACTTCCCATATTGCAATATATAAATGTG 

ACMATTCAGCTGTTTTGCGGCATAGATAAGTGTCTAAGCTGGGCAGTTAGTCTACCCGT 

TTATAGTTCATGTTCTTCATGGCTTTGCAGCATTTGTCACTTTCTATGATGTGTTCAAAG 

ACCAGAAAAGGCCACACTTGACCTGTCAGCTGGTCCTTGAACAGCTGTAGG iTTTTTTTI 

TTTTGAGACAGAGTCTCCCTNTGTTGNCCAGGCTGGAGTGCANTANCGCAACCTCGACTN 

ACTGNAACCTCTGCCTCCAGGTTCAAGNGATTCTNCTCCTCANACTCCTGAGTAGCTGGG 

ATTACAGGCCCATGCCACCATGCCCGGCTGATTmATATTmAGTAGAGATGGGGNTT 

CACCATGTTGGCCAGGCTGGTNTTGAAAACCCTCGGCCGNTTCTANAAACTAGTGGGATC 

CCCCCGGGCTTGCAAGGGAMTTTCCNATTNTTCAAAAGCNTTAATCGGATACCCCGTCC 

MCCNTNNGANGGGGGGGGGGCCCCGGGANCCCCCAGCTTTTTGGTT 

Sequence 2257 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCAGGACCTCAGATTAAAAATAT 

TGCTGAGGTCAGACGCCACMTTTTCATGACTTTCTTCAGMGTAGCACATTTTCGTGAC 

TTCCGCTGTCCTCTGAAAAACMAGTTATTTGGAACATGTTCATGCAAAAGTGATTCTGA 

CCAAGTCTAMTCGAGCTTTTCTACTGACATGAAACTGNTGGAAAACTGATCTTATTTTA 

TMG MAGTGTTrrCCCCTNAGGGGGGGNNGTGTGNTTTCNGAACANCCCNCNNATTATT 

TTTTCCCCCGGNNCCNTATAAAATATTGGGGTCCCCCCCCNNNCGGGGGGGNNGGGGNAT 

TTTAAAMTTNTTTTTTTNNTCCCCCCCCCNCTGGGGGG 

Sequence 2258 

GGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTGTACAAAGCTTCGACCCACGCGTCC 

GAGCAGAACTTGGCAGCAACAGAGGAAGGGCCCCTGGAGCCGGCTGTCGTGGATGCCTTT 

AATCAAGCCTGGCATTTGGTTGCTCACGAATGTCCCAACTACTTCCGCTAGGCCCATCAT 

GGCTCAGGCTGCCCAAGGCTTTTCTGTCACCTNTTTTGTTCTCTCACACTGACCAAGTCT 

TACCTGCCCG 

Sequence 2259 

CGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTCTTCGACCCACGCGTCCGTA 
GTAATAGGAATTAACTGACCCCTTTNGGATGGGGGAGAGCATCAGGCTGGGGTCAGGTAA 
GTGTAAATGGCCTTCTGAGCATGCTCTTCTAGGCTGACTCC 
Sequence 2260 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTAGTTATCAATTCATGGGCTATGGCCA 

CTGGTTTGCTGGATGGTCAGGGACTTGGAAGGAACATGACTGGAAAATTGGTGACAAAAC 

GGTCTGTGGAAGAGGTATATACACAGATCTTTCTGAATGGGTGAAAAATGTGAGGATATT 

TGTGTCTCATATGAATGCCCCCAAAGAATGACTTCAGCAGAAGAGGATTTTAATAACCAA 

GTAGATAGGATGACCTGTTCAGCCCCTTTCTCCAACCATGCAGGTAACTGCCCAATGAGC 
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TCATGAATAAAGTGGCCATGGTGGCAGGGGTTGTTCGGACGCCGTGGTT 
Sequence 2261 

TGGCGAATTGGACTCCCCGCTGTGGCGGGGNGNCGGNCGNCNGAGTAAGACTTCGTCTCA 

AAAAAAACAAAAACAAAAACAAAAACAAAGAAGTTAGCCTGGTTGGGCATGGTGGCTCAT 

ATCTGTAATCCTAGCACTTTGGGAGGCCCACTGGGGATCATTTGAGGCCMGAAATTTTG 

AGACCGAAGCCTGGGCAACGTTAGTTGAACCCTCATCTNTTACCCAAAAAAAAAAAAAAA 

AAAAAAAMGTTGCCGNGCCCGCTTCTTANTAAACTAAGTTGGATTCCCCCCCGGGGCCT 

GGCAGGGGAMATTTCGAATATTCAAAGGCTTTATTCTGAATACCCCGTTCNGACCCTTC 

GNAGGGGGGGGG 

Sequence 2262 

AGGTGGACTTGATTCATAACCAACCAACCCAGGCTGTCATGCTAAAAAAAAGGGCAGAAT 
CTTTGCTGCTGMCTACTNGCATAGGGTTGACTACCATTGNTCCTTTAGT^AGTTTGG 
GCTAGCAAAAAGGTGNGTCCTTTGCCATGTAAATAAAAGCCNTNTCNNGGTAATNAAAAN 
GGTNTNTN 1 1 I I I AACTT 
Sequence 2263 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTCCCAAAGTGCTGGAATCACAGGAAT 

GAGCCACCACACCCAGCCAMTTGGGCACAAATTTAAAATTTGACTTTTATTAATGATAT 

GGTAAAGAGATCTAGCTTGGTCATGACACCCTTGTGTTATACGGTGACAGGCAAATCATT 

TAAAMTATCTAMCTATAATTTNCTGTAGTTCACATGAATTGGATATTCTTGAAGCGGA 

CGCGTG 

Sequence 2264 

GGCGAA TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTTTTGGGGGGAGAGACACAG 
ATTTTTACACTAATATATGGACCTAGCTTGAGGCAATTTTAATCCCCTGCACTAGGCAGG 
TAATAATAAAGGTTGAGTTTTCCAAAAAAAAAAAAAAAAAAAAAAGTGCGGCCACCTGCC 
CGGGCGGCCGGCCGCCCGGGCAGGTNTCGGGCCCGAGAAGACCTCCTTTTTC 
Sequence 2265 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCCGAGCTAACGAATGCTNGACT 

AACTAGATNCCAAAGCTTGCTCTGTGAAAATTCCCGNATAACCNNTGAAGTGGGCGACAC 

CNTAACCCTGCACACCTTACTCCTGGTNTCAGAGAGCCCAGTNTGAACATAAACTGNGTA 

GAGGTGTTAGACTCANCCTACCCTAGTAANGCCCAACCTCCGAGACCAACCTTAAACATC 

AGTAGACTGCGAGCTGTATGTGGATAGGAGCAGTTTNGNCAACCCCTGCNAAGTGACTCT 

GAAAAAGAC 

Sequence 2266 

CCGGGCAGGTCTTGAGTCGACCCACGCGTCCGCCTAGCAAAGCTGTTTCCACTGAATGCA 
TCTAAGCANNGATGGANCTATGCCAAAACCACCACAGGNGTTTCACTTNAATGATACCNC 
GAAACAAGG 
Sequence 2267 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAATATGCTACAGGGAAGA 

AAACGTTCCAAAAACAAGAAAAAGTTGGAAAAGGCAATGAAAGTGCTCAAGAAACAGAAA 

AAAAAAAAAAAAAAAAAAAGTGCGGCCGGCCGCAC I I I I I I I 1 1 I I II I 1 1 1 1 I I CAATN 

TTATTTATCAAMTAAATTTATTAAMGTTTTCAAAGACCNCTTTAAAGTGTANCTGGCT 

TNMNACAGATTTTTGGNACTCNTMCGGACACTGCAGTTTTNAACNCCATAGCACTCAT 

TNTATTTCACACATCA I I I I IAAC 

Sequence 2268 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAAGGTATGTAATCCAGG 
AAGTGACCAGCCTGATGCGTGTTATGACTCACTGNAAGCCTCCCATGATTAAGGAC 
Sequence 2269 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCTTGAGTCGACCCAC 
GC GTCCGCCGG AGAnnnnnnnnnnnnnnnnnnnnnnnnTGATCTAGATCACGAGCAGCCG 
CACI I I I I I I I I I I I I I I I I I I I I I II I I I GGACGAATTCAGGAGTCCTTTATTAGCCGG 
CAGCCGANAGACAGCTAGCGCTCAAAATTNTNTTGGCCCCGAAGAAGGAGCTAGATTTTC 
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TTTTATACTTTGGTTTAMCAGGGGAGAGGGGGAGTNTAGTTGAAACAATNTTACAGAAG 
TAAAGTAGGCAAAAAGTTAAAAGGATAAACGGTTACAGGAAAGTAAACAGTTCCAGGNGC 
AGAGGCTTTAAGTNTATCCTAAGGNGATGGACCCCGGGCTTTGGGC 
Sequence 2270 

MTTG GAGCTCCCCGCGGTGGCGGNCGAGGTCAAGCTTCGACCCACGCGTCCGGTTTGTT 

TTTTTCTTACGGCMCTCAAAGCAAAGAGCTGGAGGAGCCAGNCATTATAATTGCTTACT 

CTCATCGCTTAGCGCCCCAGGTGGGATGTGTTTCCAAMCACATTTTTGTMTT^ 

AMTGTAGTTAGGATTAATTTTATTGTCCTMTTAGMCTCACATTTTGGTTAAATCCTC 

A ATTTCATT AAAAA A AAAA A AA AAAAAA AAN G G N 

Sequence 2271 

CNCTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCTTGAGTC 

GACCCACGCGTCCGGTGATATGTCACAATGCCGTGTAGCCAGAGCCTAGACAAAAGTTAC 

AGCACCTGGGAGATCAGTGCAGAGATATGTCACAATGTCCCCAGTAGGCAGAGACCAGGC 

AACAGTTGGATCACCTCGGGATCAGTGCAGAGACATGTCTCAATCCCCCTGTGGGCACAG 

CCTAGACAAGAGTTAAATCACCTCGGTTAACAGTGCAGAGATATGTCAATATTCCCCTGT 

AGGCCGAGCCTACACAAGTGTTACATCACTAAGGTGATCAACGCATAGATATGTCAAAAT 

ATTGCCGTGAAAGCAGAGTCTAGACAAGAGTTACATCACCTGGGCGATCAGTGCAGAGGT 

ATGTGACAAGGCCCCTTTAAGCAGAGCCTAGACAATAGTTACATCACCTGAGTGATCAGT 

GCAGAGGTCTGTCACAATGCCCCTTTAGGCAAGAGCTTAAACACCTCGGC 

Sequence 2272 

AGGTACTTGACCCCACAGCCATCTGGGATGAGCCGCTTTTCAGCCACCATGTCTTCAAAT 

TCATCAGCATNGAACNNGGTGMGCCCCACTT^r^^TGAGATG^ITGGATCTTCTGGCCGGC 

CAAGGAAACTTGMCTTGGCCCTGCNGCAGGGCCTCAATCACATTGCTCCTTTGTTTCTT 

GCMGCTTTTGGGTTGCCGGGATTGGGGACATNGATAAACTTGGGCCAAATTGTGAAACC 

CTGGGCCACAAGTGCCCTGGGGGNGCCTTTCCAAAAAGGGCCACCCTCCGCCATGCNCTG 

TTNTGGGAAGNCCTTGTTCAAGCCCCCCAANCNACAGGGGAACCAAACCAATTCNTTNGT 

TTGGAATGGCCGGGAATTGAACCGTGGNAAAGGGGGGGTTGGGGAAGCCCCGCCACCCCC 

NGGNATAATGGGGAMGCCMTCTTTTGCCAACAMCTTTTTTTMCCAATGTTACCCTT 

GCCCGGGGCCGGGTCCGCTTCTAAGAAACCTAGGTGGGGGATCCCCCCCGGGGGCCTGGC 

GAGGGGAAATTTTCGMTTATTCNAMGCTTTAATTCTGAATACCCGTCCGGACCCTANG 

AGGGGG 

Sequence 2273 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTAGCTTGAGTCGACCCACGC 
GTCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA AAAAA 
AAAAAAAAAAAAAAAAAAAGGGGNGGCCGGCCGCCCGGGCGGGTCCCNTCANANANAAGG 
GGGNGGGNGCTAATCCAGTACCAAACNTTC 
Sequence 2274 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATTTCTACTGT 

AGAGGAAAATATATGACAATTATCACTGTCACTGCCTGACATACAAAAATGGAACAGAAC 

AGTGGGGTAATGAAGGGAGGGGAGGGAAAGGGAAGAGCAGGAGAGAGAGGAGTTGGAGGA 

GAGGGGAAACAAAGGGAAAAGGGTCTATTAAACAGAGGCCTAGAGAAGCTAAAATTTGGA 

AATGGCAAATCTGAGAAGAGCCTGAATAAAAAGTGGGGGTGAGGCCATGCACAGTGGCTC 

ACGCCTATAATCTCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACCTGAGATCAGGAGT 

TCGAGACCAGCCTGGCCAACATGGCAAAACACCT 

Sequence 2275 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCG 
TCCGAAAAATGGGAGACAATTTCACATGGACTTTGGAAAAT AI > I I I I I CCTTTGCATTC 
ATCTCTCAAACTTAGTTTTTATCTTTGACCAACCGAACATGACCAAAAACCAAAAGTGCA 
TTCAACCTTACCAAAAAAAAAAAAAAAAAGACCTGCCCG 
Sequence 2276 

CCGCGGTGGCGGCCGCCCGGGCAGGTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTAG 
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AGGGATGAACCACCATGCCCAGGTAATTTTTTAA I I I I I AGTAAAGGTCGGGTCTCACTA 

TCTTTCCCTGCTCAGCTGGTCTGGAACTCCTGGGTTCAAGTGATCTTCCCACCTCAGCCT 

CCCAAAGTGCTGGGATTAAAGAAGTAAACTACCACACTCAGCCACACATAGGTAATTTAA 

AATATTTCCATAGTCACMTTAAAMCACATATAMTAGGTAAAATTAATMCATTTTAT 

TTAACCCMTATATTAAAATATTTCCACTTTAAAAAGAGACCTCGGCCGCTCTAGAACTA 

GTGGGATCCCCCGGGCTGCAGGGAATTCGATATCAAAGCT 

Sequence 2277 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTATTCGACCCACGCGTCCGTAG 
TTTTTATCTTTGACCAACCGAACATGACCAAAAACCAAAAGTGCATTCAACCTTACCAAA 
AAAAAAAAAAAAAAAAAANGT 
Sequence 2278 

GNACC CAGTAATCACATAAAGGTNTGCAGGTCATGNTGTTTATTTAGCTTMCTGTTTTT 

TTTTTATTTGTTGMGGGGGTNGGTGTTATTTCAGNCTTTTTCTTAT^ 

CTTGGTAAAATCTGTAAGAAAGTTCCATAAATTATTGGGGGGGAAGGNATTTCCTCTGAA 

ATTGGGCTAAAATTCCTTGTAGCTGAAAAAAAAAANAACAAAAAAACAATAAAATANGGN 

GGCCGGGCCCGCTTCTAAGAAAACTAGGNGGGGGATCCCCCGGGGGCCTGCAGGGGAATT 

CCGNATATCAAAGCCTTATCGGATTACCCGNCGNACCTCGGAAGGGGGGGGGGGGGCCCC 

GGGGTACCCAAGCTTTTTGGTTTCCCTTTTMGTGGMGGGGGTTAAATTTGCCGCCGCT 

TGGGGCCGTAAAATCAATGGGTCATAAGGCTGGTNTTCCCTGGTGGNNGAAAAATTTGGT 

TAATCCCGCTTCAACAAATTTCCCACCACCAACCANTACCGAAGCCCGGGGAAGCCATAA 

AAAGGTGGTNAAAAGCCCTGGG 

Sequence 2279 

NGGNGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAAAAAAAAAAAA 

ACAAAA AAAAACCACTTCAACTAATTCATCTGACAATGCTGTTCATATTCATGACGCCAT 

I I I 1 1 IGTTTGTTGTTGTTGTTGTTTTCCTAATAATAAAGAAGGAGACTTAGGGCTGTTG 

GGCTGATATATGTTTGGGGGTCCCACCTCCCCGCCTCATCCGTACCTCGGCCGACCAGTG 

CAAATATCTACCCAGTTAGMGAGTAAATACCATCTTAGTGTTATTATCAAAATATTNTG 

AACTCATGAACCTCCTCAGACTGTTGCTGGGGACTCCCAGATATCAATACTCTGAGAACC 

ACTGATCTAATGTTTCTTTAGTCAGTTTCTATTTGTTCTCTAGTATAACCAAGCATAAAA 

GTAAT 

Sequence 2280 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTCCGCTCAG 

GGCACAAAGTGATCATTTGGGATCCTAAGTTAAAAAGGAAATGCAAGAGTAGGATACTCC 

AATTCCAGAGTCTTTGCAGGAGGCTAATCCCACAAGAAGGGTAGCATCAGAGAAAGTGGC 

ATT GGTCT TAGTGGTGGATCATCAGGTAGACAAGTGATAGTGTGTGTAACCCATCTGAAA 

TTCATTTTACCGTCACCACTCTTACAAAGGACAGTTTATTCCCAAGGACAGTGCTGACGG 

GGAGGGGGACAGGCAGGGAGTTAGGAGGGTTTTCGAGGATTTCAAACAGGTGGAACCCAT 

CCATCCCTATTCCCAAGGGCCACTTACAACTCTAAGGGGTGGTTACAGGATTAACTACCA 

GTTCATTTTCAAAATGCTGCTTTGMCTC^^ 

TGTAAAACTTTTTACAAAATAGT 

Sequence 2281 

CCGGGCAGGTTACAAGCTTCGACCCACGCGTCCGGTCATTATTACCCTCACTGTCAACCC 

AACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAAAAAAAAAAAAAAAGTGCGGCCTCG 

AGCGGCCGCCCGGGCAGGTACAAAAAAAACCTTACATAAATTAAGAATGAATACATTTAC 

AGGCGTAAATGCAAACCGCTTCCAACTCAAAGCAAGTAACAGCCCACGGTGTTCTGGCCA 

AAGACATCAGCTAAGAAAGGAAACTGGGTCCTACGGCTTGGACTTTCCAACCCTGACAGA 

CCCGCAAGACAAAACAACTGGTTCTTGCCAGCCTCTAGAGAAATCCCAGAACACTCAGCC 

CTGACACGTTAATAC 

Sequence 2282 

GCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTCAAGCTTCTACCCACAGCGTCCGTTT 
ATGTTCAGCAATAAAGGTTCTATCCGTAAAAAAAAAAAAAAAAAAAGNGCGGCCGGCCGC 
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CCGGGCAGGTACTATGACTAGACACATGATGCATGGCTAAAAAGCTCTTCTGGATAACTC 
CTTAGNGAAGGNCTAACNNCCCCACCACCATCAACCTACAGCCCTGCC I 1 1 I 1 1 1 I 1 1 < I 
TTMNMGTCTGTCACCACMTNTTGTCTGGNGCTNGATTTCAAATAATACATTTNTAGA 
ACCTGCCCGGGCACACGCCCNATMCGANTGGTTTTNNNTTATATCAATTAACGTTAAA 
Sequence 2283 

CCGCGGTGGCGGCCGAGGTACTCCAGCCTGGGCGACAGAGCAAGGCTCAGTCTCAAAAAA 

AAAAAAAAAAAAAAGGAGAGGAATAGTAAATTTATAGTGGAGAAATCTGCAGTCACTAAC 

TTAACCAAATAACCACATGGATGTATCCCTTATTAAAGGTAATCGAAAGGGCACAGCGTT 

ACTTCTGTGGAATTCTTGCCCAAAATGCATAATCTCAATCAAATCATAAGAAAACATCAA 

AATTGAGAGGCATTCTACAAAACCAATAATTAACCAATATTCATCAAAAGTGTCAAGGTC 

ATAAMGACMGATGTTTATAGAAATACATTAATTTTGGTTTCTACTTAAATTTTAT 

TTAAMTAATTGTTTTAGAGATGTGGCCTTGTTAGTTGGCCA 

Sequence 2284 

AT AGGGCGAATT GGAGCTCCCCGCGGTGGCGGCCGAGGTGGGAI 1 1 I I I II I 1 1GTTTTT 

TTCI 1 1 I I I I ! I I GGTTTGTTTTAAATCAGTGCATAAA I I I 1 1 CTTTTCTCATTTCAGCA 

GATGGACAAACAGATGGACTCTACAGCTAAGTGGAATATCAAAGGTAGAGGGGTGATTCT 

GTGAGACTGATAGGCCTGACTATTCTCAATTCTCCCCACTGCAGTGTTCACGCGGACGCG 

TGGGTCGAANACCTGCCCG 

Sequence 2285 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCGCGTCGTAACAGTG 

TAACATGTATTATGGTAACTTCTAATCTTGTGGCCTTAGACAGTCTAGTCCAAAGGCATA 

MGAMGTNTGCTTTAAAAAAAAAAAAAGGAATGGTTATCTTCAAAAAAAAAAAAAAAAA 

AAAAAAGT 

Sequence 2286 

TAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACGACTCATATAGGGATCTAGA 

TCACGAGCGGNCGGCCGCCCGGGCAGGTCTCCCATCTTGCGCAAGTTGGTCACGTGGTCA 

CCCMTTCTTTGATGGCTTTCACCTGCTCATTCAGGTAATGTGTCTCAATGAAGTCACCG 

GACGCGTGGGTCGAAGACCT 

Sequence 2287 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCGTTAAAGGAATAATCTGCAGAACATCTTGAT 

TTACAAGGGACAAAATGATGCAAATTATATGCTGTCCAACCTACTGGTGAACTGGATCAG 

MTGGTCCMGGACTGTTAAACAGAGGAAGTATTTACATTTTGAAAACTTGCGGACGCGT 

GGGTCGAAGCTTGTACACCT 

Sequence 2288 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGNCTGGTACATAAAANAATTTN 

TTNGTCTTTAMTNGATACNMTGTCTATCANCTTTAATCAAGTTGTAACTTATATTGAA 

GACANTTNGATACATAATAAAAAATTATGACAATGTCCTGGAAAAAAAAAAAAAAANAGT 

GCGGCCGACCT 

Sequence 2289 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATACTTGTCATTG 

CGTAGACTTCTTATCAAAATTTCACATTNATCTGTAGGAAAATGTAAAGTTGGTAAAAAT 

TGTTTACACMATCACACATTTTCCATCCTTGACAATTGCAGNGI I 1 1 I I I I I AAATATT 

GCTGTATTMGACAATTTTAACTGAAGTAGGTTGTAGAGGCTANAAACCTGATTAATAGA 

GCAGTATTAGACAATTCTAACTGAAGTAGGTTGCAGAGGCTAGAAGAAACCTGATTAATA 

CGGACGCGTGACCT 

Sequence 2290 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAAAGCTTCGACCCACGCGTGCG 

AGTCAGGGAAGGTTTGTTTATGTTACATTTATTTCACCAGAACTATTTTAATATATCAA^ 

GGGGTTTACTATGCCAAACAAAATTCTAGGGAAAAATACTGCTAAAAATGGATGCCTCAT 

CAGAACATGCTGTTGAGTCCMTGTGCCATMGACATT7TAGCATGTTAAATAGCACTTT 

TMTAGCAAAAAAAGGCACATCAACTGCGMGTTATC.CTTAGTTTGCAAATGCTTTTTCT 
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AGATTAATGATTTTTCAATCATTAGGGTACCTGCCCG 
Sequence 2291 

CGCTACCTGCCCGGGCGGCCGGCCGCAC I II I I I I I II I l l I I I I I 1 1 CAAGTTTTATGA 

TTTATTTAACTTGTGGAACAAAAATCGGACGCGTGGGTCGGACGCGTGGGTCGAAGCTAC 

CT 

Sequence 2292 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCTACCTCCAAGCAGGATGATGGG 
CTAGACATGGAGCATACATAAACGGGCAAGATTCAGTCCCTGACCGCAAGGCACTTACAG 
TCTAGTTGGGAAGGGAGACACAAATGTACCT 
Sequence 2293 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCAGAGACTCCAGGAAAAATCAAAAATTTGTTT 

TTGCMTTAGCCGAGCACGTAGCCCAGTCTCTAAATGTCACTTCATATTATGTTTGTAAA 

ACAACTGTAATAAGAGATCAATGGCCATAAGAAGCCTGAGAATTAGTGCCTACAGACCCA 

GTTCCTGATGAATTCTCAGCCCAAAAGAATCACCCTGATCATTTCTAGGTTCTAAAAGTT 

TCAATTATTGGACAATATTGCATAGCTAGAAAAAAAAAAAAAAAAAAAGTGCGGCCTCGA 

GCGGCCGCCCGGGCAGGTACTTTGAGCAGGATAATAACATAAATTTCATTTAAAAAGTTG 

TATTTATAGCCCCAGTAACCGGAAAGAATTATAAGTAATTATGGAAGTATTATATTCTGA 

CCATACCAAGAGTTAAAAACAAAGAGTTCCTACTAAAGAGGAATATTTTCAAGATGATCT 

GGTCCATCATGTGCATAGTTAAAGAATGGTTGGTTTAATAMGATTCTTTTGCAAATAAA 

GAAT 

Sequence 2294 

AGGTACAAGCTTCGACCCACGCGTCCGATGAACAACTGGCTGCTCTGTCCCAGGGTCCAA 

TATCCAAGCCCAAGAGGAAAAGAGAGAAAAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGG 

CCGCCCGGGCAGGTACAGATAAATATAGGAAACTACTTCAGATTATTGGACAAATAAGAA 

TTTCAGTGTGTCACTACCTATAATTAAGTAGCAGCACACCACAACCACAGCAAGTAAACA 

CTAATCTCCTCTACTGCCTTTTTGGGGTCTTTTCCAGTCACAGGAGCTAATTTACAGGGA 

TACCACTGGGTrrCAACCAATCTCTGAAAGTTCCTTTATTATGAGTTTTGAMTTTAACT 

AGTGCATCACCTACAATTCTGTTGGCTAG I I 1 1 I I I CTTACTCTTCACTAATTAAGTTTT 

AATACAATATGTAATGGTTTCAAAA I Mil 

Sequence 2295 1 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTCCGAAA 

CTTTMTTTTTAGGAATMCATATTGACTTACTGMCTGAAGCATTCTGAGTTGAAAGGA 

GCCCCAGAGGMAGGAGTTCTGTGTTGCTCACATGTTAAAAGCTTGCTCACCTTCAGAGC 

AGAGGGAATACCTATCTTCAGATATCCGCCCATTTTCATCTCTTCATTATAGTCAAACAG 

TGTGACTTGAGAGTGTTGCTCTGGTGTCTGTATTCTGGCTTATGAAGATTATTTGAAAAA 

GAACTCTTACTACATTGAMTGCAGACTTTTAAAMTTTAAATATTGGATTAGGCAGTCA 

AAAAACCAAACAAGCATAAAAGGTCAGTAAGTTGTAATCTTAAAAGTAAAGGTGGAAAAC 

TCATTATAAATGG AAGAAAAGTTTTG ATTTCC I I I I 1 1 GTTTGATGGGCAGTATGCCATA 

TTATATCCAMGTTGGTTTAMAMTACTTCCATCMCTATTTTTATTTAAAATAAACAT 

TT 

Sequence 2296 

CCGCGGTGGCGGCCGAGGTATACTTTGCACCTTGAAAATATAAAATAAAATAAATTTAAA 

MTAMGGTMTTTTGTTCTTCCATGTCAGCTGAAAATAAGTGAAGACTGGGTCAGTAAT 

MCATTGCTTTGCTGMTTCAGAGAATTCTAATAAMTATTTTTAGTTGGGAAGCTATCT 

GTATTAAAAAAAATGATCTAAGGCTGGTAACAGTGGCCATACTTATAATCCCAGTGCTTT 

GGGAGGCCAAGGCAGAAAAATCACTTGAGGCCAGGAGTTTGAGATCAGCCTGGGCAACAT 

AGTAAGACCTTATCTCTACCCGGACGCGTGGGTCGACTCAAGACCTGCCCGGGCGGCCGG 

CCGCACI I I I I I I I I I I I I I I I 1 I I IAAGCTGCTCCTTGAGGATAAGGGCTAACTCACAG 

GCAGTGCACCAAGAGCCACTATAAAAAGATCCTTAATGAGCAAAATATATCC 

Sequence 2297 

CCGCGGTGGCGGCCGCCCGGGCAGGTCAAGTCGACCCACGCGTCCGCTTGTTTTGCTCTA 
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TCCCATAGGAGTTGGTATGTTGTGTTTCCAA^ 

TATTTCTTCATTGACCAACTGGTCATTTGCATGTTCTTTMTTACTATGTGTTTGTATAG 

TTTTCAAAATTTCTCTTATTMTTTCTAGGTTTTCCTGTGGTCAGAGMGATGCTTGAT^ 

CTACTTTAAI I I I 1 1 GAATGTTTTAATACTTGTTTTGTGACCTAACATATGATCTACCCT 

TGAGAATTATCTATATGCTGAGGAAAATAATGTGTATTACACAGCCATTGGATGAAATAT 

TCTGTAACTATCTCTTAGGTACCT 

Sequence 2298 

GMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACGCTTTATTTATTTCTTTTAGGAAT 

TGCAGGTTCCTAACAAAGTAGGGGTGAGGGGGGTGTTACAAACCAGTCACTAGGCAGGAA 

CATTAGACTCCAAAAGCAGAGAAATGCTTMTTTTTCTTCTACCTGTTTCACCACATTCA 

TGTAGAACTGTAGTAAAAAAGATGGTGAATCAGGCTGAATCAATCTAAATAACAACTTAA 

GGCTCCCAAATCACATGAACCTAGGACCACTAAATCCAATGTCAGACGTGTTTAAATGGT 

GCACTGCTCTACATTTTTCTATTATGCAAAGAGCTAGAAAATAATGGTAGTGTCATTATG 

ACATTCCATGAAAATGMNGAAAATCTTTCAGGAAAAATTMGAAAATAAAAATGTTTAC 

TAAAG AAAG AATGGTCCGGCTAAGTGCTAN AGTTTNTTTCN NTTTTTTTTTA 

Sequence 2299 

AGGTACTATCAAGCTTTATTTTACCTGCAAAAATATTTTAGCTACACTTGGAAAAAAATA 
AACTTGAGAATATAACTTCACATTTCTAAGGCCAGCGGACGCCGTGGTCGAAGCTCGACC 
TGCCCGGGCG 
Sequence 2300 

AGGTACGATTTTCCCTTCGCTTGMTATTATCCCTGTATATTGCATGAATGAGAGATTTC 

CCATATTTCCATCAGAGTMTAMTATACTTGCTTTAATTCTTAAGCATAAGTAAACATG 

ATATAAMATATATGCTGMTTACTTGTGMGAATGCATTTAMGCTATTTTAAATGTGT 

TTTTATTTGTAAGACATTACTTATTMGAMTTGGTTATTATGCTTACTGTTCTAATCTG 

GNGGTAAAGGTATTCTTMGAATTTGCAGGTACTACAGATTTTCAAAACTGAATGAGAGA 

AAATTTGTATAACCCATCCTGCTGTTCCACCTGCCCCGGGCCGGCCCGCTCTAGAAACTA 

GGTGGGATCCCCCGGGCCTGCAGGGAATTCGATATCAAGCTTAATCGATACCCGTCGACC 

CTCGANGGGGGGGCCCGGGTACCCAGCTTTTT 

Sequence 2301 

GGAGCTCCCCGCGGTGGCGGCCGAGGTGTACAAAGCTTCGACCCACGCGTCCGGTGGCGA 

GTGCCTGTAATCCCAGCTACTGGGAGGCTGCGACAGAAGAATCACTTGAACCTGGGAGGC 

AGAGGTTGCAGTTAGCCAAGATCATGCCACTGCACTCCAGCCTANGCAACAGAATGAGAC 

TCCATCTCAAANNAGAAAAAAAAAAAAAAAAAAAAAGTGCGGCCACCTGCCCGGGCGGCC 

GGCCGCACI I I I I I I I I I I I I I I I I I GCCATACAGGTTCATTTTATTGAGTGGAAAGCTT 

ACAAAAGGGCCACTGGCCCCTTCC 

Sequence 2302 

CCGCGGTGGCGGCCGCAC I I I I I I I I I I I I I M I I I I I I 1 1 I I I I I I I I I i I I 1 1 I J I I I 
TTTTAGGGTTGAGGGGGAATGCTGGANATTGNAATGGGTNTGGANACATATNATATAAGT 
AATGCTAGGGNGAGTGGTAGGMGTTTTTTCATAGGAGGNGTATGAGTTGGTCGTAGCGG 
AATNGGGGGTATNCTGTTCGAANACCTGCCCGGGCGGNCGGCCNCACI I 1 1 II I I I I I I I 
TTTTACTTTGGCNGGGGN I I I I I ICTTTTCI I I I I I I I I I CAGCTACNGGAATTTANCCN 
ATTCANAGGAAATCTTCCCCATAATTANGGAACTTTNTTACANANTTTACCAAGTNTGGG 
CNNCCCNATAAGAAAAAGACTGAAATAACAACAACNACTTTAANAAAT 
Sequence 2303 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCNNTNTNI I I I I I I 1 1 NTTNGCCAG 

NTANMTCTNAGCTTTTTATTTGTAGGAAAAAATAAACAGATTNCCCTCCNNAACANGGC 

GTNACAANAAANGAGGCAATNAAGGGAAAAANGCANATNCTAAACGGACNCNTGGGTTNA 

ANCTTGACCT 

Sequence 2304 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCGT 
CCGAGAAGAGTTTGCAAATGCMCAAAATATTTAATTACCGGTTGTTAAAACTGGTTTAG 
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CACAATTTATATTTTCCCTCTCTTGC^ 
TTTTAMTGACATTTTTGATAAATTATGTTTGTACCTGCCCG 
Sequence 2305 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTCCGCCGCA 

CI I I I I I I I I I I I I I I I I I I I GNTTTCTGGGTGAAGTTTATTCTGTTTTCACATCTAGGT 

TGTTGGGGAGAGTGATAGACAAAGTTCTGGATTCTGGGCATCGTCGGCGCATGCTTGTAA 

TCCTACTTGGGAGGTTGAGACAGGAGGATCACTTGAGGCTAGGAGTTGGAGGCTGCAGTG 

TACCTGCCCG 

Sequence 2306 

ACTTAGG GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCGGCCGCACI iTTTTTm 
I I I I I I I I I I I I I ICTTCTTTCTCTTGCCTGGATTCAGTCCCAGAAATGTTAGGACTACC 
TCAGTTTTGCTCCAAACCAAACTCAAACAACAGCAGCCACTGGAAATCAAGGAAACTTCA 
CTMGMTTTMCAGATCATCAAMCACCGCCTCCTTCCCATTTTAGCCGGACGCGTGGG 
TCG AAGCTTGTACACCTGCCCG 
Sequence 2307 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATTAAATA 
TTCTGAGAGGTGAATGTAAAATATAAAAGGTATAGG I I I I I I I I I I I I AAAGAAAACAAT 
NAACTTTCAAAGAGAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGGCC 
GCACTTN I rTTTTTTTTTTTTTl I AAAANANANATGAGGTTTTGNTATGTTGCCCAGGCT 
G 

Sequence 2308 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCAAGCTTCGACC 
CACGCGTCCGTTCTAAATGATCGACAACTCTCAAGCAATAACTTGACTGTTGAATAGAAG 
ATTAAGAAAAGTTGGTTAAAAAAAAAAAAAAAAAAAAGT 
Sequence 2309 

CTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAGCTCG 
ACCCACGCGTCCG AAATAATAAAGCTAG AAGTAATA I I I I I CCTTTTGTCTATTTTCCAA 
ATTGACTCGATATTGATGGCTACTmGTMGTTTTTATTTAAGTT^ 
ATTGATCACCTCTATGTGCTCAGTACCT 
Sequence 2310 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAAGCTTCGACCCACGCGTCCGCA 

MGTTCACCMATTCGCTACAGCCTMGACTAGCCTCACCAGTCCTTTTTCCCATTAATC 

MAACTTTGCAGAAGAGACAATGATTTTTACCATTCATTCAACCAGTTTGCACAGAGAGA 

GGCTGMGCCTGACTTGTAAGAMCTCTTGTCCTTTTGCCAGTGTGCCAGGTTTCTGGGT 

TCCCCTTCTCTGAGTGGCTTTGATGACCCTGCTTGCTGTGCCATAGCTATGGGGGGGCCA 

AGCCATGTTACCCAAAAAAAAAAAACNNTNNNNNNNGGTGCGGNCNGNCCCTCGNGATCT 

AAANCCCCATAGGGGGNGGGATTMCMTTNCCATTCCCNNGGGGAAATTTTTTGGCNCC 

TTTTNTTGGGG AANAAAA I I I I I I I 1 1 I GN AAATTAAAANGGTTTAAAAANCCNCCCCTT 

TTTGNAAAAATTTANTGGNTTTTAACCCCCC 

Sequence 231 1 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCACI I I I I I I I I I I I I I 1 1 I AANGCTG 
CTCCTTGAGGATAAGGGCTAACTCACAGGCAGNGCACCAAGAGCCACTATGAAAAGATCC 
TTAATGAGCAAAATATATNCCCTATTATTTTCCTACAAGTTGC I I I I I ACTTGAGTAGGA 
ACCCTTGATTG 
Sequence 2312 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACCTGGTATGCCAGA 

TGAGMTGACAGGAGCCATCCGCAAGCAGTTGGCGGCTTTCTTAGAAGGCTTCTATGAGA 

TCATTCCAAAGCGCCTCATTTCCATCTTCACTGAGCAGGAGTTAGAGCTGCTTATATCAG 

GACTGCCCACCATTGACATCGATGATCTGAAATCCAACACTGAATACCACAAGTACCTGC 

CCGGGCGGCCGGCCGCACI I I I I I I 1 I I 1 1 I I I I ACCTGAAAATGCTTATTCTAGCTTCA 

CATTTGATTGTTTGGCTMGAAGMAATTATTTATTA 
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AAAGATTGCTTCAGATCTTAAACTTCTAATGAGGAAAGCTGAGA 
Sequence 2313 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGCAAGCTTCGACCCACGCGTC 

CGCMAGTTCACCAAATTCGCTACAGCCTMGACTAGCCTCACCAGTCCTTTTTCCCATT 

MTCAAAACTTTGCAGAAGAGACMTGATTTTTACCATTCATTCAACCAGTTTGCACAGA 

GAGAGGCTGMGCCTGACTTGTMGAMCTCTTGTCCTTTTGCCAGTGTGCCAGGTTTCT 

GGGTTCCCCTTCTCTGAGTGGCTTTGATGACCCTGCTTGCTGTGCCATAGCTATGGGGGG 

GGCCAAGCCATGTTACCCAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGGCCGCCCGGGCA 

GGTGTCACTTTCAACTTGGTTATGCCTAAAACAAAGTCTCCCTCATCTCCAAACAATTTC 

TCCCGACTTTCTTTCTTTTTTGAGATGGAGTCTTGCTCTGTCGCCCACGCTGGAGTGCAG 

TGGCATGATCTTGGCTCCCTGC 

Sequence 2314 

CCGCGGTGGCGGCCGCAC I I I 1 1 I 1 1 1 1 M 1 1 II I I M 1 1 1 1 1 1 I NAAATGCTCAAAAGA 

ACM TTTTTATGTMGTTTGTGATAGAGGCCTCAGGTAATTCTACAAAAATTAAAACCCA 

TTTT CAATG CAAMTfCCCGAACATAAACAMTGCTTTTAAAAATATGGATGGNGTGGTT 

ACTCTTTTAGTAATACTTGGATTATCATCAAAGATTTAACTTTAI I I I I I I GNGTGTGTG 

TGTGI i I 1 1 I I I II I IGNGNGNGI I I I I I 1 1 1 1 1 1 II II I I ATTATACNCTAAGTTTTAG 

GGTACCTGCC 

Sequence 2315 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTACAAGCTTCGACC 
CACGCGTCCGACTTTTTGTCTTAGACCCAGTTAGGGTCACCTTACAGTGCAGGTGGAAAG 
AAAGCAGGACTGCTGAGAGGAGCTCAGGA 
Sequence 2316 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTACAAGCTTCGACCCACGCGT 
CCGGATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGTAATCCAGGNNGGTTTCTATC 
TACTTCAAATTCCTCCCTGTACCTGCCCG 
Sequence 2317 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGNCGAGGTGTACAANGCTTCGACCCACGCG 
TCCGCCACACGTMCTGAGATGCTCCTTTAAATAAAGCGTTTGTGTTNGANGTTAAAAAA 
AAAAAAAANAAAAAAAAAAGT 
Sequence 2318 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCACTTTTNN I I 1 1 I I I I I I I I I I 

ATTATCTAMTCAGNTTTATTTMGAATTTCCMCANTGACMCTNTTATAAAGGGGCAT 

CCAAGCACAGGACACANAACTGCNACAAACAGCATTCTTACGGACGCGTGGGTCGAAGAC 

CTCGGCCGCT 

Sequence 2319 

CCGCGGTGGCGGCCGAGGTACAGAATGGTAAAAATTCCAATCAGTCAAAAGAGGTCAATG 
MTTAAAAGGCTTGCMCTTTTTCAAAAAAAAAAAAAAAAAAAAGTGCGGCCGGCCGCCC 
GGGCAGGTCG AGCGGCAGCAC I I I I I I I I M I I I I I I I I I I I I ATGGNTTTTATTTTTCA 
ATTTTTATTTTGGTTTTCTTACAMGGT^ 

AAAMAAMTTCAMTTTTTGGGGGAGCGGGGGAAGGAGTTAATGAAACTGTATTGCACA 
ATGCTCTGATCMTCCTTCTTTTTCCGGACGCGTGGGTCGAANACCTCGGCCGCTCTAGA 
ACTAGTGGGATCCCC 
Sequence 2320 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCTCTTGTCTAGT 

ATACTCAAGGCAGCCTAGTAAATTATTATTTATCTATACAATACTGGAAAAACTNGNAGA 

CAAAAACATGACTTGAATTGCTAAAAAAAAAAAAAAAAAAAANGAGGGAGAATGAAAACT 

TCCGGACGCGTGGGTCGAAGCTTGACCT 

Sequence 2321 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTNCATTTACATACAACTGA 
TCCAAACAGGAAGTAAAAGCNTTATGAAAAAAGAACATGATGCAAATCATTTCCCNNNGA 
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fcAAAAGGAGGGATCTGCGTGAATTACAGCAAATCAAATGATTTCCACATTATAAAAGCAA 
GCCATGGCTTCTACAGATATTTTAATTCCTTGGGAGGAAGTTTCACCTNATCGGACGCGT 
GGGTCGAAGACCTGCCCGGGCGGC 
Sequence 2322 

CTATAGGGCGA ATTGG AGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCAAGCTTCGACC 

CACGCGTCCGATTTTTGTCTCCTGAGGTCAAACTGTGCCCATCTTTACTGCCCCTGTGTT 

GGTGTCATTCCTTTCAGCGCACTCCATGTTCTGGCAAAACACCCACAGCTCACGTTCTCG 

TTGTAGCCACATTACGCCTTTGCATTACTCTTTTGCCACTGACCTCACTGTCAGTCTTCT 

TGTCACGCTGTTTCCTCCAGGTGACTCTGACATCATTAGAAGCATGCCAGAACAGACTGG 

TGAAMGTAAACCTTTTCACCTACAAAATTTCACCTGCAMCCTTAAACCTGCAAAATTT 

TCCTTTAATAAAATTTGCTTGTTTTAAAAAAAAAAAAAAAAAANAAAGTGCGGCCGCTCT 

AGAACTAGnnnnnnnnnnnnnnnnnnnnnnnnnnCGATATCAAGCTTATCGATACCCGTC 

CGACCTCGAGGGGGG 

Sequence 2323 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCGTCCG 

CTGATCTGTGATTAAAGCAGTAATATTTTAAGATGGACTGGGAAAAACATNAACTCCTGA 

AGTTAGAAATAAGAATGGTTTGTAAAATCCACAGCTATATCCTGATGCTGGATGGTATTA 

ATCTTGTGTAGTCTTCAACTGGTTAGTGTGAAATAGTTCTGCCACCTCTGACGCACCACT 

GCCAATGCTGTACGTACCTGCCCG 

Sequence 2324 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTCGACCCACGCGTCCGCAT 

T7TCAGGCTTCTGCAGCTGTAGATTCTCACTGTGAATCCCTTGCTTGCTCATGCATAAGT 

GTATTTGCAATACCAAATATACAGGTTTAGTATTTTGCCTGTTAGTGATTGTTTCACATG 

TGTAACGTTTTGGTTGAGATGTTAAATGGTGGACGAGTACCTGCCCG 

Sequence 2325 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCANGGTGGCCGCACTTTT 
I I I I 1 1 1 1 I I I I I I I I ACTATTCGTTAGGCTTTTA I I I 1 1 CTCTATGTTCTGCAGTAACT 
AAGGAAAATCATGGTAAATGTCAATCTTCACACAACAGCAGACACAAAGGGTTTCAGAAA 
CCGGACGCGTGGGTCGAAGCTTGTACACCT 
Sequence 2326 

GGTGTACAAGCTTCGACCCACGCGTCCGGTTTCTGAAACCCTTTGTGTCTGCTGTTGTGT 

GAAGATTGACATTTACCATGATTTTCCTTAGTTACTGCAGAACATANAGAAAAATAAAAG 

CCTAACGAATAGTAAAAAAAAAAAAAAAAAAAAGTGCGGCCACCTGCCCGGGCGGCCGGC 

CGCACI I I I I I I I I I II I I I I I I I I CACTGTTTAAGGAAT I I I I ATTAAAGCAAGAATTT 

TATMTCCAAATTACGTTTCCTTGCTCAGTTATCAATTCTGTTACTTAAAACAGAACTGA 

CATTCTGAGCTATTCCACAGTAMGAATTACAAAATTAMGAMGGAATGCTTTAMTTT 

TTGTACCTGCCCG 

Sequence 2327 

CCGCGGTGGCGGCCGCAC I I I I I I I I I I I I I I 11 I I I CTTTCTACTTTTAGGGTTTATTT 
ACTGGTAGTTTCAGGTCTGGAAATACAAAAAGGAACATGACATGGGTTCTGCCCTTGAGG 
TGCTCCCAGTCTGGTGAGGGACACAACACCTTTCAGGGGACAACCGTGGTACCT 
Sequence 2328 

TAGGGCGAATTG GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTGCCGCACI I I I I 1 1 I 

1 1 1 1 1 1 I I I I I I I I I I 1 1 I I I I ANAATTTAGCCACTTNTCAGGCCTTNTTCCNNATAATT 

TGGMCTTTCCTTTGGATTTGATCMGTTGGATAGAGTTGATCAAACCCTGATCMGTTG 

GATAGAGTTGATCAAACCCAATGGGAAAAAGACCAAAACAACANTAAAAAACAGACAACA 

ACAACAAAAAACAGTTAGGCAAAACAAACAATGGCACAATTTATNTGATAACTGGGGTNG 

CTTTMTNGGMNGGANAAATTAAAACNNGGTTGGGCGGTTATTTTNACTTTAACCAAAA 

AANA MCCCC CAATTTTAAGTTNCTTTNCTTANGGGGCGANGTTNTTGGGGTTTTAAAAA 

NGGGTTTTTTCCCTTTTTTAGNAAGGGNGGGGGGNAAAACCCCANCCCNNCCCTNANAAA 

ANCNCCNCNTTTTTTTCCNTTNNNGGGAGGGGGNGGCCAAAACNCCCNCCNNTTTNGAAA 
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AAAAAG AAAA I I I I I I I I I I I I I I I I AAGCCCNTTTTAACCNCCAAAAAAAANNAAGTGT 
TTTCCNNNCGNNNCTTTTNNAAAANNGNGGNACCCCCCNGGNGGGGGGGANNTTTTTTAA 
TTTTTTTNNCCCCCCCCTNGGGGGGGGGGCC 
Sequence 2329 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCACGGTACTGAGGAAATATT 

TTGTAMGTGAGCTTTGGGTATAACTTAGCCCCATCATTATTTAGAGAATAGAGGAGGAA 

GAAAGAGGAAGGATTTTAMGGCAGACAATGACAGACCATTCAGGATAGGTAGGGTTTTA 

AAGGGAGCGGACGCGTGGGTCGAAGACCT 

Sequence 2330 

CCCCGCGGTGGCGGCCGAGGTACCCTAAAATTTAAAGTATAATAATAATAAAI I 1 I 1 1 I I 

TAAAAAAAGAGTGTTGTCTTTGTCTTGTATTTTCTGCAGTTTGCATGTGATATTCTTAGG 

TATAGAI I I I I I I I AGTATTTGTCCTGTATATTGTTATTCGAGCTTCTGGGGATCTGTGT 

TTTGGTGTCTATCATTAACTTTGGMTATTCTCAGTCATTACTGCTTCAAACATTCATTC 

TGTTGCI I I I ICTCTTCTGGTATTATCATTACACATATATCACACCTTTTGTAATTCTCC 

CAC AGTTCATAG ATATTCTGTTGTATTTATTT A I I I I I 1 CTCTTTGCCTTTTAGTTTTAG 

AGATTTCTATTGACATCACTTAAAGATGATTGATGAGTTGATGAGAATTGAGAGAATTGA 

TGAGAATTGTTGATGAGAATTATTCATTTGTGTTAGTGTTTTTCATTTCTGCCATT 

TTTGATTTTTAGAGCTTCCATCTCTCTGCTTACA 

Sequence 2331 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAACCTTGACCGTGACCGTTTG 
CTATATTCCTTTTTCTATGAMTMTGTGAATGATMTAAMCAGCTTTGACTTGAAAAA 
AAAAAAAAAAAAAAAAGT 
Sequence 2332 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTATTTTATAGAAAAGAA 

AACAGAGGCTCAGAGAGGTTAATTTTTCCTGGATGTCCTAGATGTTAAATGTTACAACCT 

TAATTGACCGATTCCAGAATCAGAGCTATTAMCACAAMCTATTTTAATTCTCTCTAAA 

TTCTTAAAGACCCAAGAAAAACAAACTTTATTGAGATAATTAGGAA I I I I I 1 1 IAAAATA 

TCGGACGCGTGGGTCGAAGCTTGACCT 

Sequence 2333 

AGGTCAAGCTTCGACCCACGCGTCCGTGGTGAACACAGAGAAGACAGTCTTGTATATATT 

CCTCTGTATTCTGGGGAGCTTTGACCTTGGAGCTTTGTACCTGCCCG 

Sequence 2334 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTCCGCAACAC 

CTATGTTTATAAAAATTTGAAAACATTACATATTGTATTTAAAACTAATTAGNGAAGAGT 

AAGMMAAACTAGCCAACAGAATTGTAGGTGATGCATTAGTTAAATTTCAAAACTCATA 

ATAMGGAACTTTCAGAGATTGGTTGAAACCCAGTGGTATCCCTGTAAATTAGCTCCTGT 

GACTGGAAAAGACCCCAMMGGCAGTAGAGGAGATTAGTGTTTACTTGCTGTGGTTGTG 

GTGTGCTGCTACTTAATTATAGGTAGTGACACACTGAAATTCTTATTTGTCCAATAATCT 

GAAGTAGTTTCCTATATTTATCTGTACCTGCCCGGGCGGCCGGCCGCACI I M I I I I I M 

Mill IGCNGGGGN I I I I I I CTTTTC l I I II I I I ICA 

Sequence 2335 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCACTNNN I l I I U NI II U I I I I I I CTT 
tAAACACCANTTAGTTTATTTCAGGACMGMTTTACCAThrFMCANTCTTTTNACATAA 
ATTCTGNCTCCCCCCACI I M 111 HI 1 1 GAANATAACCATTCC I I 1 1 I 1 I M 
Sequence 2336 

CNAANNGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCTNTATCAGAGCTTTT 

GGGTGACCAGGCACACTGTCMTGAGCAGTMTACGGGGAMGGMTCTTTGGGGTTTTT 

TTTGGTTTGGTTTTTGTTTTGTCGTTA I I I 1 1 I 1 GTTTGTTTG I I I I I I G I I I M GTTTT 

TTTAGCAGTAGGCCTCAACAGTGGACTTAAAATACTCAGTAAACCATGCTGTTAACAGAT 

AAGCTGTCATCCAGACTTTGTTGTTCCATTTCTAGAGCACAGAGCAGATTTAGCAGAATT 

CTTMGGCTTTAGGATTTTCAGAATGGTAAATGAGCACTGGCTTCAACTTAGTCACCAGC 




WO 01/070979 



PCT/US01/09126 



TABLE 1 

386/467 



TGCATTGGCCCCTAACAAGACAGTCAGCCTGGCCTTTGAAGCGTTGCAGCC 
Sequence 2337 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTAAACTGCACATATTTAA 

MCATATAATTTGATACATTTTGACTCACAAAACAATCACCACAATCAAGANGATGAGNN 

TATAGATCACTCCCAAAAGTTTCCCTGTAGTCTTTTGCAGTCCTTTCTTCATGGCCTTCT 

TCATCCATCCACCCCATCTCGGTAACCAATGATCTGCTTTCTGTCACCACAAATTAGTGA 

GCACTGTCTAGMTTn-ATGTAMCTGMTMTAMGATTTTACTCTTTCG 

Sequence 2338 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTC 
CGCACI I I I I I I I I I I I I I I I I I I I 1 1 1 1 I 1 1 1 1 1 1 I I INGGAATCATCATTAACTTTAT 
TTGNCACTNTTGATAGACATTGGTCCACTCCAACATAAAAAGNAGAATTCACCCACTTCC 
ACTTAATATTCTATAGAATGAAGTTGTACCTGCCCGGGCGGCCGGCCGCCCGGGCAGGT 
Sequence 2339 

CTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAAGATTTTTTTACACAA 

AGAAACTTAATGCTGTATTAATAAATTCAGTGTGTAGCTTCAATTGGGATAGTTCCAAAA 

GTG AAGATTTTGTG AGGAATAAGTGCAAA I I I I I 1 1 1 1 I ATTTTAAAAAATTCTTTG AAA 

CTCTTMGT CTTTGTGTCTGCAATAAAATTGTACCTGCCCGGGCGGCCGGCCGCACTTTT 

I I I 1 1 1 I I I I I I I I I I I I I I I i I i N G AAAN GTTTG AAGTTMCTC ATTTTATTTNT AG G A 

TTNGGATTTCMCATTTTMTTTNTTTGGMTATMGTCANTTTTTGCAA 

AGAATCAAA 

Sequence 2340 

TTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGGACTTGATTCATAACCAACCA 
ACCCAGGCTGTCATGCTAAAAAAAAGGGCAGAATCTTTGCTGCTGAACTACTGCATAGGG 
TGACTACCATTGCTCCTTTAGTTTAGTTTGGCTAGCAGAAGGTGGTCTTGCCATGTAAAT 
AAAGCCTCTCAGGTAATCAAAATGTTTCI 1 M 11 1 ACTTTTGCTGGTG I I I I 1 1 1CTTTT 
CI I I I I I I I ICAGCTACAGGAATTTAGCCAATTCAGAGGAAATCTTCCCCATAATTATGG 
MCTTTCTTACAGATTTTACCAAGTCTGGTCAACCCAATAAGAAAAAGACTGAAATAACA 
ACAACAACTTCAACAAATAAAAAAAAACAGTTAAGCTAAATAAACAGATG 
Sequence 2341 

AGGTACTTCTTACATAGTGATTGATGTCTCATGTCTCCCTAAAATGTATAAAACCAAGCT 

GTGGCCGGACCACCTTGGGCACATGTCATCAGGACTTCTTGAGGCTATGTCACTGGGCAT 

GTCTTCMCCTTGGCAAAATAAACTTTCTAMTTMTTGAGACCTGTCTCAMTTTTGGG 

GGTTCACAGGTGAGTGGGCTCAGGCATGTGCACTAGTATGACTAAAGGTCATAGACTATT 

AGACTATTAGTCTATGACCTTCCTCTAGAAACACTCGACTGGTAAGGGAAGAATGCCTCA 

ACTGAGCATGTGCACAACTCCCATAAACACACTTGTGCTTGCGGAGCCTNTCAAGTGCTG 

GCAGGCCACTGCTCAGGTGGATTCTTCCCTCCTACCCGGAGGGAAGAATCAGGGGAGAAG 

GGACACAAGCCCCTGAATGCATGCCAACACGTAAA 

Sequence 2342 

CCGCGGTGGCGGCCGAGGTACCTTCAGGTATTGCCTATTTAATGATCATATATACTTGCA 
TAATATCATCCCTTCCCTTGATTTCTTTCAATCTAAAAATAAATATGAGAAAAACAAAAA 
AAAAAAAAAAAAAGT 
Sequence 2343 

ACTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAGGACTCAAGACC 

AGATGGCCAACTAGAAGCAGCCAGGAAGAACATCTCTCATGGAGAGACCAGGAATTTGGG 

AAGACTGGCACACTCTGAGCAGATCTTTTGAAGGAAAACATTGAGGGTGGATGAAGGGAG 

GATGCAGAGCATGGGCTGAGGGGGCAGGAATCTCAGAAGCCTGCACAGGGCTTCCAAGCA 

CTAGCATTCCTTACTAGCCCCCATTAACTCCTGGGGAAGGGGTGAGTTGAATAGGTGGNG 

GAGTGGCCCGCTCTTACCATGAAACTCCAGAATCCTAGCAGCAAGAGACCCCATGACCCC 

TGTGGACACGAGCTGTCCGGACGCGTGGGTCGAAGACCTGCCCG 

Sequence 2344 

CCGCGGTGGCGGCCGCTNNCTGCCCGGGCGGCCGGCCGCACI I I I I I I I I I I C I I I I I GG 
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AAMAThrTNNNGACTCTGGGGATAAMNTNCNMTTAAATNNATNCNANNTTTTAAAGGC 

TATTMNNANAANAATATTNGCTAAATTNNCCTTNTGCATAACAAACTGTGGNTNTACCA 

TGTMNGTTTAAAAAMTGTNTAACCNCMTTTTACGCTCX)TCTGTNACANGACAAGGAC 

TCCATTCANTGNCATTTAAGAACTNAATGGGTTGAN 

Sequence 2345 

AGGTCAAGCTTCGACCCACGCGTCCGATAAGCCAAAAAATGGGAGACAATTTCACATGGA 

CTTTGG AAAATA I I I I I I I CCTTTGCATTCATCTCTCAAACTTAGTTTTTATCTTTGACC 

AACCGAACATGACCAAAAACCAAAAGTGCATTCAACCTTACCAAAAAAAAAAAAAAAGTG 

CGGCCGGCCGCACTTTGTTTCTACTGGGTTTAGACCGTCGTGAGACAGGTTAGTTTTACC 

CTACTGATGATGTGTTGTTGCCATGGTAATCCTGCTCAGTACCT 

Sequence 2346 

CCGGGCAGGTACCTGCTCCATTTCTCCTGCAACATGTGGATACAGTAATATGATCATACC 

CTCCCTTGTTCCCCTCTAGGCCACTTTCCCCTTTAAATATTAACACCATCATAATCATCT 

TTGGAGAAAGACACCTGGATCTGTCCTGAACCTTGGCAAAAAATAAATAAATAAATAAAA 

ATAAAAMCTCTTCTCAATTGATTMTACCTGTCACAGATACATTTTGGTTTACAAATCA 

ATGAACAATGGAGGGAACTCTGTCCTTAATCTTGGTACCT 

Sequence 2347 

CCGCGGTGGCGGCCGAGGTCTCTTGTTTGNTATTACACTTCTACGTAGATTATATAATAT 

TGCTTGTGGACATAATTTGATCAATAATATATAATGTCAGTCACTACAGTGATCCAGAAT 

CTTATTCTGGCTATGGAGGAAGCTTMTTATTMGCMCATCTTCCTAAAMGCTTNTGA 

ATTTCTGATTCATAAGAAAAACAAAACAAATGAAAAGAGTATCTNTAACTGAAATAACAC 

TGMGTTCGAGCTTGGGCCCCCTCCTTTGTGTTCAACATAATTAACTNTTCAAGATGAAA 

CCGGACGCGTGGGTCGAAGCTTGACCTGCCCGGGCGGCCGGCCGCCCGGGCAGGTGTTTN 

TTCTGGGATATC 1 > I 1 I CTTCTGGGCAACCTCCTCTTCTGGTTTAGGAACAATCTGTTCC 

TTTTCCGNAAGGATCATCTCAATGTGGCAGGGAGAGCTCAT 

Sequence 2348 

ACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCTTCGACCCACGC 

GTCCGGGCAATTATCAAAAACACTTGGAAAMGATTTTTATTCCTACTTTTAAACATACA 

TCAAAATCTAAAATAAAACTAGGCACCTTCAGCTGGGCCTGGTGGCTCATGCCTGTAATC 

CCAGCACTTTGGGAGGCTGAAGTGGGCAGATCACTGGATGTCAGAAGTTCGAGACCAGCC 

TGGCCTACATGGCGAAACCCCCTNTCTACTAAAAATACAAAAATTAGCCGGGCTTGGTGG 

TGGGGACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGG 

AGGNGGAGGTTGCAGTTAGCTGAGATCACACCACTGGACTNCAGCCTGGGCCACAGAGCA 

GGACTCCATCTTAGAACAAAAAACAAACAAACAAACAAACCTCATGCACCTTCAAGAAAA 

TCAAACAAG I I I I I ATCTAATTAAAGAAAG AATTTT 

Sequence 2349 

AACACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGC 

GTNCGCTTTMCACACACTAGGCTCTTTGTGTATTATGATNCAGTGCTATTTGTAACTGT 

GTCCCAGNGACCAAATTGCACTCGACTCGATCAGCTGTTCATCCATTTCGTGI I 1 1 I ICC 

TGTCAMCATTMTCCAGCMATATATGAGGTATTTACCMTTTATTTTCTTAGTATTAC 

AAAATAATTCATTAGCATAAAGTACCTGCCCG 

Sequence 2350 

CTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCGGGCAGGTAAATCATAGAGC 

TGCCCCAACATCTAGACAGTCTCTCCTACTGATTATAAATGAGTGAAAACTATCAGTTAG 

MMATCTAATTTMGTTGTTAATACATGTTTCTTTGGTGAGCACCTGGATATATTTATC 

ACAM7TCTTTTATACAMTGTCGAAMTGCTTTCAACAAACCTAAGTGTCCTAATTACA 

TGCCACTTTTAAGCATCACTTTMGGTMACAAAMTGMAACCAT AATTTT AAATTAAA 

ATTTGCGGACGCGGGGGGTCGACTCAAGACCTCGGCCGCTCTAGAACTAG 

Sequence 2351 

CCGCGGTGGCGGCCGCCCGGGCAGGTGCTTCGACCCACGCGTCCGGATGGCTTGGGTCAT 
CAGGACGTCCATTACATCCAAAGGAAGACAGCCTGTGACGTTTCAAAAGCAAAAGTCCCC 



WO 01/070979 



PCT/US01/09126 



TABLE 1 
388/467 

TACCAGCCAGTGAAGCTACCTGATTTCTCAGTATCTTACGCCCAGNGACACGATCTACCC 
TCAAAACTTAAAAAAAAAAAAAAGGGAAACATAAACACATAACAGCAGACCTN 
Sequence 2352 

GGGCCGNGGNCACAACATTCCCCCTTCCCCAAACAGTAATATGGACACTGATTTAACANG 

ACTTATAAAMAATMGGCNCAT1TATTTTGATNTGGTMTTTTAAAATAGAAACCCCTT 

C 

Sequence 2353 

GCGNGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCGTNC 

GAGCTTGAGTCGACCCACGCGTCCGTGAAAATGTTGTCTCCTTTCTAAATTCTCTGCCGA 

TTTGGGAAAMGCAMCTTGACTTTACCCCGAGGMTTGGTGAAAAATTACTTTTACGC^ 

TTGCAGCTGTGGAACTTGGTCTTACAGCCTCTGCTCTTCTGCCCAAACGGGCCATGCAGT 

TTGGATCAAGAATTGCAAAAATGGAAAAAATTAATGAAAAGGCATCTGATAAATGTGGAC 

GGCTCCAMTCATGTCCTTAGAAAATCTTTCTATTGAAAAGGAGACTAAATTGTAATGTG 

ATTCACAATGTMCAATATAAAMTAAGTTTTTATATAATTATTAAAAGGNAGATACTCT 

GGTGCTTTACTATTGGATAAMTAAGTAMCCTGCCCGGGCGGGCCGGCCGACTTTTTTT 

TTTTT 

Sequence 2354 

TCCCCGCGGTGGCGGCCGAGGTTTCAAAGACCNGCCTGGCCAACATGGTGAAACCCCATC 

TCTACTAAAAATATAAAAATCAGCCGGGCATGGTGGCATGTGCCTGTAATCCCAGCTACT 

CAGGAGTCTGAGGAGGAGAATCACTTGAACCTGGAGGCAGAGGTTGCAGTGAGTCGAGGT 

TGCGCTACTGCACTCCAGCCTGGACAACAGAGGGAGACTCTGTCTCAAAAAAAAAAAACC 

TACAGCTGTTCMGGACCAGCTGCAGGGNCAAGNGGGGGCCTTTTTTGGTCTTTGAACAC 

ATCATAGAAAGNGGNCAAATGCTGCAAAGCCATGAAGAACATGAACCTTTAACCGGGTAG 

ACTAACTGCC CCACTTANACNC I I I I I I 1 1 GCCCCCAAAAACAAGNTTGATTTTGCCCCT 

1 11 I I I 1 1 I ITNTCCATTGGGGGGAAGTTTTGGAAAAANAAAANGGGGCCNCCCGCCCCT 

I I I I I I I I I NNNNCNAAAAANCC I I I I I I 1 1 GGTTTTTTTAAAAAAAAAAA 

Sequence 2355 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCGGGCAGGGCCAGAGACTTC 

AAGTC TATC TGAAAAGTCTCCAGAGGTCTAACCCCAGATAAATAGCCAACAGGGTGTAGA 

GTACATTTTACACCCCAAAGAGTGTGCCCCATGGTGATGAAAATAAAGTGAACATGTTGC 

AAAATGAAAAAAAAAACCT 

Sequence 2356 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCCAACACAAACTATTCAATAAAGTAATCTGCT 

TTAAAAATAAAACACACTGAAAGGCCGAGGCAGGTGGATCACCTGACATCATTAGTTCAA 

GACCAGTGTGGCCAAACTGGTGAAAATTAGTCTCGACTAAAAATACAAACATTAGCTGGG 

CGTGGTGGCAGGCGCCTCTAATTCCAGCTACTCAGGAGGATGAGGCAGGAGAATCACTTG 

AAGCAAGGAGGTGGAAGTTGCAGTGAGCTGAGATCGTGCCATTGCACTGCAGCCTGGGCA 

ACAGAGTGAGACTCCGTCTCAAAAACACCACCACCAACAAAATAAACACAACAGAATTAT 

TCTGCAMTACAGATATTGGAGTAGCTGAGTTNCATCTCAAATTTGACTATGCAGGTTGC 

AGGGTG ATCTTGGCCMCTACTTATTCTTTTNTGAAGTTCAA C 1 1 M 11 

Sequence 2357 

CCGCGGTGGCGGCCCGAGCAAGTGGGCCTGTAGCCCGACTCTTAATCCAGGTTGGTGCTA 

TTCMAGAGATCATCTTTCACCCGAGGGATTTCTGGGCATCTATTTTGCGGATCAGAAAG 

TAGAGAAAGAAGGTAACTTTGCTGAAAGCTAGTCTGGGGAGTTAGTAGCTGATACAGATC 

AGCATTTCCTMCTATGAGATTTCATAATATTCTCTCTTGTCTCGATTCTGAGTCACTGG 

TGCCTGCTGTGGTGGCATTGTTCATGAACATGTACCTGCCCG 

Sequence 2358 

AGGTCATGTGCACATTGTGCAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGCGC 
TGCACCCACTAACTCGTCATCTAGCATTAGGTATATCTCCCAATGCTATCCCTCCCGCCT 
CCTCCCACCCCACAACAGTCCCCAGAGGTGATATTCCCCTTCCTGTGTCCATGTGTTCTC 
ATTGTTCMTTCCCACCTATGAGTGAGMTATGCAGTGTTTGGTTTTTTGTTCTTGCGAT 
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AGTTTACTGAGAATGATGATTTCCAATTTCATCCACGTCCCTACAAAGGACATGAACTTG 
AGAATTCTTAATGCAGTGCTTTAATACAG^ 

TGCATTTGAAAAGTGCACTCTTGATCTTGNATTTTCTTTCCTTTCCTTTAGMTCATAT^ 
AGCAGTTGGACGTATATATAAAATATTAAGTGTACCTGCCCGGGCCGGCCGGTCTAGAAC 
TAGGTGGGATC 
Sequence 2359 

AGGTGTACAAGCTTCGACCCACGCGTCCGAGCAGAACTTGGCAGCAACAGAGGAAGGGCC 

CCTGGAGCCGGCTGTCGTGGATGCCTTTAATCAAGCCTGGCATTTGGTTGCTCACGAATG 

TCCCAACTCTTCCGCTAGGCCCATCATGCTCAGGCTGCCCAAGGCTTTTCTGTCACCTCT 

TTTGTTCTCTCACACTGACCAGTCTTACCTGCCCGGGCGGCCGGCCGCCCGGGCAGGTAC 

CMGTGMTTTAMTAATTGGTGTGGATTGGCCAGTAGCTMGTGGGCTTTTAAAGAGTA 

TTGMG ATTGAAAGGGTTTTTCTTTC 1 MM I AAAAAAGA AAAACAAACTATTG ATTGTA 

GATAATGAAAAGCTAGGGTTrGCCCTCTTCATGTCTACTCTCCTTCCAAATAGTTATATC 

CAAAACTG I Mil I CCTNTCCCCTACCTTGTCC 

Sequence 2360 

CGAGGTACACAGCTATGCACTTTCCGTTTCTGACTTTTGCCACCCTGTCAGCCATGGGGA 

GCCCACTGTGGGACTGAAACCCTGAGCTGAATGCGGCCTCATGTCTCAGAGAAACACTGG 

CAAGTTGGTCAGAGCCGCGTCTGCATCGAGGCGTAGCTGANCGGCAGGATGGGGGGCTGC 

CTGCCCAGGGTCTCTCACCGTGGTGTAAGCAGAGCCATGGCTNGCCTAGGACCCTATAGA 

TACCATCACTCTTTCTCAGCTCGACTGGAGTTTGCACCTTTGCAGGGGCAAAGTAACTCC 

CTGCACCCTGAACCACCCCCCATTCCTGTTCATTTCAGCAGATAATGATGGAGGGGGGGG 

Sequence 2361 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTCAAGCTTCGACCCACGCG 

TCCGCTATCATATTTCAAATCCTAATGGGAGACAAAACAAAAGTGATGGTCAGTATTTCT 

TTGAAATTCTACAAGGAACTTCAGGCACATGGTGCTGATGAGTTATTAAAGAGGGTGTAC 

GGGAGTTTTTGTAMTCCAGMTCAGGATACAATGTCTCTTTGCTATATGACCTTGAAAA 

TCTTCCGGCATCCAAGGATTCCATTGTGCATCAAGCTGGCATGTTGAAGCGAAATTGTTT 

TGCCTCTGTCTTTGAAAAATACTTCCAATTCCAAGAAGAGGGCAAGGAAGGAGAGAACAG 

GGCAGTTATCCATTATAGGGATGATGAGACCATGTATGTTGAGTCTAAAAAGGACAGAGT 

CACAGTAGTCTTCAGCACAGTGTTTAAGGATGACGACGATGTGGTCATTGGAAAGGTGTT 

CATGCAGGAGTTCAAAGMGGACGCAGAGCCAGCCACACAGCCCCACANGTCCTNTTTAG 

CCACACCTGCCCCGGGGGGCCGNTTGAGGGCCNCCCGGCAGGGNNNGTNNTAACANNGTA 

ACATGTATTATGGNAACCTTTMTCTTGGGGGNCTTANACAGGCTNNTNCCAANGGfSJTTA 

ANNAMGNTTGNTTTNAAAAAAAAAAAAAGGGATGGGTNTTTTTNAAAAAAAAAAAAAAA 

Sequence 2362 

CCGCGGTGGCGGCCGCCGGGCAGGTACAGCCTCACATACACAGATGCAGGTGAAGTCACC 

AAAGCTGATCTCTCATTCGTTCTGGGGACAGTTAGCAGCGTAGTGGTCCCACTGCAGCAA 

MGTTTGAAATTCATTTTCTTCAGGAAAATACCCAGCCAGTCTCTCAGTGGAAACCCTGG 

TTATGTCGTGGGGCTCCCATTAGCTGCTGGATTCCAGCCTCATAAGGGTGGAGCTCTCCC 

GTGTCAGCTCGTAGCACAGAAGGTGAAGAGCCTGCTGTGGGGCCAGTGCTTCCAGATTAC 

GTGGCCCCTTTTGGAAATTCCCAGGCCCAGGACATGCTGGACTGGGTGCCCATCCACTTC 

ATCACCCAGTCATTCAACAGGAAGGATTCCTGCCAGCTCCCAGGGGCTTTGGTTATAGAA 

GTGAAGTGGACTAAATACGGATCCCTGCTGAATCCACAGGCCAAAATAGTCAATGTAACT 

GCAAATCTMTTTCATCCTTCTTTNCTGAGGCCAACTCAGGAAATGAAAGGGCGATTCTT 

ATTTNCACTGGNGGTACNTTTGNGGATGTGTCTGCACCTGCAGANGCAGGCTTTAAAGCT 

TCANCAGNCATTAATGGCANGCTGGCCNTTAACTTT 

Sequence 2363 

TAGGGCGAATTGGAGCT CCC CGCGGTGGC GGCCCGCACTTT N M M M M M i M M M < 
n M M M I M M I M M M I M M M II I M M M M M I M M M M M M M M M I 
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1 1 I I I I 1 1 I I I 1 1 I I I I I I I I I I I I I I I I 1 1 I I I I I I NNAAAAAAAANTTTNAANGGGGG 

AAAAAAANNGGGNAAAAANTTNNGGGGNNGGGNTTNAAAAAAAAAAAANCCCCNNNNCNN 

AAAAAAAAANNGGNCCCCCCGGGGGGGGNNAANNTNNAAAAAANTTTNTNCCCCCCCCCC 

CCCCGGGGGGGGGNCCCCCCCCCNNNTTTTTTNNNNNTTNANNGGGGGGAAAANNNNCCC 

NGGGGGAAAAAAAAANNAAAAAATTTTTTCCGGGGGAAAAMNNTTTCCCCCCCAAAAAA 

TCCCCAAAAAAAANNGGNNGGGGGNAAAAAAAAANAAAACNGGGGGGNCCCAAAGGGGGG 

CCA NCCN AAANTTTGGGGGGGGNNNNNACGCCCCTTTTTAAANNNANAAAACCNTNNGCC 

CCNTTTTAAAMAAAACCCCCCCCCCCCGGGGGNGGGGGGTTTCCNAAAGGGCCCCCTTC 

CCCTTTCAAAAAAMAAAAAAAGGGGGAGNGNNNNGGGGGGGGGGGGGGGGTTTTTTTCC 

AANANAAGGGGGGGNTNTANTNTTACCAAAAAAAANGGGGGAACCCNCAAAAAAAATTTT 

TNNAAAAAGGCCCNAANGGCCCAANCCNAAAAAAGGGCNGGGGGNGGGGGTTTAANAAAA 

GNCCCCCCCCCCGNGANAAAAAAAA 

Sequence 2364 

CCGCGGTGGCGGCCCGAGGTCTTCGACCCACGCGTCCGCACTGAGTGTTCACCATAATTT 

GAGATTCTTGGCATGTTMCTTTTCATTATGGAATATTGAATAATTTCAATATTATTCAT 

ACATTTCTTTATGTTCAAACATACACAAAAATAGAATAATGAACTCTACCCATCACCCAG 

CTG CMCA AATATCAATACTTTACCGTTCTTMTACATCTMCCCX^TTACTTTTTGTTTG 

TTTCTTTTGGTGAAGTATTTAATTGTAA 1 1 I I I I 1 1 I AAGAGACAGGATCTCACTCTGTC 

ACCCAGGCCAGAGTGCAGTGGTACCTGCCCG 

Sequence 2365 

CGCACI I I I I I 1 1 I I I I I I I I 1 1 I AATAACAAACACTTATCCAACACTTAGTATGTGGCA 
GGCACTGTTTCAAGCACTTTACACATACAAACTCATCCCGGACGCNTGGGTNNAAGCTNG 
TNCACCNA 
Sequence 2366 

CCGCGGTGGCGGCCCGAGGTCMGCTTCGACCCACGCGTCCGGATTATTTCAGCTCTTGA 

CCTGTCCCCTCTGGCTGCCTCTGAGTCTGAATCTCCCAAAGAGAGAAACCAATTTCTAAG 

AGGACTGGATTGCAGAAGACTCGGGGACAACATTTGTCCAAGATCTTAAATGTTATATTG 

ATAACCATGCTCAGCAATGAGCTATTAGATTCATTTTGGGAMTCTCCATAATTTCAATT 

TGTA AACTT TGTTAAGACCTGTCTACATTGTTATATGTGTGTGACTTGAGTAATGTTATC 

MCGTTTTTGTAMTATTTACTATGTTTTTCTATTAGCTAM 

TGCCCGGGCGGCCGGCCGCCCGGGCAGGTACCCTAATAAAGGCAGCAAAATGCATTAATC 

CACTATGAATGGAGTTTTACATTTTAATTTATGCCTAATATTTATAMAGMTTTCATTC 

ATAGGCTACTCACAGTTGTTATCTGACGCTTACAGAAGTGGTAAACAACCAATTGCTAGT 

TCAAGTAGTTTCCTCATGACATCTAATGGTAAGCAAAAATTAGTATGCATATTTCAACAT 

CCCAGTNACCAATCTTTTTAAAATGGA 

Sequence 2367 

CGAGGTGTCAAGCTTCGACCCACGCGTCCCGACTTTTTGTCTTAGACCCAGTTAGGGTCA 

CCTTACAGTGCAGGTGGAAAGAAAGCAGGACTGCTGAGAGGAGCTCAGGACCCATTTTCC 

AGGACTATTGCTTCTCAAAACTTTGGAGAGCAGGAAAATAGATTCCCAAGTGAAAGAGGT 

GGCAGAANTAAAAAAAAAAAAAAAAAAAAAGT 

Sequence 2368 

CGCCCGGCAGGTACACAGTTCTGACTGCMTACCTTTTTCAGACTGCAAAGGGAGCTCAG 

GATCCAGAAGTCATTAAAAGAACGGACGCGTGGGTCGAAGCTTGTACCT 

Sequence 2369 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTCAAGCTTCGACCCACGCGT 

CCGCAGAAATACTGAAAGACTTTTGCCTAAAGTGGCATTATTGACTGCTGGTGTGATGCT 

ACTGTAATGTGATAAATTATTAAATTGTTGCAAAGTGCAAAAAAAAAAAAAAAAAAAAGA 

CCTGCCGCGGC 

Sequence 2370 

CGCACI I I I I I I I | | | | | | 1 1 | M I I I I I I I I I I I I I I I AAAAAAAGCCTCATTATCCTG 
TAGTCCATTTTGGAAAGTAAAGCCCAAGAAAGCAAAAGATGAAGGTTCTAAAGCTAGTTT 
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GACTGACCTCAGAGTCCTCGGCCGCTCTAG 
Sequence 2371 

TTCGTGATAACTTCTCCTAAGTGCCAGGCATTGTATTACATGCTGNGAGCACANAGATGA 

ATAATANCAATAGGTTCACANAAAAGATGAATTGATTGAGAGAAAAAGA 

Sequence 2372 

CGAGGTACCCAAAAGATATCACTGTGAAGGTTTGGATACACTGACTGAGGAAAAAAGAAG 

GTCCTGAAAGCGTCTAGACAAAAAAAGACTACTTGTAAGTTGCAAGAATCAGAATGGCAT 

TGGACTTCTCAGCTTTCCTCATTAGAAGTTAGATCTGAAGCAATCTTTAAACTCGTGAGG 

AAAATTMGTCTAATAAATAATTTTCTTCTTAGCCAAACAATCAAATGTGAAGCTAGAAT 

AAGCATTTTCAGGTAAAAAAAAAAAAAAAAAAAGTGCGGCCGGCCGCCCGGGCAGGTACA 

TAATATACAGAGGTATAATCTGTAACATCAATAATGTAAAGTGGGGAAGGGCAAGGTGGA 

AAAGGAGTAGMTGCTTGTATGTGACTAAAATTATGTTGGTATCAGTTTAAAATATATTA 

TTATMCTTTAGAATGCTATACCCATTCCCACAGTAATTCCCATAGTAACCAAAAAGAAA 

ATATCTGTAGGATCACACAAAAGAAAATCAGAAGTAGATGCAAACTTGTCACTACAGGAA 

AAAAAAA 

Sequence 2373 

CGAGGTGTACAAGCTTCGACCCACGCGTCCGAAGAAGGCTCTCCTCTGTTCCAGGAGAAG 

GAAGGGACAGATGAGAAGTCACTTCAAGTTCCCAGAATACTCAGGAGCTGAACTTGTCAA 

GGTTTAGATGTGGCAAAGCAGGCCAGGCATGGTGACTCATGCATGTAATCCCAGCATTTT 

GGGAGGCCMGGCAGGAGGATCACTTGAGCCCAGGAGTTTGAAAGCAGCCCGGGCAACAT 

AGTGAAACCTCATCTCTAGAAAAAATACAAAAAAATTAGCCAGGCGTGTTGGTGTACCTG 

CCCG 

Sequence 2374 , 

CGCGGTGGCGGCCCGAGGTACATCTGCMGCTTTAAAGCAGTAGGTTCAGACTTCCTGGA 

AGAACTGACACTTGAAGCTGACTAGGGNCTACTTGANCNCATACTCACTTTGGCTAAGCC 

ACAGTATGAGGGAAGGGTGTCAGGAATMCNCTTCCATTTTTATNTTGTTCATTCCCGAA 

AATCCAACAGGAGATTCTTTTCACTCCCTAAAATNAACTGNTCTGTGTATAAAGCATATC 

TGGATATCTTGATCTTAAATGGAMTGGTATNTGAAAANNGCNCCNACTTTTCTAAAACT 

TTAAAATTGGCCCTTTTTTATTTTTAGCCCTGGGGGAGGAGGGAGGGAATGATTCCCAAA 

AAACTGACTGGTTTCCTT GNTGC AGTGTATTAATTACTGGTGATT A I Mil \ GGGGGGGG 

NAATTTAGCNGGAAAAAA I I I I I 1 1 I I CAGGGTTAAAACGCGCCTNNTAAAAANTTGGGA 

MTGGNCGNAAAAGGGGGCCCTTTTTTTCCCCCGCCGNTTTGGGGGNAACCCCCGCCCGG 

TTTGGAANGGTNAACNCCCTTTNAAAAAANAAAAAACTTGNTTTCAAGG I I 1 1 I I I I I CC 

AAAACCGAAAMTTTGGGMGGTCTTTTTATATAAANCTTGGAAACCCGCCCCCGGGGTC 

AAAA CCCCCC GNNNGGCCGTTTTAAAAAMTGGTACCCCCGCCNrrCCGGNTTTCANAATT 

AAACTTTTTTNCCCCCNNCNCTGGGGGGGGCC 

Sequence 2375 

CTACTATAGGGCGAATTGGGAGCTCCCCGCGGTGGGCGGCCCGAGGTCTTCGACCCACGC 

GTCCCGAGAATAGCTACTGAAGTCCTAAAGAGCAAGCCTAACTCAAGCCATTGGCACACA 

GGCATTAGACAGAAAGCTGGAAGTTGAAATGGTGGAGTCCAACTTGCCTGGCCAGCTTAA 

TGGTTCTGTCTGGTMCGTTTTTATCCATGGATGACTTGCTTGGGTAAGGACATGAAGAC 

AGTTCCTGTCATACCTTTTAAAGGTATGGAGAGTCGGCTTGACTACACTGTGTGGAGCAA 

GTTTTAAAGAAGCAAAGGACTCAGAATTCATGATTGAAGAAATGCAGGCAGACCTGTTAT 

CCTAAACTAGGGTTTTTACCTGCCCGGGCGGCCGGCCGCCCGGGCAGGTACCCAACACAA 

ACTATTCAATAAAGTAATCTGCTTTAAAAATAAAACACACTGAAAGGCCCAGGCAGGTGG 

ATCACCTGACATCATTAGTTCAAGACCAGTGTGGCCAAACTGGTGAAAATTAGTCTCGAC 

TAAAAATACAAACATTAGCTGGGCGTGGTGGCAGGCGCCTNTAATTCACTACTCAGGAGG 

ATGAGGCAGGAGAATCACTTGAAGCCAGGAGGTGGAAATTGCAGTGAGCTNAAATCGTCC 

ATTGCACTTGAACCTGGCAACAAAATGGGGACTCCGTTNAAAAACCCCCCCCCA 

Sequence 2376 

CCGCGGTGGCGGCCGAGGTATCACGAGCGGCCGGCCGCCCGGGCAGGTCAATCATAGAGC 
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TGCCCCAACATCTAGACAGTCTCTCCTACTGATTATAAATGAGTGAAAACTATCAGTTAG 
AAAMTCT MTT TMGTTGTTMTACATGTTTCTTTGGTGAGCACCTGGATATATTTATC 
ACAMTT CTTTT ATACAAATGTCGAAAATGGCTTTCAACAAACCTAAGTGTCCTAATTAC 
ATGCCACTTTTAAGCATCNNTTTMGGGTMCCAAAAATGGAMCCCTTATTTTNAATTA 
MATTTNGGGNCCCGGGGTnTANTTAMNNACTNTGGCCNTTTTTNAAATNTGGGGNCC 
CCCCGNGNGGGGGNAMTTTTTTTATATAAAI I 1 1 I I I I I NCCCCCCCCCCCCCTGGGGG 
GGGNGCCCCCCCCCCCCN I I I I I I I I II I I I I I I I I I NNGGGGGGANNAAACTCNNCNCG 
GGGGATAAANANANGGATMTNTTTTTTTNNTTNGGAAATN I 1 1 II I I I 1 I N 
Sequence 2377 

GCGAATTGGAGCTCNCCGCGGTGGCGGCCGCA C I I I 1 1 I I I I I I I I 1 I 1 1 1 1 1 1 I IAAAG 
CACTGGTGCTCTTCTTAAGTGAAATGTTAACACAGGGCTCAATACATAAAAGAGAAAGTG 
MGTTGTTCCATTTGGGGGGTCCCATMGGGGCCTCATGTTTCCCTAGGTGTTACCCCTT 
CAGACACAGCACATGCCTACAAAGNGGACNCGTGGGGTCGAAGCACCTGCCCG 
Sequence 2378 

CTATAGGGCGAATTGGAGCTCCCCGCGGCGGCGGCCGAGGTCAAGCTTCGACCCACGCGT 

CCGGTCTATTTTGATTNTGGGGGGTNATCAGCATTATTCTTCAGMGGGGACCTGTTTTC 

TTCAAGGGAAGAAACACTCTTATTCCCAAACTACAGAATAATGTGTNAAACATGCTAAAT 

AGTTCTATCAGGAAMCAAANCACTGTNTTTATCTCCGNAGGCTATTTGNTCAGAGAGGC 

CTTTTGNTTAMTATAAATGTTTAAATATAMTGTTTGTCTGGATTGGCTATAACATGTC 

TTTCAGCATTAGGCTTTTAAGAAACACAGGGTNTTTGTATTCTTTACTAAAGATATCAGA 

GCTNTTAATGTTGNTTANATGAGGGNGANTGTNAAGTACCTGCCCGGGCGGCCGGCCGCC 

CGGNCAGGTCTTNGACCCACGCGTNCGGGCNATTATCAAAAACACTTGGAAAAAGATTTT 

TATTCCTACTTTTAAACATACATCAAAATCTAAAATAAAACTA 

Sequence 2379 

CCGGGCAGGTCTTCGACCCACGCGTCCGATTGAAGCCTCTCTGAAGTTAAACCCAACTAT 

GTTTATTAAAATGTGTGAAACTGAAAGTGGGCTAGGTTCTACCAAGGCTGTGGAACTCTC 

CTACGAGTTCTGCTGATCAGGAAATTTAAGAATTTATCTTAAAAATGCAAGGAAAAAAGA 

CTGCCTTGGCAATTGTGAATGCTGCTTTCAATCTCCTAGCACCGAGCCTGGCACTTAGGC 

AGCTTTCAGTAAGTGGGTGAATGAATGACTGAATGAATGAATGAATGGCTCAGCTGAGGA 

ATGTAACTTTGGTCAAGACCT 

Sequence 2380 

CCCCGGCGGGTTGGGCCGGGCCCCGCCCCCGGGGCCCGGGTTACCATTAATTATTACCAG 
GAGGGTTNTTAATTCTGGTTAACCATTCAATTAATTGNTNAAAAGGTGGGGGGNAANGGG 
CCAAAGGGTGGGGAA 
Sequence 2381 

TGGGA GCTCCA CCGCGGGTGGGGNCCCGGGGGGNCCCCNCCCGGGNNNNAAANAAANGGG 

GGGNNTTTTTTNNNNNAAAMCCCCCTTTTTTNNNNNNCCCNN I I I I I I I I NGGGAGTTG 

GGGCCC CCTTG GAAMGTTTGGGMCCCCCCCCCMNTTTTTCCCTTTAATTGGGAAAAT 

TT TTGGG TTT TTAAM TTTTTAAAMGGGGGTTNGGGCCCCCCAAAAAMAAAAA 

AAi till AAAATTTTAAAATTTTAAAAAAAGGGGCC l ! 1 1 IGGGGGNI M M 1 1 I I (1 M 

TTTGGGGAAAAAAAA 

Sequence 2382 

A AACI I I I I ATTAAMTGCTTANGANACAGATTGACTTTCTTTCGCAAATGACTGTTTTA 

CTTTTCCTGAAGNAGGACATATATGCACTCTGATAAAACTGCATTACAGCCTGCAGGACA 

CCTTGGGCCAGCTTGGTTTTACTCTAGATTTCACTGGCGTCCCACCCCACTTCTTCCACC 

CCACI I I I ICCTTCACCAACATGCAAGTTCTTTCCTTCCCTGCCAGCCAGATAGATAGAC 

ACGGACGCGTGGGTCNAAGCTTGTACCTGCCCGGGCGGNCGCTCTAGAACTAGAGGATCC 

C 

Sequence 2383 

AGGTGCGGCCGGCCGCCCGGGCAGGTACAAGCTTCGACCCACGCGTCCGCACAAACATTT 
TTTCAATGTAGCAAAATCAAACTTAAAAAAAAAAAAAGAAGAAAAGAAGAAGATGCCGAC 
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AGTGCGGAGTCTAGCCTTTTGTAAACTTCATATTGCACACTAGGACTATAAGCCATTGCT 
AGCTCATTTTGAATTTTAACGTGTAA I 1 1 1 1 GTTTTATTTTCTTTCTGTGGGGAAACAAT 
GCTTGATCCACCAATGCTCTTTTTMTGTTTTATAACTATGTATGTGTATATATATAAAT 
ATCAAATAATATGTATGCACATATGTGTGTGTATATATCTATATGTATATACATA 
Sequence 2384 

TGGAGCTCCACCGCGGTGGCCCCGGGCAGGTCGAGCGACCGCAC I 1 I I 1 1 1 I I I I M I I I 
TTTACCTGAAMTGCTTATTCTAGCTTCACATTTGATTGTTTGGCTAAGAAGAAAATTAT 
TTATTAGACTTAATTTTCCTCACGAGTTTAMGATTGCTTCAGATCTTAAACTTCTAATG 
AGGAAAGCTGAGAAGTCCAATGCCATTCTGATTCTTGCAACTTACAAGTAGTC 1 MINI 
GTCT AGACG CTTTCAGG ACCTTC I WW I CCTCAGTCAGTGTATCCAAACCTTCACAGTG 
ATATCTTTTGGGTACCTCGGCCGCTCTAGAACTAGTGGGATCCCCCGGGCTGCAGG 
Sequence 2385 

AGGTACTCATAGCATTTTTCCCCACATAGTCTTTCAAMTCTGCATTTATTTCAAAATCT 

GACCTTCATMCTCMCTATACATGMTTGCTGGTATTGTCTTTTAACTTGGCCAAAGAA 

CAGTTTTCTGAGTTAGCTATTATTTCCACCATAAMTTGGGGGTMGATTTGGCAAAAAA 

AAAAAAAAAAAAAGTGCGGCCGCTCTAGAACTAGTG 

Sequence 2386 

AGGTACTACCCATTTTAATTACACAGTAAACAGAAGCACGGGTAAGTGACATACTCATAC 
TTTAAGCAATMGMTTAGAAGAAACCATAGAAGCTTGGGGCCTTCTCTCTAGCTCTAAC 
CCAAAGAAA ATGAATTTTA I I I 1 II 1 I I I 1 1 AAAAGAAAACAGCATCAATCACTTAAG AT 
TTTCTTCCTCI I I I I M I I I I I I I I I I ACACTTGCTTATTAGTATAGNATCTCGTTCCAA 
AGCCCGGACGCGTGGGTCGAAGCTTGTACACCTGCCCG 
Sequence 2387 

AATTGGA GCCTCCA CCCGCGGTGGCGGCCGCCCGGGCAGGTCAAGCTTCGACCCACGCGT 

CCGTCTTATTTTTTACTCTTAGGCAATGCGGAATATCAATCCCAGCACAGCAAATTCTCC 

MMTGTCAGGTAGGCTCTTATCTGATGTTTTAGCACTGGAAAAAAAAAAAAAAAAAAAA 

AAGTGCGGGCCGACCT 

Sequence 2388 

CGGCCGAGGTCTTCGACCCACGCGTCCGAAATGACTGGTTATTTAGAAAAGAAGGATG7T 

TAGAATAAAACAGGAAGTCCAAACATGTCATAAGTGGTTTGTGTATGTCATAATAAGGGA 

TTATAAAAAGAGGATTTATGTGAAAAAAATTTTATGTGATCAAGTTGTCTACAATTACAA 

GGAMTTATTTATAATAGACGTTCTAGAGATCTATATTAAAAAAAAAAAAAAAAAAAAAA 

CCTGCCCGGG 

Sequence 2389 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCAAGCTTCGACCC 

ACGCGTCCGTCTGAACCTACACCCCGTCTCTTCACGGTTTAGACTTACTAAAATAAATAC 

MGGTGATTTTCATCTTCAGGTAGAGTGAAGCCTTTTAATTAAGGCGTCACAGGTGCAGC 

TATTCTACCTTAATGAMTGGGTAGTGATTTTCCCACCATTATTTATTTCGGTGATAATA 

TGCTGCATATTCMGTCTCTTGTAGTTATmCACCCAMGTAGTTGACAATTTGATGCT 

TCTGGTGATGTTTATGGCTTCATTTTATGTMTTTTTTMGTAAGTTCCACTAGAAACAG 

TTCATCTTATACCTTCAAAA 

Sequence 2390 

AGGTACTATMGMCACATTMTTCMTGGAAATACACTTTGCTMTATTTTAATGGTAT 

AGATCTGCTMTGMTTCTCTTAAMACATACTGTATTCTGTTGCTGTGTGTTTCATTTT 

AAATTGAGCATTAAGGGAATGCAGCATTTAAATCAGAACTCTGCCAATGCT7TTATCTAG 

A GGCGTGTTTGC CATTTTTGTCTTATATGAMTTTCTGNCCCAAGAAAGGCAGGATTACA 

TCI I I 1 1 I I I I I I I I AGCAGTTTGAGTTGGNGTAGGGGTATTCTTGGGTTATCAGAATAC 

TCATATAGCTTTGGGATTTTTGA 

Sequence 2391 

GTTCGTA TTTCTTATTCTACAACAAGGGTCAGCCTACAGGCAAAACACATCCCATTGTCA 
I I I i i i i GTAMTAMGTTGTATTGGAACATGGCCACTCTCATTTGNTTTCTATTATTTA 
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TGGCTGCTTTCACTTACAACCTGAGTGGNTGCCACAGAAACTGTATGGGCCTGCAAAGTC 
TAAMTATTTACTATGTAGCTTTTTCTTTTCTTm 

CCAGGCTGGGAGTGCGGTGGTGTGATCATGGGCTCATTGCAGCCTCAAAACTCCTGGGCT 
NAAGCAATCCTCCCGCCTCGGTCTCCCAAGTAGTTGGGACTACAGGCATGA 
Sequence 2392 

CCGGGCAG GTACCCAGTMTCACATAAATTCTGCMTCATCTGTTTATTTAGCTTAACTG 
1 1 I 1 1 1 1 I I ATTTG NTG AAG NTGTTCGTTGTT ATTTC AG N C 1 1 I 1 1 CTTATTGGG 
Sequence 2393 

ACCGCGGTGGCGGNCGCCCGGNCAGGTCTAGCTTAGTCGACCCACGCGTCCGGGCTTAAC 
TMTATTTGNhfTGNGTGCTACTMCAGGATTATMTAMTTTGTCATCAGTGAAAAAAAA 
AAAAAAAAAAAAAAGTGCGGNCCGNTCTANNAACTAGTGGGAT 
Sequence 2394 

CCGGGCAGGTCMGCTTCGACCCACGCGTCCGATTTCAGGTTGACTTTTCTCACCTTTAA 
CCTCTTTATATAGCACAGTGCAATCTGGCCCTACTGCCACTTCATCTGGGTTATCTGTAG 
CTTGAGTTGTAAAAAAAAAAAAAAAAAGT 
Sequence 2395 

AGGTACTGTTGTCTCATGTMTGCTMMCTGAMTGGTCCGTGTTTGCATTGTTAAAAA 

TGATGTGTGAAATAGAATGAGTGCTATGGTGTTGAAAACTGCAGTGTCCGTTATGAGTGC 

CAAAMTCTGTCTTGAAGGCAGCTACACTTTGMGTGGTCTTTGAATACTTTTAATAAAT 

TTATTTTGATAAATAATATTGAAAAAAAAAAAAAAAAAAGTGCGGCCTCGAGCGGCCGCC 

CGGGCAGGTACAGGCACCTATAGMTTTAMGGGGAGATTTCTTTATTTTGTATTCAATG 

TATTMTMGATTTTTAAAACATATTTTGGAGAAATTGCTAAT 

Sequence 2396 

AGGTCCTAGCTTGAGTCGACCCACGCGTCCGATTTTTGCCTCCAGACTACAGATCAGAAA 
ACTGAGACTCAGAATGTTTCMTTCCTTGTTTAAGATCACAAAACTAGTTTGAGGTATAA 
TGGAAACTGAAAAAAAAAANAAAAAAANGT 
Sequence 2397 

AGGTCAAGCTTCGACCC ACGCG TNCGGAAGTNTTCATTCTCCCT C1 nTTTTTTTTTTTi 

TTAGCMTTCMGNCATGTTTTTGNCTACAAGTTTTTCCAGTATTGTATAGATAAATAAT 

AATTTACNAGGCTGCCTTTGAGTATACTTAGACAAGAGACCTGCCCGGGCGGCCGNTCTA 

GNACTNGGTGGANCCCCCGGGCTGGCAGGNATTTCAATATNAAGNCTTATTNGTTACCGN 

GCGACCTACGAGGGGGGGG 

Sequence 2398 

CGGCCGCCCGGGCAGGTATCAAGTGCTTGGATTCTGAACTGNCAAAAGAAAACTGCACTT 
GCCCTCTGAAGTAAAAACCGAAATGAGNTTTCTTAGGCAAATGTATTCATCAGCCCAGAT 
AAAAAAAAAAACCANNTAATGNGAGCCNTTAGTCACTGCT 
Sequence 2399 

AGGTACAAGCTTCGACCCACGCGTCCGATACGACTCACTATAGGGATCTACCTGCTTGAG 

TCGACCCACGCGTCCGAACACATACAAAAGAATTAAACCCACAAGCTGCCTCTGACAGCA 

GCCTGTGAGGGAGTGCAGAACACCTGGCCGGGTCACCCTGTGACCCTCTCACTTTGGTTG 

GMCTTTAGGGGGTGGGAGGGGGCGTTGGATTTAAAAATGCCAAAACTTACCTATAAATT 

AAG AAG AG I 1 1 1 IATTACA 

Sequence 2400 

AGG TGGCCG CAC < I I I I 11 I I I 1 I 11 I III M I AAAGTTTGGGGTCTGTCAGGAGACAGA 
GGCTTTTTTGAATTCACTGTGAAGAGAAGAACCCGAACCTTAAGACGGCAGATCCCTGAG 
AGTCTTTCTGGCTGGTTTGAGCGGACGCGTGGGTCGACACCTGCCCG 
Sequence 2401 

AGGTACTTCAMGTTATTTGCACATACACTTGTTT^ 

CTTTGTATAATCTTTTTGCAAAA I I I I I I I I I CAGTATGCAANGCTTGCAAGATGAAAAT 

TAAAACC 

Sequence 2402 
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ACCGCGGTGGCGGCCGAGGTACAAGCTTCNNNCNACTCGTCCGAGCTTGAGTCGACCCAC 
GCGTCCGCGTTNATGATTTTTAAMCACACTTGAMTAAAMTGATTGAACTAAATTTTG 
GTCCGGNGACATCATTNTGCACTGCATAGCCCA 
Sequence 2403 

CCGGGCAGGTACATCTCTATCAGAGCTTTTGGGTGACCAGGCACACTGTCAATGAGCAGT 
AATA CTTTGAAAGGAATCTTTGGGG I 1 11 II 1 1 GGTTTGG I i 1 1 I GTTTTGTTGTTATTT 
TTTTGTTNGTTTGATTTTTGTTTTTGNTTTTTTAGC^ 

MTACTCAGTAAACCATGCTGTTAACAGATMGCTGNCATCCAGACTTTGNTGTTCCATT 
TCTAGAGCACAGAGCAGATTTAGCACMTTCTTAANGCTTTATGATTTTTCANAATGGTA 
AANTGAGCACTGGCTTCAA 
Sequence 2404 

NTTTTTTTGGGGGGGGGAAMCCCCNNACCCCCN^ 

TNACANNNNAGGGGGGGGCANCCCCCCAAAAAAACNNNCNANGCANGAAGNANANNNAAA 
CAAMCANGNANGNAAGNNNNCACGNGCTTTTTTTAAAANATTTTTTTNNNNGGGGGGGG 
GGCCCCCCCAAAAAAAANGAGGACGNNGGAGCCCCCCC 
Sequence 2405 

CTNCTATAG GGCCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGG I 1 1 I I I 1 I I 
I I I I 1 1 I I ICTTTCTGTTCCTTGGACTAGATAATCTGAMTCMCTGTCTTCAGTTTTGC 
AGACTC TTGTG CCAGCTAAAATGTTCTGTTGAGCCCCAGAAGCTMTTTTCTTTTCAGTT 
ATTATGATTTTCAGCTTTAGMTTTATTTTTTTAATA 

TCTCCATTGGGNGAGACATTCACATACTTTCTTCCAG I I I I I I I I AG ACGTAGTTTCCTT 
GAGTNCTTNGAGCATATTTAAAATAGTAGATTTAAAGGATTTGGCTAGTTACTCCACCNT 
CTGAGNTTCCTCAGGGAAA 
Sequence 2406 

CCGGGCAGGTCAAGTCGACCCACGCGTCCGCTTGTTTTGCTCTATCCCATAGGAGTTGGT 
ATAGTTGTGTTTCCAATATCATTTACTAAMGMNANTNTCCTTTTTATTTCTTCATTGA 
CCAACT 
Sequence 2407 

AC I I 1 1 I I I I I I I I I I I I II 1 1 AGTCTTTCTACTTTN AGGGTTTATTNACTGGCAGTTTT 

CAGGTCTGNAAATACAAAAAGGAACATAGACATNGGGTNTCTGCCNTTGAGGNGCTCCNA 

GTTTTGGNGAGGGACACAACACNTTTCAGGGGACAACCGTGGTACCTNGGCCGGTNTAAA 

ACTAGTnnnnnnnnnnnnnnnnnnnnnnnnTCNATATCAAGCTTATCCGATACCGTTCTA 

CCTNTGAGGGGGGGCCCGGCACCCA 

Sequence 2408 

AGGTCAAGCTTCGACCCACGCGTCCGGCCTGGGACAGATCCTTAGTCTTTCCTTGACTTT 

TATAGACCCAGAGGTGAMGGCCAAATGTTTTGTAGAATGTCCTTAAACTTGGGTTTATC 

TGAGGTTTCCTTGTGATTGAATTCAGGTTAGACATCTTTGATGGGACTGTCATAGAACTG 

ATGCTGTGTTCTAATTGCATCTTATCAGGTGACTTATGATTTCTGTTTGNCCCATTATTG 

ATGCT GNTAC TTTAGATCACTTGATTAAGGNGGTGTCTCGCCTGGCTTCTCCAGTGTGAA 

ATTTCCI I I I I CTTCT 

Sequence 2409 

AGGTMTTTTTCTGCTTGCCCAAGAAACAAAGCTTCTGTGGAACCATGGAAGAAGATGAA 

AA TGAG ACTGGCAAAGAACAAATGCTGAATCTGAAGAAGATTTGGGCAAATAATCTGCAT 

ACTTTTMTTGGGAATMGATGGMAATATGMTGCTAAATCAMTTTTTTAAAAAAATA 

CACCCGGACGCGTGACCTGCCCGGGCGGCCGGCCGCAC I I I I I I I I I I I I I I I I I ICAAT 

ATTATTTATCAAMTAAATTTATTAAAAGTATTCAAAGACCACTTTCAAAGTGTAGCCTG 

CCTTCAAGACAGATTTTTGGCACTC 

Sequence 2410 

ACI I I I II I I I I I I I I I I I I I I I I I I I I I I I I NGGNGGGGAGGAAGGCAAGGCACTGGGA 

AAGACTNACAACANATATTGACCCTAGTCGTAAAGAAATCCATAATTGCCAGTAACACGA 

CNTATTTMGAACAGGAAAAGACNGACAAGGMMGAGGGACTTTTTTTAAAAAACATTA 
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CTAAAGAATTNGGACATAANAAGAGTGAAATTGACAAGGAAAGGAGGAGGGGGA 
Sequence 241 1 

GAGCTCCACCGCGGTGGCTGGCCGCCCGGGCAGGTACATAATATACAGAGGTATAATCTG 

TAACATCAATAATGTAAAGTGGGGAAGGGCAAGGTGGAAAAGGAGTAGAATGCTTGTATG 

TGACTAAAATTATGTTGGTATCAGTTTAAMTATATTATTATAACTTTAGAATGCTATAC 

CCATTCCCACAGTAATTCCCATAGNAACCAAAAAGAAAATATCTTGTNGNATACACACAA 

AAGAAAATCAGAAGTAGATGCAAACTTGTCACTACAGGAAAAAAAAAGCTATCAAAATAG 

AAAACAATNATGGNGAAAAATAAAGACA 

Sequence 2412 

CCGGGC AGGTG CCGCAC I I I I 1 1 M I I I 1 1 1 1 I I ! I 1 1 I I I I I M I ATGGAAAAAATATT 
GTGATTATT7TTMTAGATTTACGGTATAAMGAAAMCTTTTATGATNCMTTTCGACA 
GACTACTTTCATAAAAAATTTTACTNTACATACMTGTATTGCAMTTTTTNGGCAAC 
Sequence 2413 

NGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTCGACCCACGCGTCCGATTTT 

GTGAGAATGATTGTTCTTTCACTTGGGCTGTTTGAGAGCATAATTATGGTAATCATGAGA 

TTMTGT TTCA TGATTTCTACCTCCAAAGTGTGAAGACAAGTNAAACAATGNTTCTAAAT 

TGTCTTATTTTGTTGGCGGAGMGATTACMTGGGCTATTAGTGCTACATTTGGTCAAAT 

GTAATCACTTAAATAGCTTCTTGTCACCTTAACTAAAGCAGAATAAAAAAACCCTGCCCC 

GGGGCGGCCGGNCCCGCCCCGGGCAGGTACCATTCCCGACGTTTGCAATGGTGGGAGTTG 

GCAGGTGTG 

Sequence 2414 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGCTTCGACCCACGCG 

TCCGCTTCTCTTAGAATTTTGGGGAMTTGATAGTCCAGTGACTCCTACCCACTTTTGGG 

TGAAGGACGATTTGGAATTTTGAAGTGTGGGGAGACAGGCCTGTGAAGTCCGAANGACTC 

ACTTGGGGT 

Sequence 2415 

CCGGGCAGGTCAAGCTTCGACCCACGCGTCCGAAAAAAAAAAAAAAAAGTTTGTTGGAGA 

CCGACTGGGGGTGAGGGGCTGGCAGCAGGAGACAGATAACANGTTCNCTCAGAATGCAGA 

GT 

Sequence 2416 

ANGI I I I I I I I I I n I I I ICANTGCTTCCCAAAGCTGCGGACATAAGGGTAGCTGANCTG 

GACTCTGNCCTTGCTGAAGACTTGGAGATGTCTGAAGTCATAACTGGGGNGACCTCCTTG 

GTCCAAAATGTGCTGCCCCCTATGAATTCCACATCAGGAGTTGTAGGAGATGAGGTTAGA 

GGGATGCTTGGGCTCATCTGGCTTCCTTCAGCATAGCCCGGACGCGTGGGTCGAAGCTTG 

ACCTGCCCGGGCGGCCGGCCGCAC I I I I I I I I I I I I I I I I I I I I II 

Sequence 2417 

CCGGGCAGGTTTTCTTATGAGTGGGAGGTGACTGATCGTGGAGGTGGATTTCTTATGAGT 

GGGAGGTGACTGATCGTGGAGGTGGATTTCTTATGAGTGGGAGGTGACTGATCGTGGAGG 

TGGATTTCTTATGATTGGCTTATCACCATCCCTCCTTGGTGCTGTTTTTGCAACAGTGAG 

TGATTTCTTGTGAGATCCGGTTGTTTAAATCCAGAGGCACCTNCCCCTACCCTCTAGCTC 

CCATTCCTGCCATGTMGACACCTGCTCCCCCTTTTTCTTACCCCATGATTGGAAGCTTT 

CTGAGGCCTCCCCAGAAGCTGATGCCAGCCCTATGCTTNCT 

Sequence 2418 

CCGGGCAGGTCTTCGACCCACGCGTCCGCACATTTTGATGGTCAGTCAATAACTTAAGCA 

GNTACCAAAATACTAGGTATCCAAGGAGCGAGAGGTGGGCCGAGCATAAGAAACACATTT 

CTNATGGCACAGCTCTGCCAMGCCCTGCAGAATCATTTACACATAGGTCTTTGGTTAGT 

AGCCCCTGGCACAGAANTCTGATCTTAAACAAATATTGTCTATAATCAAGTAGAGCAATG 

CAATTAAAAAMAAAAAAGCACAGGNTTTTGGGGCCATNGCTGAAATCCCAGCCTTGCTA 

TTTTGCTTGGCTGNGTGACCGGGGTTTCCT 

Sequence 2419 

AGGTGTACAAGCTTCGACCCACGCGTCCGGGATGAGTTTGTATGTGTAAAGTGCTTGAAA 
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CAGTGCCTGCCACATACTMGTGTTGGATAAGTGTTTGTTATTAAAAAAAAAAAAAAAAA 

AAAGTTGCGGCNCGGCCGCCCGGNCAGGTACTGGCGTGGATTCTGCATANTGGNGATCAC 

ACG7TCCACCTCATCCTCAGTGAGTTCTCCCGCCCTCTTGGAGAGGTCAATGTATGCTTT 

CNCTCAACACCACATGAGCATATCTTCGGCCCACACCCTTTAATGGGCAGTGATGGCAAA 

GGCTATTTTCCGCCG 

Sequence 2420 

AGGTATTCMCMGGGCCCTGAGAGAGGGACAGGCAGCCCCTGTGAATCTTGCTGTTCAG 

CANAGACAGGANTCAGCACGTGTGAGGGCAGCAGGGAAGTCTTCCTGGAGGAGTGAGACC 

TGGCGATGAGGAGGCACGGCAGGGAGGTGGAACAGGCAGGAGAGACTCTTCANGAATTGA 

GGAGATAGAATAGAGGACACTAAAGCCTTAGAGAGGCCAGGGGTGGTGGCTTGGCAGGAN 

CATCGCTTGAGGCTAGGAGTTTAAAAGCAAGCCTGGGCAACATATCCGAGACCCCCATCT 

CTAAACACAAAAAATAAAAAA 

Sequence 2421 

CCGGGCA GGTACCCAGTMTCACATAAATTCTGCMTCATCTGTTTATTTAGCTTAACTG 
I I I I IN I ATTNGTTGAAGNTGTTGTTGTNATTTCAGTC I I I I I I CTTATTGGGGTTGAC 
CAGACTTGGGTAAAATCTGTAAGAAAAGTNCCATAATTATGGGGGGAAGATTTCCTCTTG 
AATTGGCTTAAATNCCTGTTAGCTGAAAAAAAAAAAAAAAAAA 
Sequence 2422 

CCGGGCAGGTCTTNGACCCACGCGTCCGAGCAAAATTCAACTAAAAATACAATCTGGATT 

CCATAGCCMGGGTTTTATTTACMTNTCCTAGTAGGMGTCTTTATTTTAGCTTTCAAT 

GTGTTGAACTTATAAGGAMTTTAACGTATACATGAGTATTATATTTATGGAATGTGAAG 

ATATACAGMTGGAMTGGAAAATMTGTTMTTCGTATTGACTTTGAGGAATCTTANAA 

TCATGTAGCCCTGTTGCAACAAGAAATAGGGAACTTCTGAA 

Sequence 2423 

AGGTCMGCTTCGACCCACGCGTCCGGTTTGTTTTTTTCTTACGGCAACTCAAAGCAAAG 

AGCTGGAGGAGCCAGCCATTATAATTGCTTACTCTCATCGCTTAGCGCCCCAGGTGGGAT 

GTGTTTCCAAAACACA TTTTT GTATTTATMGGAMTGTAGTTAGGATT 

CCTMTTAGMCTCACATTTTGGTTAMTCCTCAATTTCATTAAAAAAAAAAAAAAAAAA 

AAGTGCGGCCGGCCGCTCGACCTCGGC 

Sequence 2424 

AGGTGCTTCGACCCACGCGTCCGACTTAATTGAGAAGGTGGAATCCTCCTATCCCTGAAC 

TCGGGGGAATGGAATCTCGCTGATCTTCCAGGACTAGCTCCCTGATCATTCCAGCCCCTC 

TGAACAACAGGGCCCCTGGAGATAGAAGTAGTCCTATTTCACCCCAACTACAACATTAAT 

GGGAAAAAAGAAGCAGGAATTCCTGAATTTTATGACTATGACGTTGCCCTGATCAAGCTC 

AAGAATAAGCTGAAATATGGCCAGACTATCAGGCCCATTTGTCTCCCCTGCACCGAGGGA 

ACAACTCGAGCTTTGAGGCTTCCTCCAACTACCACTTGCCAGCA 

Sequence 2425 

AGGTACAACTTCTCTTTTTTGGAGTmACTTGCTTCTATCAAG 

TTT CCATGACGTT GGAGTTTGGCTCACTTCCAACAGGGAAAAGGAGTG I I 1 1 I I I I I GTT 

TTGTTTTGTTTTTCCTGCTTCTTGAATGGTAGAGAGCAGTCTATAGCCAGAGACTCGTCC 

CTAGGTMGTAACTGMTTGGGGTTTGTCTTGGTTAMGTTAAGATTAACGACCAACTGG 

TCTTMTTTCTCCTTACCATTAGAGCACTCAGTTATCATATAMTTGCGCCATTGTTTGT 

TTTGCCTAA 

Sequence 2426 

AGGTCAACCGCCAGGGTCAAACGGAACACAACCCACTCTCAGGAAGACATCCCTAACACA 

AATCCAGGGACTTTGTTTCTTAACCTTAAAATTGGAAACACTTCTTGCTACCAGGGATGG 

GGGGTGGGGCTCAGCAGTTTGGGGAAACGGAGTGGGAGTCTTTTGCTGAACCGGACGCGT 

GGGTCGAAGCTGGACCTGCCCGGGCGGCCGGCCGCAC l I I I I I II I I I I I 1 1 I I I i I GAG 

AGTGGCTATTTCATTAANATTTAATAG I I I I I I I I GGACTAAGTAGTGGAAAAACTTTTA 

TACTTAACTGAGACATTTTGTCAAGGCTAAAAAAAAGT 

Sequence 2427 




WO 01/070979 



PCT/US01/09126 



TABLE 1 

398/467 



AGGTACATCCCACTATTTCTTTTCTTTTAGCTAGAMGGTATMCGTTAAMCCCTTTTA 
CCAMTAAAATGATTTTATTTAGAAAATGCCGGGCACTAAAAAAAAAAAAAAAAAAAAAA 
AAGTAC 
Sequence 2428 

CCGCGGTGGCGGCCGAGGTACCTATTTTGTATATGTGAGATGTTTAAATAAATTGTGAAA 
AAMTGAMTAAAGCATGTTTGGTTTTCCAAAAAAAAAAAAAAAAAAAAGTGCGGCCGGC 
CGCTACCTGCCCGGGCT 
Sequence 2429 

AGGACAATGCTGTAGATAATGCAGCCCATGCAATACACCCAAGAACACTAGAGTCCTACA 

CCCAAGTACAATATGATAAAGCAGCCCTCTGCAAGTGGTGCTGGATACCACTAAGAAGTC 

TACTGCAGCCATGTTGGTTATGATTTTCCATGCAGMGGGTACAGTTAGTTCATATTTAT 

GTATTGCACATAATCATGCTATTCAGCATTGATGCTATATTGTATTATGTAAATAATAAA 

AGCCATGTACAGAGGGAAAAAAAAAAAAAAAAAAAAA 

Sequence 2430 

CCGCGGTGGCGGCCGAGGTATTCGACCCACGCGTCCGTAGTTTTTATCTTTGACCAACCG 
AACATGACCAAAAACCAAAAGTGCATTCAACCTTACCAAAAAAAAAAAAAAAAAAAAAAA 
AGTGCGGCCGlsfTCTAGAACTAGTTGGATCCCCCGGGCTGGAGGAATTC 
Sequence 2431 

CTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCTTGAGTCGACCCACGCG 
TCCGAGTCAAGAGAACAGCACATTAGTTCCAGAAGAAAGATGGAAATTCTGAAAACTGAA 
TGTCAAGAAAAGGAGTCAAGAACAATTCACAGTATGAGAAGAAAAATGGAAAAAAAAACT 
TTATTTAAMAAGAAAAAAGTCCAGATTGTAGTTATACTTTTGCTTC 

Sequence 2432 

CTNCTATAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGCTGTTCGTATTTCTTATTCT 

ACMCMGGGTCAGCCTACAGGCAAMCACATCCCATTGTCATTTTTTTGTAAATAAAGT 

TGTATTGGMCATGGCCACTCTCATTTGTTTTCTATTATTTATGGCTGCTTTCACTTACA 

A CCTGAGTGG TTGCCGCAGAAACTGTATGGCCTGCAAAGTCTAAAATATTTACTATGTAG 

CTTTTTCTTTTCTTTTTGGAGACAGTGTGCCACTCTATTGCCCAGGCTGGAGTGCGGTGG 

TGTGATCATGGCTCATTGCAGCCTCAAACTCCTGGGCTCAAGCAATNCTCCCGCCTTGGT 

CTNCCAAGTAGTTNGGGACTACAGGGCATGAGCCCNCCATACCCCGGNTAATTTT 

Sequence 2433 

CCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCGTCCGGAAAATGTTTTCI I I I I I I 
AATTTMGGTTTAAMTTCCTTTGCCAAATCAAAAAAAAAAAAAAAAAAAAAAAAACGNT 
NGCNTGCCNGGCCGGCCGGCCGNNCTTAC 1 1 I I 1 1 I I I I I I I I 
Sequence 2434 

CTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCTTGAGTCGACCCA 

CGCGTCCGATAAAACACCGCCTTCAGTGTAAAAATTTTACATGGTATCTGAACAACATTT 

ATCCA GAGGTG TATGTGCCAGACCTTAATCCTGTTATATCTGGATACGTGAGTATTTTCC 

TGTTCCTTTTTTMTTMTATA CTCCT TGCCACCAACCTTTATGTGGTTCTMGAAMTT 

GCTGAMTACTTTCTTTATTGCTTTTGAGATTTTACATTATMTCATTAACATT 

TAMTrATTTTAAAMTATATAAATCACATGGATTAAAAAACTTTTCATAACTTGAAAAT 

TTTCCTTTAGATTAAAAGCGTTGGTCAGCCTCTATGTCTGGGATGTTGGAGAAAACAATC 

AAGGAGGCAAACCATTAATTATGTATACATGTCATGGACTTGGGGGAAACCA 

Sequence 2435 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGT C I I I I I 1 II I I 1 1 I 1 1 1 I M I AATG 

GTTMGCTACTCAMTTGTTTTCAGAGCCAGAGTAAAAACCAAAAAAAATACTCATCAAT 

ATCAATTGCCAAATTCAGTCTGAAAACATTTCACACACAGCTTACCCAAGTATAAAGCTG 

CTGGGG GGACTTC TGMAANTTGGCMCATTCATTNGGGGCTTNGAAATGCTTTACAAGG 

GGMGGNTTTTTTAANGCAGGGCTTACNTGGGTTTTCCCCCMGGCCCCTGGNNANGTTT 

NCCNAAAATNAAAGGGGGGGGCCCCCCCTNGNNGNGGGTTTTTTCCCCNNNCCNCCNNAN 
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CATNANGGGGNGNGCCCCNCNCNNTTTTTNTT^ 
T1VJTGAAAAMGGGTTTT1TTAAMCCCCG 

TTTTTAAAMGGGGGGGGGGNNGNTGGGNNTTTTTNTGGNGGGAAAANNTNTNACACCCC 
NNTAAAAANGGGGTTTTTTNCCNNA 1 1 I 1 1 1 1 1 I I NCNNCCCCAAAANANGGGGGGGGGG 
GGGGGGG 
Sequence 2436 

CTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTCATTTTATTTTTAC 
GTTGTTACGATATGGGGAGTAGTGTGATTGAGGTGGAGTAGATTAGGCGTAGGTAGAAGT 
AGAGGTTAAGGAGGGT 
Sequence 2437 

TNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGC 
GTCCG GCCTG GGACAGATCCTTAGTCTTTCCTTGACTTTTATGACCCAGAGGTGAAAGGC 
CAMTGTTTTGTAGMTGTCCTTAMCTTGGGTTTATCTGAGGTTTCCTTGTGATTGAAT 
TCAGGTTAGACATCTTTGATGGGACTGTCATAGAACTGATGCTGTGTTCTAATTGCATCT 
TATCAGGTGACTTATGATTTCTGTTTGTCCCATTATTGATGCTGTTACTTAGATCACTTG 
ATTAAGGTGGTGTCTGCCTGGCTTCTCCAGTGTGAAATTTCTTTTCTTCTTTGTAATATT 
TTGTGGGGGAAGTAACTTTAAGACTATGTAACTGTTTCA 1 1 I CI I I I CTTTTCTTTTG A 
Sequence 2438 

TACTATAGGGCNATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTACAAGCTTCGACCCAC 

GCGTCCGAAAGATTCTTGGCTGAGCATGGTGGCTCATGTCTGTCATCTCAGCAATTTGGG 

AGGCAAGGGCAGGAGGATAGTTTGAGCCCATGAGTTTGAGACCAGCCTGGACAACATAGT 

GAGACCCCATCTCAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAANGTGCGGCCGGCCGC 

CCGGGCAGGTACATGACTATATCAGGATTTCAAATTGAGGAAACCATTGACCGCGAGACT 

TNTGGCAATTTANAGCAACT 

Sequence 2439 

CCGCGGTGGCGGCCGAGGTACCTATTAAGCTCATGAACCATAGAGGTATCTCGGTGGCCC 

CTCATTACCATCTGCTGTTCTTTCAGCTGTTTAGCTACATCTTTGGCTGAGGAACCAGAC 

ACTTCAATCCATGTCTTAGAGAAGAATGCACATGACCCCAACATGAAGATGATATAAACA 

ACGACATGGACAG 

Sequence 2440 

TNCTATAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGGCCGCA C I I 1 1 1 I II I I 
I ! 1 1 > ! I I I GAAAATAGTTTATTATTTTATTG I I I I I I GTTTATACATGTTAAGTTTCAA 
CTTTCMTMTAAAATTCMTAMTTTGATTCCTTMTCATAAAAACTTGCTTTACA 
Sequence 2441 

CTATAGGGCGNTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCAAGCTTCGACCC 
ACGCGTCCGAT MTTTA TACTAAATTTAGTAAAATGGACTTCTTATTCAAAGCATCAATA 
ATTAAAAGAATTATTTTAAAAAAAAAAAAAAAAAGTGACCT 
Sequence 2442 

GGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGACAAGCTTCGACCCACGCGTCCGCTT 

MTAGCAMGGATMTTGAAATCCCAMCTTACAAGGTTTTCAACAAAAGTGAAGTTTGC 

TTAAAGTTAACAGTGTAACATGTATTATGGTAACTTCTAATCTTGTGGCCTTAGACAGTC 

TAGTCCAAAGGCATAAAGMAGTTTGCTTTAAAAAAAAAAAAAAGGAATGGTTATCTTCA 

AAAAAAAAAAAMGTGGGGGGAGACAGMTTTATGTAAAAAGAGTGTTATATGGTAAATT 

CTTGTCCTG AAAT AAACT AACTG GTGTTT AAAG AA AAAAAAAA AAA AAAAAN GT 

Sequence 2443 

CTNCTA TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCAC I I I I I I I I I 1 1 II I I I I 
TTTTTTACCTGAAAATGCTTATTCTAGCTTCACAT 

TATTTATTAGACTTMTTTTCCTCACGAGTTTAMGATTGCTTCAGATCTTAAACTTCTA 
ATGA GGGAAAGCTGAGMGTCCAATGCCATTCTGATTTTGGCAACTTACAAGTAGTCTTT 
TTTTNNNTAGACCCTTTTCAGGACC I I I I I I I I 1 1 I CCTAAGTCAGGGGGTTTNCAAAAC 
CTTTCNAAAGGGGNTNTTTTTTNGGGNNNCCTGGGCCGGTTTTTAAAAANTAGGGGGGAN 
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CCCCCCCGGGGNTGGGGGGGAATTTGATNTNAAAGTTTTNTNGATCCCCGCCCCCCNTGG 

GGGGG 

Sequence 2444 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCAC I 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 

I I I I I 1 1 IGAAATGTTTGAAGTTMCTCATTTTATTTCTAGGATTTGGATTTCAACATTT 
TAATTTCTTTGGAATATAAGTCACTTTTTGCAAGCTAAAAAATAGAATCAAACTAAGGTG 
ATCTAAGTCCTCTAGGCATCCAGGCTGATCCTTGGAATCATGAGCAGAATGATGACATAC 
TACANGGGGCTAGCMTACCGGNTNTAAACTNTTAAATAATANCCCTNCATGGTTTTATT 
AGGGAACCAGCCAAAAGTCCCGNCCCTTTTAAAACTNGGGGGANCCCCCGGGCTTNNNGG 
GANTTCGATATTNAACTTTTTTNGAAACCCGCCCNCCNCNNGGGGGGGGGGCCCCGGGCC 
CCNACNTTTTTTGTTNCTTTTTMNGGGGGGGNNNNAAATTCGCCCCNCTGGGGGGGAA 
Sequence 2445 

ACTTAG GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCACI 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 

I I I I I 1 1 1 I I I ATTGGTATTTAGTTTTTATTTCATAATCATAAACTTAACTCTGCAATCC 
AGCTAGGCATGGGAGGGAACAAGGAAAACATGGAACCCAAAGGGAACTGCAGCGAGAGCA 
CAAAAGATTCTAGGTTNNTGCGAGCAAATGGGGTNGGNGGGGNGCTTTNNTTGGNTAAAN 
MGGGATGNNN7TGGGGGTTTAAAAAAAACCCNNGGCANNCN7TTTTNGGGTNNNCCCCN 
ANCCCCAANNNGGGGGGNNTNTTTTGTGGGGGGGGTNGNNTNTTTTGGGGGGACNCAAAA 
ANGNNNNTNTTGGNCCCCCNAAAAAAAANTTTAANGGCNI 1 1 1 1 1 1 1 I 1 1 1 1 1 INTAAAA 
AAAANNNAAAGTTNNNTTGCCCNANNNCNCCCCTNI I I 1 1 1 1 1 GNGGGGGGNGGNGAAAA 
AAAAAMNNNGNNGNCCCCNNNTTTTTNNNGGGGGGGGC(XNAANTTTTTNTCNNTNAAA 
AAAAAAATCTCCCCCC 

Sequence 2446 

CCGCGGTGGCGGCCGCCCGGGCAGGACACAGGAGGCCTTATTACTnTAAATTATACAAC 
Al I I 1 1 1 G CTTAAAA 1 1 I I 1 1 1 A ATAAAA I 1 1 I 1 1 CTTTTATGACTTTTGCAGACAATTT 
TTTAMCATGTTTTAACTTTTTGACTTATTACAAACATTCTTTTCTTTAAACAACCAGTT 
AATTTATTTCAGG ACAAGAATTTATCATATAACT G I I 1 1 I A TATAAATTCTGCCTCTCCC 
CTTTATTTTTGAAGATAACCATTGI 1 1 1 1 1 1 AAAGC AAACTTTCTTT ATGTGTTTTG ACT 
AGACTGTCTMGGCCACMGATTAGMGTTACCATMTACATGTTACACTGTTAACTTTT 
AGCAMCTTCACTTTTGTTGAAMCCTTATMGGTTTGGGGATTTCAATTATCCTTTGCT 
ATTAATAAGACCTTGTTCAGTCTAAATTAACTTAAA 
Sequence 2447 

NCACTACTTAGGGCNATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCAC 

GCGTCCGGGAGAATTACCCGAAAAACAACCACACTGCTTCAATCCTGGACAGGATGCAGG 

CAGATTTTAAGTGCTGTGGGGCTGCTAACTACACAGATTGGGAGAAAATCCCTTCCATGT 

CGAAGAACCGAGTCCCCGACTCCTGCTGCATTAATGTTACTGTGGGCTGTGGGATTAATT 

TCAACGAGAAGGCGATCCATAAGGAGGGCTGTGTGGAGAANATTGGGGGCTTGGCTGAGG 

AAAMTGTGCTGGTTGGTAGCTGCMCANCCCTTGGAATTGCTTTTGTCGAGGTTTTGGG 

AAATTGNCTTTGCCCTGCTTGCCTCGTGMGAGTTTTAANAAGTNNCTTCCNNAGGNTNA 

NNTMGGGTNTCTTNGGTCmNTNANNNCCTTCNTTANTTTGGGGGGNG 

Sequence 2448 

ACTTAGGGCGATTGGAGCT CCCCGCGGTGGCGGCCGCCCKjGGCAGGTGCCGCACTTTTTT 

i i i i i 1 1 i i i i i 1 1 1 1 1 1 1 lagmtttagccacttctcaggccttnttccccataatttg 

gmctttcctttggatttgatcaagttggatagagttgatcaaaccctgatcaagttgga 

tagagttgatcaaacccaatgggaaaaagaccaaaacaacaataaaaaacagacaacaac 

aacaaaaaacagttaggcaaaacaaacaatggcacaatttatatgataactgagtgctct 

aatggtaaggagaaattaagaccagttggtcgttaatnttaactttaaccaagacaaacc 

CCAA 

Sequence 2449 

tacttagggcgattggagctccccgcggtggcggccgaggttacaagcttcgacccacgc 
gtccgcgaaagcgaagaaggaagctcctgcccctcctaaagctgaagccaaagcgaaggc 
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TTTAAAGGCCAAGAAGGCAGTGTTGAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCG 

CACGTCACCCACCTTCC 

Sequence 2450 

CCGGGCAGGTACTTTTTCTAATATACTTTTCNATTACACATGAAAGCCATGACAGGAACT 

GAGATAAGATTTCTTTGTTTTTTGAMCATCTTATCTACTAANAAAATTTNNAA 

TTNACTTNAMGCTATTAGTAGTTTTATACTCNCTTAATAAGTATTAATAMTTTACATA 

CTNGACTTAGTMNCTAAGCAATTTGGNTAACGTNTTTNTTTATTNGAGNG 

CANTTGGATATTTTTNCTACCTTACTATTAChTITATAMTATATTTCCCCAAATATATCN 

TTCCTCTTTAAAAANTATGTTTTGNCAACNAACCTTNAAA 

Sequence 2451 

TACTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCAAAGTTATTGCAC 
ATACACTTGTTTACTTTGTATGTTTTGCAGGATTAMCTTTC 

I I 1 1 1 1 I I I CAGTATGCAAGCTTGCAAGATGAAAATAAAACCTGTTTGCCTGATAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAATGT 

Sequence 2452 

CTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAGCTGATTACACCAACTT 

GAATGAAACGACTTCTCTTGTGAACTATCAAGGGGCCGCCAGAATCACCTCTGCAAGTAT 

TGGGGTCAGCATAGGGACTCACTCCTCCAGTACAAAGGAACCGAGGGGTGACCACCTCTG 

AGATGTCCTTGACTTTGTCATAGCCTGGGGCATATTGAGCATCTCTCTCACAGCTGCCTT 

TCTTATCCCCATTCTTGATGTAGACCGGCCGCCCGGGCAGGTGCACATACACCAAATGTC 

TGAACCTGCGGTTCCTCTCGTACTGAGCAGGATTACCATGGCAACAACACATCATCAGTA 

GGGTAAAACTAACCTGTCTCACGACGGTCTAAACCCAGCTCACGTT 

Sequence 2453 

CCGCGGTGGCGGCCGGAC I I I I I I I 1 1 1 1 I I I I 1 1 I I I AAGAAATAGGGTCTCACTCTGT 

CCCCCAGGCTGGAGCCATTATAGCTCACTACAGCTTCTGACTCCTAGGCTCAAGGGATCC 

TGCCACCTCAGCCTCCCTGGTAGCTGGGACTATAGGCAGGAGATCGCTTGAACCGGGAGG 

CGGAGGTTGCTGTAAGCTGAGATCGCGCCATTGCTTTCCAGCCTGGGTGCCAGAGCAAAA 

CTTTGTCTNAAAAAAAAAATTN I I I I 1 1 1 1 MTTAAATAAAAAGGGNCAGGGGATTTTTT 

GGGAAAAGGTCNMAANAAAATTGNNCTnTTGAAAAAANCCTTGGNAAAAANCCAAAAA 

AAAMTTNGGNGGGAAAAAMTNNTTTNNTTNNGGGANAAAAAANAAAANAAAAAAANNT 

ANGGGGGGGGI I I I II I I I NGGGGNGNGGGGGGGGGGNAAACNCAANCCCCCCCCNNTTT 

ANAAAAAAAAAGGGNGCCCCCCCCCCCNNGNGGNAAANGNGNTNTTNNTAAI I II I I I I I 

TTTNCCCCCCCCCCCCCCNGGGGGGGGGGGN 

Sequence 2454 

GAGACACAGTCTCACTCTTGCCCAGGTTGGTCTAAAACTCCTGGGCTCAAGCAATCCTCC 

CGCTTTCAGCCTCCCAAAGTGCTGGGGTTACAGCCGTGTGCCACTGTGTCTGGCCCTTTT 

CTTTTTCATAGGAGAAGGGTTGTTGACTCCCAGGAAACGTCACCTGGAACCAAGAATGTG 

MCTCAAGGACCCCCGCCTGTTGGCAGCTGCATTTACTTGACTCCTGTTCACTGTTTCTT 

AGCCTTGTCCTTTCTCTCCTGCCAGTTCTAGGGGACACTGCTTCTCCTGGTTGACCTCAT 

CAATGCC 

Sequence 2455 

CCGCGGTGGCGGCCGAGGTTTCAAGGACCAGCCTGGCCAACATGGTGAAACCCCATCTCT 

ACTAAAAATATAAAAATCAGCCGGGCATGGTGGCATGTGCCTGTAATCCCAGCTACTCAG 

GAGTCTGAGGAGGAGAATCACTTGAACCTGGAGGCAGAGGTTGCAGTGAGTCGAGGTTGC 

GCTACTGCACTCCAGCCTGGACAACAGAGGGAGACTCTGTCTCAAAAAAAAAAAAACCTA 

CAGCTGTTCMGGACCAGCTGACAGGTCAAGTGTGGCCTTTTCTGGTCTTTGAACACATC 

ATAGAAAGTGACAAATGCTGCAAAGCCATGAAGAACATGAACTATAAACGGGTAGACTAA 

CTGCCCAGCTTAGACACTTATCTATGCCACAAAACAGCTGMTTTGTCACATTTATATAT 

TGCAATAT 

Sequence 2456 

AGGTCTTCGACCCACGCGTCCGGTGGCTTATGCCTGTAATCCCAGCACTTTGGGAGGCCG 
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AGGCAGGCGGATCACAAGGTCAAGAGATGGAGACCATCCTGGCCAACGTGGTGAAACCCC 

ATCTCTACTAAAAATACAAAAAGTAGCTGGGCGTGGTGGCACACGCCTGTAGTCCCGGCT 

ACTCGGGAGGCTAAGGCAGGAGAATCGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCG 

GAGACCACGTCGCTGCACTCCAGCCTGGTTGACAGACCGAGACTTCTTTTTCAAAAAAAA 

AAAAAAAAAAAGTGCGACCTGCCTNGGCGGNCGGTTTAAAAAATNGTGGATTNCCCCGGG 

CTGNAGGMTTTTCGATNTTCAMGCTTTATTNNATTACCGTNCGACCTTTNGGGGGGGG 

GCCCCGGTACCCCAACTTTTTT 

Sequence 2457 

CTATACACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTCAAGCTTCGA 

CCCACGCGTGCGCAATTTTTAGGCCCACAAGGAGTCAAGCACCTCAAGGAGATCTTCAGT 

TTGAACTTGGTGTAGACACAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTA 

CTTAAGAAAGAGAGGAGACCTTGGGGATTTCGAGGAAG 

Sequence 2458 

GCTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAGAGTCGGGAT 

GCACAACTTCAACCACCGACTTATCAATGCAGCCGCCTGTGTATTGCAATTGGCCGTTAC 

CTTAAGCACTGAGCCACCCGGGTTTAGTTCAGCCATTTCAAGAAGTATATTTAACGTCGG 

TAGTTCTGCTTTATTAAAATGCAGCAGAGGTACCTGCCCGGGCGGCCGGCCGCACTTTTT 

II II 1 1 1 1 1 1 I I I I I AATGAAATTGAGGATTTAACCAAAATGTGAGTTCTAATTAGGACA 

ATAAMTTAATCCTMCTACATTTCCTTATAAATACAAAAATGTGTTTTGGAAACACATC 

CCACCTGGGGCGCTAAGCGATGAGAGTAAGCAATTATAATGGCTGACTCCTCCAGCTCTT 

TGCTTTGAGTTGCCGTAAGAAAAAA 

Sequence 2459 

CCGCGGTGGCGGCCGCTACCTGCCCGGCGGCCGGCCGCCCGGGCAGGTCTTCGACCCACG 

CGTCCGMCTAATTGGCTTTTTAGAMCACCCCACAAAAGCTCAGAAATTGGCTTTAAAA 

AAACMCCACCAAAAAAAATCAATTGGCTAAAAAAAAAAAAAAAAAAAAAAGTGGGCCGC 

TCACCT 

Sequence 2460 

ACTACTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTCTTCGACC 

CACGCGTCCGGACAGCTCGTGTCCACAGGGGTCATGGGGTCTCTTGCTGCTAGGATTCTG 

GAGTTTCATGGTAAGAGCGGGCCACTCCCCACCTATTCAACTCACCCCTTCCCCAGGAGT 

TAATGGGGGCTAGTAAGGAATGCTAGTGCTTGGAAGCCCTGTGCAGGCTTCTGAGATTCC 

TGCCCCCTCAGCCCATGCTCTGCATCCTCCCTTCATCCACCCTCAATGTTTTCCTTCAAA 

AGATCTGCTCAGAGTGTGCCAGTCTTCCCAAATTCCTGGTCTCTCCATGAGAGATGTTCT 

TCCTGGCTGCTTCTAGTTGGCCATCTGGTCTTGAGTCCTNTGTACCTCGGCC 

Sequence 2461 

AGGGCGAATTGGAGCTCGCCGCGGTGGCGGCCGCA CI I 1 1 1 1 I 1 1 I I I 1 1 1 1 I I 1 1 1 I 1 1 
I 1 1 1 1 IGGGTTTCTCTTTGAAAGNTTATTGNTTTCTTTAAAAAAAAAAAAACCTATACCT 
TTTATATTTTACATTCACCTNTCANAATATTTAATGGNACCTGCCCG 
Sequence 2462 

ACGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGCAGGAT 
TACCATGGCAACAACACATCATCAGTAGGGTAAAACTAACCTGTCTCACGACGGNCTAAA 
CCCAGTAGAAACAAAGT 
Sequence 2463 

ACGACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTAAAGTTA 
TTTTAGTCATGAAATTTTATATGCAGAGAGAAAAAGTTACCGAGACAGAAAACAAATCTA 
AGTCGA 
Sequence 2464 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGNGGCGGCCGAGGTTTCAAGACCAGCCTGGC 
CAACATGGTGAAACCCCATCTCTACTAAAAATATAAAAATCAGCCGGGCATGGTGGCATG 
TGCCTGTAATCCCAGCTACTCAGGAGTCTGAGGAGGAGAATCACTTGAACCTGGAGGCAG 
AGGTTGCAGTGAGTCGAGGTTGCGCTACTGCACTCCAGCCTGGACAACAGAGGGAGACTC 
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TGTCTCAAAAAAAAAAAAACCTACAGCTGTTCAAGGACCAGCTGACAGGTCAAGTGTGGC 
CTTTTCTGGTCTTTGAACACATCATAGAAAGTGNCAAATGCTGCAAAGCCATNAAGAACA 
TGAACTATAAACGGGT 
Sequence 2465 

CCGCGGTGGCGGCCGAGGTACAAGATAGGTATGGATTCCAGNCTGGAGAAACCCNTAAAC 
CACTACACCCTGCCTCANAGNAGGGNAGAATTNTCAGTATGTATGTGGAGACAGGCTCGG 
ACGCGTGGGTCGAAGACCTGCCCGNN 
Sequence 2466 

CCGCGGTGGCGGCCGAGGTCTGATTACAAAAATTTAAAAAATATGCAACTTCAGGCATAA 
AGGGTTAAGGGGCAGATCTTCACAAACTCCACACAAGCCAGCAAGCACAGCACCTGCCCG 

Sequence 2467 

TACT TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCAC I I 1 1 I M I 11 I I 1 1 1 1 1 1 1 

TTTTMCCTTTCCTTATGAGCATGCCTGTGTTGGGTTGACAGNGAGGGTAATAATGGCTT 

GTTGGTTGATTGTAGCGGACGCGTGGGTNGAAGCTTGACCTNGGCCGCTCTAGAACTAGT 

Sequence 2468 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGCTTGTACAGTATGTGAAGAAGTTGCAC 

CTCATGAGCTGATCACTGATCAAGTTAAAAACACCAGACATACATTATACGTCTAATAAA 

TTTCCTTCAGGTCATGACCAGCATGAAAAAATNAGACACAGACACTCAGCAACCATTCTG 

TAAATGTGTACCT 

Sequence 2469 

CTACTTAGGGCGATTGGNNCCTCNCNGNGGGGGCGGCCGAGGGCCTGATCTAACTGCTGC 

CAAGACATGCCAAGGTCACCAGCTTCCCGTCCTGACCAACAGCCACCTCTCAGAAGGCTG 

GCTTMCTACTCANCCCCAGTCTTNTTAGCAGATGGCAAGGAGCTCTGGCCAAGATTTTA 

GTCTAAACAGAACCCTAGGCTGCTGATGCAACATCAAGCAC 

Sequence 2470 

GGGATGTGGTTTAAGTGGATTACTGCCTANCTGAGCCAAMTGTTTGCnTGTACCT 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnACTTNTTTCCTGGNTTAAMTGTTATTTCGGTTTAN 

MTTTTTCCCCANNCATACCMNNCCCGGGGGGNTTNAAMTTTNTNAAAANCCGGGGGG 

GG CCTTNATG GGGGNGGNGCNANNCNCCCNNATTAATTANNGNNNGNGGNTCNCNlSfTNGC 

CCCI 1 1 1 I I I I AAAAAANGGGAAAAAACNNTTTTCCNCGNCCNANTTTGGNNTNTATTTISI 

AAATTNGGCCCAACCCCCCCGGGGGGNGGGGGGCCNTTTTGGNNTTTTTGGCCCCNNNTT 

CCCCNTTTTNTTTTTTTNTANAAANNANGGGGGGGGGGNGGG 

Sequence 2471 

TACTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTGCGGCCGGCCGCCCGGN 

CAGGGTCACGCGTCCGGCCTGCTGCTTTGGACATGATGCTGACTGGTAGAAGCATTCGTG 

CAGACAGGGCAAAGAAAATGGGACTGGTTGACCAACTGGTGGAACCCCTGGGACCAGGAC 

TAAMCCTNCAGAGGAACGGACAATAGMTACCTAGAAGMGTTGCAATTACTTTTGCCA 

MGGACTAGCTGATMGAAGATCTTTTCCAAAGAGAAGACAAGGGTTTGGTGGGAAAAAT 

TGNANAGGGGTTNTTGCNNTNACTTTTTTCAATTTGTTTAGGGCMCM 

AAAAAAAAAAAAAA 

Sequence 2472 

CTACTTAGGGCGAATTGGANCTCNCCNCCGGGCGGGCGGCCGAGNACTTACACNCNNGCN 

ATCGNTTTCNTGNCNGCAGNNGGATNCACTAGTTNTAGCTTCGGNCGCCACCGNANCCNN 

CNNGAGCATGCATGGAACACATATACCAMCATCTTTCTGATMCATTAAACATTTTTAA 

MGATGTTAAATGTTCTT7TCATTGTGGTGCTTCAGATTCCTGATTCTAGAACTTGTGTG 

TGTGGMCCTGTGTGCTAACTATTCTGTTGGAATTTACCAGCAAAGAATTATCTAAGAAT 

TTTCAAACTAAATGATGGGGGGAAGGAACTA 
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Sequence 2473 

CCGCGGTGGCGGCCGCA C I I I 1 1 I I I I I I II I ) I I 1 11 U I 1 ) I I 1 I GGGGTTTCTCTTT 
GAMGNTTATTGNTTTCTTTAAAAAAAAAAAAAACCTATACCTTTTATAT^ 
CCTCTCANAATATTTAATGGTACCTGCCCG 
Sequence 2474 

CCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACGCGTCCGATCCTCTTCTGCTGTTCTG 

GAAAGAAACAGACCAGTGGTATGGAGTATAAGAAAACTGATGCACCTCAACCGGATGTGA 

AGGAAGAGGAAGAAGAGAAGGAAGAGGAAAAGGACAAGGGAGATGAGGAGGAGGAAGGAG 

MGAGAAACTTGAAGAGAATCATGCTGTTGCATTTAGMCTTTCTGCTTTGCACAGGAAA 

G AGTC ACACAATTAATCAACATGTATATTTtCTCTATACATAGAGCTCTATTTCTCTACG 

GTTTTATAAAAGCCTTGGGTTCCAACCAGGCAGTAGATGTGCTTCTGAACCGCANGGAGC 

AAACACTGAAATAAAATAGTTTAT 

Sequence 2475 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGCA C I I I I I I I I I II M I 1 1 I I NNGTATTTTN 

AGNANAGATGAGGTTTCACCATGTTGACCAGGCTGGTCTCGAACTCCTGACCTCAGGTGA 

T CCACC CACC TCAG CCTCCCAAAATGCTGGGATTACAGCGTGAGCCACCANGCCCGGCCA 

ATTTTTGTAACTTTTACAMGATATTTMTTTAAAATTGATTTTMT 

CCAAAAACACAGGATGATGAATGCACTTCAATGTTAGGGGAATATC 

Sequence 2476 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTGTTACTTTAAACAAAAAA 

TGTTTACTTNTAAGGATATACGCACAAAGGGAACATAATATACAGATAAATGAGAAGTTT 

CGATTCTGCATCAAGCATTATTCAATCGGACGCGTGGGTCGAAGCTTGTAMCCTGCCCG 

GGCGGCCGCTCGAGGCCGCAC I J I I I 1 1 1 I I I I I M I I 1 1 GAG ACGG AGTCTCGCTCTGT 

CACCCAGGCTGGAGTGCAGNGGCGCAATCTNGGCTCACTGCAACCTCCACCTCCCAGGTT 

CAAGTGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACAG 

Sequence 2477 

CTAACTATAGGGCGANTGGANCTCNACCGCGNGGNGGCGGCCGNGGNCAAGGCTTCGACC 

CACGCGTCCGNAAAAATTANCCAGGTGTGGTGGCACACTCCTGTAATCCCAGCTACTCAG 

GAGGCTGAGGCAGGAGAATCGCTTGAATCCAGGAGGNGGAGGTTGCAGTAAGCCGAGAAC 

CTACTGCACTCTGGCCTGGGCGACAGAGCAAGACTGTCTTGGGAAAAAAAAAAAAAAAAA 

AGTGCGGCCGNCCGNCCGGGCAGGTCCTAGCTTGAGTCGACCCACGCGGTCC 

Sequence 2478 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAATTGCTAAAACAGCTCCAGG 

GNAAGNNATCTTATTTAGCA TTAG CTCCCTCACMCTNTmCATTCATACT^ 

CCAGNCTCATACCTGAAGTATTTTAMTGAGTTNACAATTATTNCACTTACCNTCAGAAA 

MAAAAGGAGCAAAAACTCTTMTGACTGGTNACATGCACATTTGGTGTAGGAAATTATT 

ATGNGGTAAAATTTATATATTTCTATTTATTTTTATTMTTTATTNTTNACACA 

CAC 

Sequence 2479 

ACTATAGGGC G AATNG GAGCTCCCCGCGGTGGCGGCCGCACI I 11 I I I I 1 1 I I I 11 I I I 1 
iliui lll (T GG TTTTC TCTTTGAMGTTTATTGTTTTCTTTAAAAAAAAAAAA 
TATACCTTTTATATTTTACATTCACCTNTNAAAATATTTAATGGTACCTGCCCG 
Sequence 2480 

ACTACTTAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTCAAGCTTCGACCCACG 
CGTCCGTGGTGAACACAGAGAAGACAGGTCTTGTATATATTCCTCTGTATTCTGGGGAGC 
TTTGACCTTGGAGCTTTGTACCTGCCCG 
Sequence 2481 

CCGGGCAGGTCTACTCAAGTAGTCTTTACCCCCTACTCAAGTAGGGGGTAAAGTGTAGAA 
CAAGGAGTTTGATCTGTGTTCA ACTGA TTGTGAACCATCAATTGAGATAACTCACTACCT 
TCAAGGCCAGCCAGNTACATACTTTTTGNAAAAGCCAAGAGTGGAANCAGGGTTGGTTTT 
TAATCCAA I I I I IGGGC 
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Sequence 2482 

AGGNCGACNTTNTCACAGGCAGNNAAACCGGCCAGNTNAAAACACTATGCTANCTCGCGG 

GGCCANTNTTAGGATGGGTGAGGCAGATGAANCCATTCTCCNANTGGCCAAGGCCGAGGG 

CATCAGCCTCAAAGAACNTTTGACNGGAGAGAATCACANACGTGNNNTATTCGTCATAAA 

NAAANAATGAAAAACCNACC 

Sequence 2483 

AGGTATTCGACGCACGCGTCCGTAGTTTTTATCTTTGACCAACCGAACATGACCAAAAAC 

CAAAAGTGCATTCAACCTTACCAAAAAAAAAAAAAAAAAAAAAAAAAAGTGCGGCCGGCC 

GCCCGGGCAGGTACCAGTAGCAACATATGAGTATTTCTCTAGATAA O I 1 1 1 1 1 1 GACAA 

GGTCTCACTCTGTTGCCCAGGCTGGAGTGCAATGGTGCAATCTTGGCTCACTGCAGCCTT 

GACCTTCCCTAGCTCAGCTGAACCTCCCATCTCAGGACACCATTGCCTCCACTGCCCATC 

CTGCATCTGCCTGCCTACCCCAAAAGT 

Sequence 2484 

AGGTACATTTTCACTCCTGCTCTAAAACTTGCCTCAGTCTCTCACTGTGCCTTATGCCCC 

TCAGCTGAATTCTTTCTTCTGAGCAGGCAGGAATTGAGGTTGCTGCAGACGTGTATGCAT 

TTGCCACCAGTAACATACTTGGTGCCACATGACTAGGATATGTTCTCTAGTGCTAACATG 

TTCGTTTACAGTTCTTAGGACTCCCTGATAGAAAAAAACACAAAAAAAAACACAAAAAAA 

CCCAACCAACCAAACAAACAAACAAAAAAAAACACAGGAGTTTCTCCCAAAAAGAAGTCT 

GCAGTGTCTTTTCTGTTTTCTCTGAAGGTATCCCAGGGTGTTAGAT 

Sequence 2485 

AATGTTGCAGGCTACTCTCTGCCGACCAGGCCGCCGCCCGTCCCTCGTGACTACAGCAGG 

TACCTGCCCGGANGNNNNNNANGNAACGNATGTTTCCACCTNCTTCTCCAACCTCTACCC 

CACCATTAGT NGTA TNTTNACTNTNAAAACAGTGGAACCACAGCCCTAAAGACCTGCTNA 

TNNAMGTNCTTTTGTCTTAATTGTATTTAAAAAAAAAAA 

Sequence 2486 

GGGGAAAACCCAGCTCCACCGCGGNGGCGGCCGCCCGGGCTTTTCAAGCNTCGACCNACC 
CGTCCGATAATTTATACTAAATTTAGTAAMNGGACTTNTTATTCAAAGCATCAATAATT 
AA AAG AATT ATTTT AAAAAAAAAAAAAAAAAAAG G G ACCT 
Sequence 2487 

AGGTAC CCTCACCTTGGTCATC TATCCTGAAATAAGGCTTAGTTAGTATTGGCCTGAATG 
TTTTGTGI I I I I I I I I I G I I I I 1 1 1 I I I I I I I I I I ACTGTTACTTTG AAAAATATGTATG 
TATACCTTATCATATCTGCCTATATCACTTACTTTGGGGAGATACTCAGAGCTTTGTGGT 
TATCAGTATACTAAAAAAAAAAAAAAAAAAAGTGCGGCCACCTGCCCG 
Sequence 2488 

AGGTACGCGGGGGAGCCTGTCCAGCTGGCCCGGGCCCTGGCCTGGTTCTCAAGTGTTTCC 

TAGAC AGAGAG GC ACCTG GGTCAGTATTAGTCTATTTATCAGAGGTGTAAATAATCTATG 

TATAAG Mill CTCCTTTTAGATTATTTTGTATTTGTTTAAAAGAAGTTTTGTCAAAATA 

CAAA MTATA AAGAMTGACTGAMGTTGTTGACAGGGTTTTTMGAAATMNTTATTCT 

MTTGTTTTTGTTTGGTTTGTTTTTGCCTTGTAAACTAGCGCCAAGGAAC 

Sequence 2489 

CGGGCAGGTACGATGGGAGGACAGCTTTGTAGAAAGGACATTATNCAGCTNATAGCAAAC 

TTTGTGGATCCCAATCCGAGATTTNCCTGCTGAAAGACAAGAAGTNTCTNAAATAAAAGN 

GCTGTANCAGNATTTGTATACTCCAGAATAAGNTTCTGTGATTCTTANCTGCCAATGTGT 

TCAAGGCGTGATGACTNGGTNTCTGTTTCTNTGAACATNAATACTAGGGTCTGTATAAAT 

TTCMTGCATGCCACCAGCTNATCMCCCTTTTGGCTTTGATTTTTGNATGNNGNATTNT 

TATTCCCTANGANTTCCGGCCAAGTACCTTTGGNCGCCACCCGTGGTGGGAGCTCCAATT 

TCGCCCTTATMGTGAAGTCCGNMATTACGCGCCGCCTCANTTGGNNCGGTNAGTTTTT 

ACAACGCCNGANGACCTGGGGAAAAACCCTTGNCCGTTACCCCAACTT 

Sequence 2490 

GNCGGGCAGGACGCGGGACCAGAATGCAGTTCCAGCTTAGGAAGCCACAAACAAGCCACC 
CAGGAGGAACMAACACCGNAGCGTGGATTTTTCAAATTTCCCCCGGGAAAGTAAGTCTC 
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GCTTCCTGCCAAANAA 
Sequence 2491 

CGGGCAGGTNCCTTGCTAAGTTCAGACCTTCTCTTCCTTTNCTTTCCTTTCCTCTCCTGC 

CCATTTTCCTGTTCTTCTGTCCTTCMTACTTCTGNAGCTTCCCATTCATGTTCTCTTCT 

CCCACGCAGGCCNCATTGTGTGCAAAAACTGNGGNGGGGGCTGTGCTGNACTCNTNCCTG 

CCTCCTGCCTCCTGCGGCTGTTGGATTTGGGAATGACCTTTGGTGAGAGNCTCACTGCTC 

C AGGGT CTATTTTTTGGTCCAMGGCTAGAACCTATANMGTNGGGAATCACCTNTTTTT 

TC till I CNNGGGTGAAAATAAAATGGGTTTTTTTCMNTTCNAACAAAAANAAAAAA 

Sequence 2492 

AGGTACAGAGMCTGMTTTACACMTAAAGTGTTACCCTATACCAGTGATTCTAAAATT 

TTGG TCTGGGGAACCTTTCATGGGGTTCATGAGGTCAAAACTATTTTCATGATAATGTTA 

TTTTGCCTGTTATATTCTCATTCTCGAGTATACAGTAGAGTTTTCCAGAGGCCACATGAT 

CCATGACATCACAACAAAATGAATAGAGACAGATGAAAATCTAGCTGGCTTCTGCTACAT 

GAATCAGACATTAAGGGGTCCAGAGACCATAAAGTGTGACAACCACCACTCTTCACAACC 

TATATATAATATCTCAAAATMTGTTAATTCTCTATCCTCAAAGTTTATTTCCTTATATC 

TACATTTTCTATGATCAACACACTCACTACAAAA 

Sequence 2493 

CCGGGCAGGTACCACAAAAACAGTTACATGGTAGAGTTCCAATCACACAGAAAGGAATCC 

ATTCAGCAAATTTCCAAAGTTGCAGACTGTTTGGGCCCACCCAGAATTCCACCAGGACTG 

GACGGCCCCCACCAGGCTATACTGGATATGTGGACACAGAGCTTATGCTAAGCTGCCTGA 

TCAGGACAGGTAGCTGTATMTTGGCACCATTMGCCATCTTTCTTCTTACTGCCCATAA 

AAACAGGTGAACTTCTAGGCTTCCCAGTCTATGCTTCCTGCAAAAAATGAAGCATAGCCA 

TAAGTGATTAGAAAAATAATGAATGGCCCTCTGAAAGAATCATACAATACTATAGACCCG 

CCACTTAGGCACAAGAAGGCTCATGAGGATATC 

Sequence 2494 

AGGTACCTTGGGATTGCAGGTGCGCACCCTTGCGCCTGGCTAAI I I I I GTATTTTTAGTA 

NAGACGGGGTTTTGTCATGTTGTCCAGGCTGGTCTCGAAGTCGAGCTCAGGTGATCCGCC 

CATCTCAGCCTTCCAAAA TGCTG GGATTACAGGTGTGTGCCACCATGCCCAGCCAACACA 

CACATTTATTTMTGCAAGTTTTACCTAGCACAGAGMGCAGTGAGAGTCAGTTACTTAT 

ATATTGAATTGGACCAAGTAACTTGTGAAGAAGCTAGTAAATATATGGAGGCTAAAAAGC 

TGAGTGGTTCTGTTCTAACAAGGTCTGCACAGTAATCTCTTGGCCTCGACTTCTCATCCT 

TAAAAATAAGGAGATCGTCCTATGTTTC 

Sequence 2495 

NNGG GGGGGGGGGGCCCCCCCCCNGGGNNNAAAAAAAAAANA) MM i I TTNTTIsmTTT 
TTTTTNAAAAAAAAAMAMMNNNGGGGGGGGGGGGGGGNGGGGGNGGGTCTTTTTTTN 
AAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCTNNN I I I I I I I 1 1 I I I I I I NTNTATNAA 
MNNGGGGGGGGGNNNNNNNNNNNNNNNANATNTNTTTTTNNNNNGGNGGGGGGGGGGGG 

Sequence 2496 

TGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACAGCGGGGGCGGAGGTCANGGG 

ACAAGATGGTGCCACCGGTGCAGGTCTCTCCGCTCATCAAGCT 

Sequence 2497 

GGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACAGCGTGGAAGGGTTTANGGCAG 

CAGTGT TCTG ATTCTTTGCGGGACGGCGAGCGCATTTGTGCTTTGCCCGCCGCGGCCTAG 

GAGGCCTTTTGAGGCCGCGTAGTCGGTGTTTTTGAACTGACTCTACAGCTTCTGGCAGGC 

CGTGCGGCGCCCTGACCCGGCCTCACCATGTTGGTGCTGTTTGAAACGTCTGTGGGTTAC 

GCCATCTTTMGGTTCTAMTGAGAAGAAACTTCAAGAGGTTGATAGTTTATGGAAAGAA 

TTTGAAACTCCAGAGAAAGCAAAAAAAAAAAAAAAAAAANANAGTACCTGCCCG 

Sequence 2498 

AGCTCNCCGCGGTGGCGGCCGNGGACNAGGGNCTGANTGTCTGNGTNTCAGAATGGGATN 
AGTGNCCTTATAAATGAGGGAGCTNGNTTGTCCCTNCCACNACATGAGGTTACAGCAAAA 
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AGATGGCTGTCTATNAACCAGCAAGTTNGCCTTTGNCANACCCCAGATCTGCANACTACC 

TTGATNTTGGACTTTNCATCCTGCACAAATCTAAGANANAAATTACTGNTGTTTATCAAC 

CACTCNGTTNATGGTfSrTTNTTCGTTATAGCAGCCTGAACTAAGACAACAGGTNGATCTTA 

AGGCATNGCTACNATNAAGTCTTTCCNTGCTCAGAATCTCC 

Sequence 2499 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGGGAANTGGATGACTT 

TTCTTGTCCATATCACCATGGAAATCTGTGTGCTGGGCATGGAGAGTGNGAAGCANGCAG 

ATGCCAATGCTTCAGTGGCTGGGAAGGTGATCGATGCCAGTGCCCTTCAGCAGCNGCCCA 

GNACTGTGTCAATNCAAAGGGCCAAGTGTGCAGNGGAAGAGGCACTTGTGTGTGTGGAAG 

GTGTGAGTGCACCGATNCCAGGAGCAT 

Sequence 2500 

TGGAGCTCNCCGCGGTGGCGGCCGAGGTACTATATGTCTGAATGTCTGTGTCTCAGAATG 

GGATTAGTGACCTTATAMTGAGGGAGCTTGTTTGTCCCTTCCACTACATGAGGTTACAG 

CAAAAAGATGGCTGTCTATGAACCAGCAAGTAGGCCTTTGCCAGACCCCAAATCTGCAGA 

CTACCTTGATCTTGGACTTTCCATCCTGCACAMTCTMGAMTAMTTACTGTTGTTTA 

TCAACCACTCAGTTTATGGTATTTTTGTTATAGCAGCCTGAACTAAGACAACAGGTAGAT 

CTTMGGCATAGCTACMTTAAGTCTTTCCATGCTCAGAATCTCCATCTGCTGGCCAAGC 

ATAGTGGTTCGCACTTGTAATCCTGGCACTTTGGGAGGCCAAGGGCGGGTGGGTCACCTG 

AGGTCAGGAGTTTGAGACCAGCTTGGCTAACATGGCAAAACTCTGTCTCTACTAAAAATA 

CAAAAAATTAGCCGGGTGTGGCGGNGGGTGCCTGTAATCCCAGC 

Sequence 2501 

NTGGGCGAATTGGAGCTC^JCCGCGGTGGCGGCCGCCCGGCCGGGCCATT^^^TCTTTCTTT 

rnrrm ngcggatggggacttgtgmttnttctaaaggcgctatttaacatgggag 

Sequence 2502 

AGGGGCGAAATTGGGAGCCTCCACCGCGGTGGGCCGGGCCCGAGGTACTTTTCI I I I I I I 
TTTTGNTGGATGGGGGACTTGGNGAATTTTTTCTAAAAGGGGGCTATTTNMCAT^ 
AGGANAAGCGTTGTGCCGGTTTCCA 
Sequence 2503 

CCGGGCAATCTAAGAAGACATGATCACTAAATGTGATGTGGGATCCCAGATGGGATCCTG 

GACCAGGTMAAACTAAAGTAATGTTTCAACTTCAGTAAATAATAATGTATCAATATTGG 

TCCATTAATTGTGGCAAATGTGCCACACTAATGCAAAGCGTTAGTAACAGGGAAAACTGG 

GAGCAGGGTATATGAGMCTTTTTGMCTGTTTTCACAATTCTCCTGTAAATCTAAAACT 

CTTCTGAAAATAGAGTTTATTCTTTAAAAGTGTCTGGAGGATGTGCACAAGGGTGTGGCA 

GCAGAGGGGCTACAGGTAMMATCATGACATCTGGMTATTTCCTTCMTTTTTGCTCC 

ACACGGTGACTATCTTACCCTGCTCCC 

Sequence 2504 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGGTACCCGGGGGGTCTGAGG 

ACCCGAGGTCGTAGGTGGATCTTTTTCACGGAGCAAAGAGCAGGAGGACAGGGGATTGAT 

CTCCCAAGGGAGGTCCCCCCGATCCGAGTCACAGCACCAAATTTCATGCGCATCTGTGTA 

MGAGACCMCAAGCAGGCTTTGTGTGAGCAGCMGGCTGTTTATTTCACCTGGGTGCAG 

GCGGGCTGAGTCTGAAAAGAGAGTCAGTGAAGGAAGATGGGGTGGGGCCGTTTTGTAAGA 

TTTGGGTAGGTAAAGGAAAATTACAGTCAAAGGGGGGTTGTTCTCTGGCAGGAGTGGGGG 

TCACMGGTGCTCAGTAGGGGAGCTTTTGAGCCAGGATGAGCCAGGAGAAGGAATTTCAC 

MGATMTGTCATCAGTTAAGGCAAGAACAGGCCATTTTCATTT 

Sequence 2505 

CCGCGGTGGCGGCCGCCCGGGCAGGTACTAACAAATGCAGTAGCCAACAAGATTACCATG 

CAATCATTAAGGAGAACCAAAGTAAGAGAGCCACTCAAACCAGATTTTGAACGCTACTAA 

AATTAAAGTAGTTCTTTGATGMTATGMTGAGTAGGGAAAGGATTCTTTGTAATAGTGA 

TACCTCTGTGGTAAGAGMGGGTGGTATGTGAGTTTTAGTCTACAGATTATGGCAAATTC 

AGTGACAACAATCAAATGGTCTAAGATTGACAGTAGCACAGTTTTACTCTGTGAAGGTAA 

TGTTCAGGACAAATTTCAAGAMACTAGMAACCATTCTTTACAGCTGAAATCTTTCCCT 
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MCCATTGTTATTTCCACTTTTAAGTCCTCAAGAGATGAGAAAAGGGAGGTAAGGCTTCC 

TTATACATTTCCTGCACMTGAMCATTTTTCCTCCTCCAGGCAAAAGATTCAAGCAGAA 

CTGGCAAATATCTTATCTTGCTCTTCTTAATAATATAATGGTGGTAGGATATAAAGGTCT 

ATACAATTAACCTANAT 

Sequence 2506 

ACTACTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGNCNGGCCAGGTACACNTTC 

TTAGACCTCAACCTCGAACTNTCAAAATTNAGGATGTCTCANCCCTACTGAGGCCGGGAG 

TCACCTNNACACTGANGGCCCTNGGTGNGAAGATGAACCTTNCACCGTCTNTANTGCATT 

CTG GAGT GC AAAAATA AAATCCACTNAAGAGTCACAAGGCCCGCTGTGCATAATNGGNTT 

C ACTTTTACC I I I I I 1 1 

Sequence 2507 

CCGCGGTGGCGGCCGGCCGGGCAGGTACATGTAATGCTCCTGAACTGTATGCTTCGCACG 
GCTGACATGCTMGNTTTGTTCTGTGTATTTTATGACTATTTm 

AAGAATTAGCTGGAAATACCAGCACAGGCAAACCCCTGGAGACAGAAAGCAGGTGAGTGG 

NTGCTGGGGCTTGAGCAGGAGGAAGGGCGAGGGACTGCANAATGGCCATGGGCTTTGCCT 

TCTAGCATGATGAGAATGTTCTGGAATTAGACAGTGGTAACGCTTGTTCAACACTGCCAG 

TGTA GTTAA TGTCACTGAATTATACACTTTAAATGGCTAACATGACCAATTTTATGTTAT 

ATATATTTTACTACCACAAAAAAACTANCTGGCACCTAAAAACATTCCATTGAACAGGCC 

CCTTCAGATCTGTGTCTTTCCTGCATGCAAATTACNCCACAGAGCAAGCACCTATGGCAN 

CGTGGATCACAGGCTCTGTTTTANGATAGANAAAGGACACAAGGNGTCCCCC 

Sequence 2508 

ACTTAGGG CGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCTTTTCTTTACTTTT 

I 1 1 1 1 1 I I IGAGACGGAGNCTCACTCTGTCGCCAGGCTGGCGCGATCTTGGCTCACTGCA 

ACCTCTGCCTCACGGGTTCAAGCGATTTTCCTGCTTCAGCCTCCTGAGTAGCTGGGACTA 

CAGGCACACGCCACCATGCCCAGCTCATTTTTGTATTTTTAGTGGAGATGGGGTTTCACC 

ATGTTGGCCAGGATGGCCTCCATCTNTTGACCTTGTGATCCGCCCGACTCGGCCTNCCAA 

AATGCTGGGATTACAGGCGTGAGCCATCMGTCTGGCGAGAGAGATTGTTTCTAGATGAG 

GGNGGGGGCCGGNTGTCCTTANCCCAAAGCTTGTGCCAGTCTCTATCAGAAATAAATGCC 

CCCAAAACCAAAAAAAAAAAAAAATAAGGTACCT 

Sequence 2509 

GCCGGGCAGGTACTACNTCAGCAATTTCTCCANNGNGCNGNNCGACAGCATATGGCACCA 

GCCCATTTTCAATTTGCTGAGCATCGGCCAAAGCCTGTATGCGAAAGCCAAGGAGCTGGA 

CAGAGTGAAGGAAATTCAGGAGCAGCTCTTCCATATCAAGAAGCTGTTGAAGACX)TGTAG 

GTTTGCTAACAGNGCATTAAAGGAGTTCGAGCAGGTGCCGGGACACTTGACTGATGAGCT 

CCACCTGTTCTCCCTTGAGGACCTGGTCAGGATCAAGAAAGGGCTGCTGGCACCCTTACT 

CAAGGACATTCTGAAAGCTTCCCTTGCACATGTGGCTGGCTGTGAGCTGTGTCAAGGAAA 

GGGCTTTATTTGTG 

Sequence 2510 

CCGGGCAGGTACMTTGmTTAGAAGATANTTTGTTTTTCTCTCTTC 

ACTAMGACAMTCATGGTAGGATTGGNTTGTTTATTATACTTGGCCTAACTATTTGTAT 

ACMTGCAGCMGMTGATTATTTTTTACTTAGGCTTTTAAGTAGGCTCTGATGGAACTT 

TGTTCCATAGCAGGAATCTCAGATAAGACTTTGTAAAACCCGTAAAACTCANCCGAGCCA 

TGGATTTATGCCATTAMTACCCATGAGTTGGGTGAMTTTCCTNTCCTTTNGAGGGCCC 

MGATAAACCTGGGGCGTCTGCACTTGNCAAAAAGTGATATTCTTTACTTACACAG 

Sequence 251 1 

AGGTACACNGNTNNAATCTTACTTCAACTTTNAANGGGCCCACNNAACCCTCTATATCCC 

CTTGTAAATTTAACTGCTAGTCCACAAGAGGAACAGCTCTTTNTACACTAGGAAAAAACC 

TNGTNGAGAGAGTANAAAATTTAACACCCATANTNNGCCTAAAAGCAGCCACCAATTAAG 

AAAGCGTTCANGCTNAACACCCACTACCTAAAANATCCCAAAAAAAANAAAANAAAGNAC 

GCGNGGANGTGTNAAATTTTNANAGAAGAATTTNTNrrTTAGTTCTTTGCACGAAGGNANA 

GATAAAGACACTTTTTCAAAA 
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Sequence 2512 

CCGGGCAGGTACGCGGGGACTGAAAATNGGACTGTTCAACTCACCTGGCAGCCACTCCCA 

GAGCTCCTGGAACTCTGGCCCAAGGTTCTCTGACTGACTCCTTCTTGGCTTACTGGCTGA 

AGACTGACGCTGCCTGATCGCCTCAGAAGCCCCGCAGACCATCATGGACGCCGAGCTTTA 

GGTAACTCACAGTGGAGGCCCGCCTGCACCCAGGTGAAATAAACAGCCTTGTTGCTCACA 

CAAAGCCTGTTTGGTGGTCTCTTCACACAGACGCGCATGAAAGGGAAGACATACAAAAAC 

AAGGCCTCTGAGGTAGGTACCT 

Sequence 251 3 

CCGCGGTGGCGGCCGAGGTACTTNI 1 1 I I I I I I I I I 1 1 I I GGGTTTCCGGGGTCGTNTTG 

GGGGTCTCAATATTTTTGGCTCCTCTCCTTTACAGACACCTTGTATTTTCAAAG I M I IC 

TTGGAGTCNAATTCCTGATCAGMGTTTGMTGGTTGTTACTGCTGTGTTTTTCATGTCA 

ACMTTTCTTTThr TTTGT TNCCTGACMGGTGTCCTCTTGCAGCT 

GCGCTTTCTTTCCTTTTCTCCTGTA I 1 1 I I I GGTATCTTNTTGAACACAANAATGCTCTG 

ACACMGCTTGAATCAAAATMGCTTGTCAATAGCTTCCTTTCGCATTAGATTTAACTGC 

TCCACGNGATAATACTTAAGGMCACTTTTGTTTTTCCAAGAGCCCAGTTATCGAGACCA 

GCTTTTTCCAAAATGGTGGCACAAGTGTCAGGGCTCATGCGGG 

Sequence 2514 

TACTT AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTA C I I II I 1 1 I I I I I I I I I 

TTTTTACTTTTTAAACTTCTTGTTAAAMTGMGACACAAACAAACACATTAGCCTAGGC 

TTACACAGGGTCAGGATTATCAAGATGTCACTTAGGCGATTGAAAI I I I I CAGCTCCATT 

ACCATCTTATGGGACCACCATCCTATAAGCAGTCTGTCATTGACCTAAACATCATTATTC 

AGCACAAGCGTATTTCAAATTTAGAGTTTTACTTTGATGTTCTT C 1 ITTTTTCTTTTTCT 

TTTTTTGAGACGGAGTCTCACTNTGTCGCCCAGGCTGCAGNGCAGTGGTGCAATCTCGGC 

TCACTGCAACCTCCAGTTTGGGCCACAGAGCGAGACAGCGAGACTCGGTCTCAAAAAAAA 

AAAGAAAAGAAAAGTACCTGCC 

Sequence 251 5 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAAATAAAC 

TCAAAGGATAGGTTCAACACCATAATAGAGAGGACAGACAAAAAGAATCTGTGAACTTGA 

AAATTGAACAATAGGAATGACCCAATTTGAATAACAGAGATAAATGAACAGAGCCTCAGG 

GAATTGTGGGAGTATAACAAAAGATCTAACACTGATGTCGTCAAAGTCCCAAAGGAGAGA 

GAGGGGATGGGGCTGAAAAAGCACCTGAAGAAGTAATGGCTGGAAGCTCCCCAAATTTGG 

CAAAACACATAAGCCTACAGATTCAAGAAGCTGGGTGAATCCCAAATGAGAGAAATCCCT 

TCAAATTCACACAAAGACACATTATAGTCAAATTTNTGAAAACTNNCANATAAAAAGAAN 

TNGNCAAATNNGGTACCTGCCCG 

Sequence 2516 

CCGCGGTGGCGGCCGAGGTAC I I II M I C I I I I I I I I I I I I I I I I I I I II 1 1 GAGACGGA 

GTCTCACTCTTGTCACCCAGGCTGGAGTGCAGCGGTGTGATCTTGGCTCACTGCAAGCTC 

CACCTCCCAGGTTCAAGCCGTTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTATAGGC 

GCCTGCCACCACGCACAGCTMTTTTTTTGTATTTTTAGTAGANACAGGTTTTCACCAC 

TTGGCCAGACTGGTCTCAAAACTTNTAACCTCAGGNGATCCACCCGCCTCAAAGNGCTGG 

GATTACAGGCGTGAGCCACCGCACCCGGCCCAGACTCCTTAAAATGTGANMGTAGCACT 

GAGGMTGTGATCAGATTATGGCCTTGATTGGCACATGGGGTCGCTTTCCACGGTTGGCC 

TTCTTGTTCTCCACGGCATCTTGTGCATAAGCCATTTGCCATTTCAGGAGCTCAGCATGC 

ACATCCCGGGATTTCTGNGCTTGGGT 

Sequence 2517 

CCGCGGTGGCGGCCGAGGTACCTGTGACATCATAATTGCACCCTCCGACATGATATCTCT 

TCCAAATGCTTGATGAAAAAGGTGGGAGGATCACTTGAGCCAGGGAGTTGAAGGCTGCAG 

TGAGCCCTGTTTTTGCCACCACACTCCAGCTTGGGATTGATTCCTAAAGACTCATGTTAC 

GTGAGGAAGCAGCTCAGAAGAGGAAAGGAAAGGAGCCAGGCATGGCTCTTCCTCAGGGAC 

GCCTGACTTTCCGGGATGTGGCTATAGAATTCTCATTGGCAGAGTGGAAATGCCTGAACC 

CTTCACAGAGGGCTTTGTACCTGCCCG 
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Sequence 2518 

CCGCGGTGGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I GGGGCTGGAAGGGG 

GGCAGAGTCTCACTCTGTTGTCTAGGCTGGAGNGCAGTGACAGAATCACCGCTCACTGCA 

ACCTCTGCCTTCCAGGTTCAAGTGATTCTNGCGCCTTAGCCTCCGGAGTAGCTGGGATTA 

CMGCTMTCCCANCTAGGCGTGCGCCACCACACTCGGCTMTTTTNGTTATTTTTATTA 

TAGTANAGACGGGGTTTCACCATGTTGGCCAGGCTTGTCTCAAACTCCAGACCTCAAGTG 

ATCCACCCGCCTTGGCCTCCCAMGTGCTGGGATTACAGGTGCGAGTATATGCTTTTAAA 

GGGTATCCAATCAAGCTAACTATGGTGATGGAATGTCTCCAGTTCCTCTGTMTACACGT 

ATCGTCCAGCCCGCGTACCTGCCCG 

Sequence 2519 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGAGA 

TTANGGGAGTGGTGATGACTCTTMCMGCATGCTGCCTTCMGCATTTGTTTAACAAAG 

CACACCTTGCACAGCCCTTAAGCCATTTAACCCTGAGTTGACACAGCACATGTCTCAGGG 

AGCACAGGGTTGGGGGTAGGGTTACAGATTMCAGCATCTTAAGGCAGAAGMTTTTTCT 

TACAGAACAAAATGGAGTCTCCTATGTCTACTTCTTTCTACACAGACACAGTAACAATCT 

GATCTCTCTTGCTTTTCCCCACAACCTCAGCCTCTCAGAGTGCTGGGATTACAGGCATGA 

GCCACCGCGCCCAGCCTCCCTTTTAMGCACTTTCTGAAGTCAAGCCTGATTCAGGATTG 

CAAGCCTGCAGAGAACTATGGTGGTAAAGCCTAAAAAGATAGAATCCTTCCCACACCTGA 

GAAGGCAGGTAT7TTTAGAAGGAAACACCAGAATCACACTTAAGTCACTGCAAAGGCATT 

CATGTTTATACATTTCTGMCTGTCTTACTTGGAACTTTATGNGG 

Sequence 2520 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGGCATGGTGGCTCACGCCTGTAAT 

CCCTCCACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAGGTTGGGAGTTCGAGACCAGC 

CTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAATTAGCTAGGCNTGGCGG 

CACATGCCCGTAATCCCAGCTACTCCGGAGGCTGAGGCAGGAGAATCACTCGAACTCGGG 

AGGCANAGGTTGNGGTGAGCTNANATCACACCATTGCACTNCAGCCTGGCCAACAAGAGT 

GAAACTCCATCTCAAANAAAAAAAAAAAGGAAACATGAAGCCTTCCTTNAATGATGATAG 

TTTCTAAAGTGMTTATTTGMTCTCTTTGCATGTTTTGGCTCTG 

TCTCTAAATAGATGCTGAAAGTGTAAATCTAGATGACTATAACATACACGTNATTGCAAG 

TGTATTCAA 

Sequence 2521 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGGCAGGTACTTATTC l M I I 1 1 I I I 1 



TTTTTTGGTT ATGA AAACTTAGGGACTAMATTAATATAAAAATTGGCATAATGTTGGAT 
TGMTCTA CATTTTG GCAG AAGTT AAACATTCCCACATAATGTCAAAATTATACATCATG 
CAGTTCTGTTTTTTTGTTTGTTTTATTT^^ 

GGCTGGAGTGCAGTGGCGTGATCTGCAACCTCTGCCCCCCGGGTTCAAGCGATTCTCCTG 

CCTCAGCCTCCCGAGTAGCTGAGATTACGGGTGCGCGCCACCACACTTGGCTMTTTTTG 

TATTATTAGTAGAGACGGGGTTTCAGCATGTTGGCTAGGCCGGTCTNTCCTGACCTCAGG 

GTGATCAGCCCACCTCGGCCTCACAAAGTGCTGGGATTACAGGCGTGAGCCACCTTGCCC 

AGCCCACATCATACAGTTTGAMTGAMCTTTGCCACAACCAGCCTTTGCTGTAGCACAC 

ACATATATCACTGAACCTGTTTGNAATAAAAG I I 1 1 M 1 1 

Sequence 2522 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I 1 1 I I 1 I H 1 1 1 1 I II II I I I [ 1 1 I I I 1 U I 

TTTNGGTCATTTGNCCTTAGTTTTTAAAMCAAMGTGTTAACTAGAATNTAACAACAGA 

TCAMTCCAAACNCAGCAGTCCAGNGGAGAATCAMACTTTTCCGGCTTTATTNTNTGGG 

AAMCCCCTGGTCTGTTTTCATTCCTATTGGNCCAGGCCACCATTNTATGATATGAAGGC 

CTAMTTAGGAMGCTAGGNGAGCTGNGCAMTTNTGGGTGTCTGANCCNCCTGTTGTTT 

GGCGTGTGATGGGGGTGGAGGCCCNCACAGGGGTGTTCTCGCTAGNGTTCAAATCACAAA 

AACAGGGACCGTAACTAGGGGGAGGNGAGCAAAGCNCTCACCTTGGGCACAAAATTTAAG 

GNGTGCCAAAAMCCCAGTAACCAAAGATAAATACTNTTTTMTGCMCATTTTTAAAAA 

ATCCMTTAAATGTAAAAAGGTTTTTGATGGACMTGTTTCNAAMTTTTNAATAAAAGG 
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GTTCCCCCCGTACTTTTTTTTTTTTT 
Sequence 2523 

ACTTAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACACACATTACACTATCCC 

TTATCAAATATACTGAATGTAAGTAGGCTGGGTGCAGTGGCTCATGCCTGTAATTTCAGC 

AACTTGGGAGGCCAAGGTGGGTGGATCACCTGAGGTGGGGAGTTGGAGACCAGCCTGGCC 

AACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGTGGCACAC 

GCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAACTGCTTGAACTCGGGAGGTA 

GAGGTTGCAATGAGCTGAGACTGCACCACCGCACTCCACCCTGGGTGACAGAGCAAGACG 

ACGTCTCAAAAAAAAAAAAGTMTTAMGCTTGTTTCGATTACTTAGGCTCATCAATAGT 

AAGATCAACATGGTACCTGCCCG 

Sequence 2524 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGNCCGGGGTCCTTTGTCCTNAAAACGT 

TAGATCTGGGCTCTGATTCCTAACTGCCACTCGTGATCACAGAGGTGCAGAGAGTCATTA 

GCCATTGTTGCACTTCCATTGTTGCMGCCCCTCACCTTCTGGTTGAAGTGACTTTCAGG 

AGMTTAAAAGAGCTGGNGTrrCCCTCCCCACTCCCATTCATTTTTCTCATTTTCCCCT^ 

TTGGGAGCCAGACATAAACACAATTGCNTATATGAGAGAAATCAGAAAGTCATGGCACAG 

CCTAGGGGATGGTGCAGGCTCAGAAAAGACCTCTGAGAAGACCTTAGATTTATACTTCAG 

ACTCATCTTAGGCAAAGAGGGCTTACAACAATCAAAAAAACAAAAATAATAAAAACAGTA 

ACAAAAACAGCAAACCCTGNAGAAGAGGAAGAATCTGATTTCCAGAGTTAACACATTAGT 

AAATTCTAATGTCTGGTTTTCAACAAAAATATCACAAAGGGATTACCAGAGAAACAGGGA 

AAGTGTAACCCCATTCAAATTGAAACCTAAAGAGACTTAANAAACAANAGGGATTTAAAG 

GTCAAGAAAA I MIMA 

Sequence 2525 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGGAAGGTCACGGGCTT 

GAGTCGTAGCCAGGGATAGNATTATGGGTGAGAATAGACAGGATGGAGGACACGAGGCCA 

CAAAGCCCCACAATCCCAGGGCCACAGCGCCAGAGGCCTAGTTTGTCCAGAGGAATGAAG 

AGATCACAGGCATTTCTGACCACGTNTAGCANAAGTGGGGGATGACCTNTAAGGGCTCGA 

GCCAGGAGCNTGACTTGCAGCCCNAGTTTCAGAGCCAGTTGGGGCANACCTCCTCCTGGA 

GTCCTGGTCCCCCMGTCCCCCAGTTTTNATTTCCTChn"GGGACTCNTCTTCAAAANCNT 

TTMTNCNCCGNTTNNANGNAAANNATTTTGGTTCATTNATANGNCNANTTTNTNAACCT 

TNCNGGTTAAATTNATNANTNNGGAAAACNAATTGNACCNNCCCNNGCNNNAGCNGACCC 

CCNGCCCGTAC NI M M I M M M M M M 

Sequence 2526 

CCGGGCAGGTACGCGGGGCTTCTGTTGGGCGTTTCTGCTGAGAGGCGGGAGGCGCCGAGA 

GTCTGTGCGAAGGTCCGTGGACAGACTGCTTTGCCTGTTGTTGCTCTTCGGAGGCGGCGA 

TCCCCGAAGGCGAGCTGAAATACGGCTGCAGGCTACAATTTGCAGCCGACCA7TATGGAT 

GACAAGGAGCCGAAGAGGTGGCCCACCCTCAGGGACCGCTTGTGCTCGGATGGCTTCTTA 

TTTCCCCAATACCCCATTAAACCGTATCATCTGAAGGGGATCCACAGAGTTGTCTTCTAT 

CGTGATCTGGAGGAACTGAAGTTCGTTCTGCTCACCGCCTTATGACATCAATAAGAGAGA 

CAGGAAGGAAAGGACCGCCCTACATTTGGCCTGTGCCACTGGCCAACCGG 

Sequence 2527 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCAAGAAGTAAGTGGAA 

CACCTTTCCCTGTCATAGTTATTTTCATCCAGACATCTGGTGGAAGCATCAGATTCCGAC 

AAACAAGGATTTATGTCAGGATCTCTCAGCCTCTGTGTTACCGAGGGCATTCTAACAGTC 

TTCTTACTCCGGCCTCCGCTTCGCCAGCACCCAGGCCGTCTCCAGCTCCAAACACCCCCG 

CGTACCTGCCCG 

Sequence 2528 

ACACTACTTAGG GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I M M 1 M M M 
M M M M M M I NGGAANGGAGTCTCGCTCTGTCACCCAGGCTGGAGTCCAGNGGCACG 
ATCTCGACTCACTGCAACCTCCACCTCCCGGGTTCAAGCTATTCTCCTGCCTCAGCCTCC 
CGAGTAGCTGGGACTACAAGGGATCTGCCACCACNCCCGGCTAATTTTTGTAATTTTAGT 
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AGAGACGGACTTTCACCATATTGGCCAGGCTGGTCTTGAACTCCTGACCTTGNGATCCAC 

CCACCTTGGCCTCCCAAAGNGTTGGGATTACAGGCGTGAGCCACCGCGCCCGGCTTACTA 

CMGTCATAAGTTTCTTAAAGGCAATGTAAACTCCGAAAACTTAATGCACTCTTATATTG 

NT MTAC ATTAAAATCCACTGGCCTGGCTTACACTTTTGAATCAATCTTTGAGCCATGCA 

TGATTTTGTAACATTCACGTACCTGCCCCGGCGGGCCGNTTfslTAAAACTAGNGGATCCCC 

CGGCTGNAGGAATTCGMTTTAMGCTTTATCGATCCCGCNNCCTCGANGGGGGGGNCCC 

G 

Sequence 2529 

CTATAGGGCGAATTG GAGCTCCCCGCGGTGGCGGCCGCCCX3GGCAGGTA C 1 U I I I i I I I 

I I 1 1 I I I I 1 1 GTTTTTATTTTTTTATTTATGTTGGCAGAAAAGCTGAGGCAGGGCTTCTG 

ACATAAGGTAAAAGTGTCTTGGAACATGTCCTGGGTCCAGGGTCTATAACCCCTTGNGGC 

CTATGGAACACCAAGCTCTGTGCCAAAGGGTGGAAGGCTGCCCTGCCNCACTACAATNTA 

AGCCCAGAGCATAAAACCCCTTGTAGCCTGNGGAATATATNCANACTCGCTGGCCCCTTG 

CTCNTTGCTCTNCCAAGATCACAAATNGATTGCATNTNNAATTAAAAAAACCTGNTCTCC 

CTTATCNNAAGGTAGCAAGANNCATAGCCAAACCCGTNCAGGNTACCGNTTGNNGCACCA 

ATTA CCTTTNTNTCN TNACGTCCTAACCTGGCNACCCTTACNTCANAACATCCTAATTAC 

CTGGI I I 1 f I I I I I I GGATTCCCAATAAAAAGGGGGG 

Sequence 2530 

CCGCGGTGGCGGCCGCCCGGGCATGGTACGCGGGGTCCCTACAAATGCAACGTCTGCAAT 

AAAGTCTTCACCCAGCGCTGCTCTCTGGAGTCCCACCTGMGAAAATCCATGGGGTGTAG 

CAGCAGTATGCCTATAAGCAGCGGCGGGACAAGCTCTACGTCTGCGAGGATTGCGGCTAC 

ACGGGCCCCACCCAGGAGGACCTGTACCT 

Sequence 2531 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTGGAAGACCTTAT 

TCGATATCTTGAACCAGA GAGA T GGCAG TTGGACTTAGAAGATCTATATAGGCCAACTTG 

GCMCTTCTTGGCMGGCTTTTGTTTTTGGAAGAAAATCCAGAGTGGTGGATCTGAACCT 

TCTAACAGAGGAGGTAAGATTATACAGCTGCACACCTCGTAACTTCTCAGTGTCCATAAG 

GGMGMCTAAAGAGAACCGATACCATTTTCTGGCCAGGTTGTCTCCTGGTTAAACGCTG 

TGGTGGGAACTGTGCCTGTTGTCTCCACAATTGCA 

Sequence 2532 

GGAGCTCNCCGCGGTGGCGGCCGNCCGGGCAGGTACCNCGGGGGTGCCCCGNAAGCAGTT 

GTTGTTGGTTGGG GGCCTTT GGGCCGGTGACGGANACTGCCCAGGTGTTGGNCACCATGT 

TCCTCTNCGCGGTCTTTTTTGCCMGAGCAAGTNANATGNAACAMTAGTGCTTTTCGTG 

GAAAAGAAAAAAATNCGCTCCCTTTNMCGGTGGATTGAAMTGACTNTGNTTTATAMG 

AGAANACTGAGGGCGGGGATACTGATTCANAAATNCTGTANCGTGTAATAAAAG 

Sequence 2533 

CCGGGCAGGTACAGCTGCATCAGCTGCTCGTAGGACATGTCCAGCAGCTGGTCGAGGTCC 

ACGCCGCGGTAGGTGMCTTGCGGAAGGTCCGCTTCTTCTTCTGCTCTACTTCTGCCACC 

CGCGTACCACGGCTATCCTTATAGCTTTTTMTTAAATGAAGCCAAGTGGGATTTGCATA 

MGTGMTGTTTACCATGMGATAMCTGTTCCTGACTTTATACTATTTTGAATTCATTC 

ATTTCATTGTGATCAGCTAGCTTATTCTTGTGTACCT 

Sequence 2534 

GACATGG CGCCCGCC GCCGCTTCCCCCCCGCGTA C I I I M M I I I I I I 1 1 I H I I I I I I I 

TTTCTTTC I I I I II I II II I I I I I I I 1 1 I I I 1 1 II I I I I II I II I I I M I I I I I I I II I I 

I I I 1 1 I I I N I I I I I I | | | | | | | | | | | | | || 1 1 | | | I NGGGGGAAATTANAAANCNTTNN 

TTCNAAAAAAAAAAAAAAAAAAAAAAANTAAAAAANTNTAAANAAAAAAAAAAAGGGGGC 

CCCNGNNCNNTAAAAAAAAANNGGNNCCCCCGNGNGGGNGNAANANTTANAAAAATNTTN 

NNANCCCNNNGANAANGGGGGGGGGNNCNNANNNAAMTTTTTTTNNTTTNANGNGGGGA 

AAAANGCNCCCTNGGGNAAAAAAA 

Sequence 2535 

CCGCGGTGGCGGCCGAGGTACTTCTCI I I M I I I II II I I I I I I I ACATCCCATATGACA 
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TTGA CTGAT TAAAMGGCCTGATCGGTTTTGTTATCTTCCCACACTTCGTTTMTTTAAC 

TTGTGTTTTGTATCTCTTATAAACCATAAGATAGGCCAGGCGCAGTGCCTCATGCCTGTA 

ATTGCAGCACTTTGGGAGGCTGAGGCGGGTGAATCACCCAAGGTCAGGAGTTCAAGACCA 

GCCTGACMCATGGTGAAACACTGTTTTACTAAAAATACAAAAAATTACCCCGGCGGNGG 

GGGNATGCCCCCTGGAAMTCCCACTTCNTCGGGANGGNTGANACAGGGAAAAATCCNTT 

TGMCCCTNGGMGGCAAAAGGTTTCNANNGNCTTANAAANCCNNCCATTTGTTTNCCCN 

AGNCTNGGGNGAAAAAGGGCAAAAATTTCCTTCNCCAAAAAAAAAAAAAAAAA 

Sequence 2536 

GACTCCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCCCGCCCGGGCAGGACAAAACAAA 

GACTTTTCATCAACTCTTTTAGATATGCTAGAAGAGCTAAAGGAAACCATGGACAGAGAA 

CAAAAAAATTAGGAAAGCAATGCCTCATCCAATACAGAATATCAATAAAGAGATTGAAAT 

TGTAGAAAAGAACCAAATAGAAATTCTGGAGTTGAAAAGTATTATAACTAAAACTGAAAA 

TTCACTAGAGGTATTCAGCAGCAGACTGGAGAAGTCAGAAGAAAGAATCAACAGGCTTCA 

AGATAGGTCAATTAAGATTATACAGTCTGAGGAGCAGAAAGGAAAAAGAATGAAGAAAAA 

TGAACAGAGCATAAAAGACCTCTGGGACTCTATCAAGCA 

Sequence 2537 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGAGTGTAAGCGAGCTACACCAAAGAATGGTG 

ATTAGCGCTCCCAGGGTGGGGAAAAATGAGGATTGTTTATATAGGCAAAATGGAGGTGCC 

AAACAGAATTATAACATTTTCGGAACTAAGGCTCATTTAMGATACAAATTTGATTGGCT 

ACTATTGATTACACTTGMGGGGATTTGGTTTAACTTTCTTTtGTNAAAGAAAGNACNAG 

NNNNTMGGNNNTTTANTrTTCCCANC^ 

ANGGGGGGCCTGGGNTTAAAATTTTNACCCTNNTAAACCCCNAAAAGGNCCAGAAAAAAN 
AAATAAAMNGTTTGGTNGNTTTTTCCCACCGACCCCAGGCTTGGCAAGGCNCCCTAACT 
TTTTTCNTCTTTNGGCCNAAATNCNATTTGGGGMGGGCCNAGAAAATTGNTTTTT^^ 
TTT ACC ATTCCCCTNTTNTANTG G G N AAA AN NTT 
Sequence 2538 

CCGCGGTGGCGGCCGCCCGGGCAGGTACATCACMCAGTAAMTTTTGCTCTTTGCTTCT 

GGAGGAACACCCTACAACAGGTAATTAAAAAATTTAAAAATAATATGAAAGGGGAGCTAA 

ATACCTGAAAATTTAAACAAAATGAAGCAAAAAAAAGGGAAACAAATTCATTGCAAGAGA 

TGGAAATTACATTTTAAAGGCTGAAAATAATAAAGAAATTCACTAAACAACNGGCCCTAT 

TGNCCT GGCTC CTTCAGAAAAGATTACTGGAANGGAACCTGGGAAGGGGGTTTGNGGAAA 

TACAAAATTTTTGGGANTTNGGGGGGAAANTTANCACNGNGNGGAAANCCCCCCNGNACC 

CCCNI I I I I I I I I INGNGGNCCTTTTTTNAAAAAAAAANNGGGTTCCCCNGGGNCCCNAA 

AAAAAAAAANTAAAAAAA I I I I II I ICCCCCCCCCCCTTTNAAAAANNGGGGGCCCCCCC 

CCNNNNGGNGGGGNATTTTTNNNTNNNN I I I I I I 1 I NCCCCCCCCC 

Sequence 2539 

AGCCTTGGAGCAGGCAATGATCTCCACCCTCCTGGGTGCGGGTGCAGACTCAGGCATCCC 

TGCACTTTTGGGGGCCTGCTTTTGCAGGCTCGGAAGTGCTTGCCTCTGCAGCTTGGCTTC 

TCCCTGCTATTGGCACCAGCTCTCAGATCAAAGCAGGGGGGTAAGCCTGGAAGCCATGAA 

CAGGGAGGGCCTGAAGGCTGAGGGCCAGGCTGCCAGTCCCACCTGTAGGAGTGGGAACTG 

GTGCCTTTTCCAGGCCAGTAAGTATGCACTTNCTCCCCCGAGGCCCGTAAAATGCCCCAG 

GCTCAGCCAGAACTGAGCAGAGGGTGGGACGACCAGCAACAGG 

Sequence 2540 

CCGCGGTGGCGGCCGAGGTACTAGTCTCAAAAGCTGGGGACTCTGAGCCTTACCTAGAGT 

CTCAGCAGGTGGACCATTAAGATTAACATTTCTAGTAGGTGAGTTCAATCACAAAAATAT 

TTC TTGTT CCATAGATTTTATTGTGGCCATGTCAGTGMCACCCACMGTTTTGCTCAGA 

ATATTTTAGGTGTAAGCTAAATCCCTAAATTGTTCAGAGTTCCCACAGCCCTGTAGCAGC 

AGAGCGAGMCTTTMCCAGACTTTTTCAATCCCAAAGCTAATCTGGAGGCCAACAGTGT 

TCAAAACCTTGGTGACTGAGGMCCATTTAGAGTTTTTTCAGGCTCAGGAATCACATGGG 

TCGTTGTTGGGCTTGGGGGTAAGTTTCACAGGCGATGAAGCTTGACGTTGAGTCACTTGA 

CTTCTGGAGCCATMTTTATTTTCTCCCAGCAACCTCCT 
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Sequence 2541 

CCGCGGNGGCGGCCGAGGTACTCAATGGAGTTCCTTGGGGGGATCCAAAACCNNGGAGAG 

GAACACAGGCGCTGAGTATGGAGCAGNNTNGAGACCCACCCCACCTGCAGGCCTGACNAG 

AGCGCCNGGATNTCTGGTTCNGATGCCAATACTAGACACCCCAAGNAGNCNGCTCACAGN 

MCCNTTACCTNNTTTTNAACGCCCCTGGGCCTCGCNACGCGCACAGAAANGGGANCATA 

ANCNNCNGAAAGGNACCCACTGAAGCCCATTTCTCCGNNGAGNCANCNNGNAANNNNCAG 

CTNNCNCCCCGCTAAGGAAGANANCNAGNGNNGGGGANCCNGGCCCCNCAACCNCCNGNG 

GAACCCAGCAGNNCNGNNANANCCCCNGCNACCCNAGAAGAANNAAGACGGNNAAANACN 

GGGNGGAACNNNNAANAGANAACACACNNNNNAANAGAAAACGCNNAAAGGAAGNNAGNA 

CCNGNCCGGGCGGCCGNNCNAGAACAAGGGANCCCCCGGGCNGAGGAANNNGANACAAGC 

NAANNGAACCGNCGACCNNGAGGGGGGGNCCGGACCCAGNNNNGGNCCCNNAANGAGGGN 

AAAIMGNGCGCNNGGNGAANCANGGGCANAGCNGNNCCNGGGNGAAANGNAANCGNNANAA 

NNNNNANAAAAANNANCCGGAGCAAAANGGGAAAG 

Sequence 2542 

ACTATAGGNTTTTATNGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGGACATTATTTTT 

TCTATTCATCTAGCACNGAAGCCAAATTTGGGTCTAAAATCTTGTGATGGCAACCAGGAG 

CTTTTAAACTTCCTTCGTAGTGATCTCATTGAAGTTGCAACAAGGTTACAAAAAGGAGGA 

CTTGG ATAT GTGGAAGAAACATCAGAATTTGAAGCCCGNTTCATTTCATTAGAGAAATTG 

AAGGATTTTGGTGAGTGTGTGATTGCCCTTCAGGCCAGTGTCATAMGAMTTTCTCCAA 

GGCTTCATGGCTCCCAAACAAAAAAAAAAAAAGAAAAAAAAAAAAAAAAGTACAAACTTA 

GMGAAAATTGGAAGATAGAAACANGATAGAAAATGAAAATATTGNCAAGAGTTTCAGAT 

AGAAAATGAAAAACANGCTAAGACAAGTTTGGGAGAAGTTTAGAAAGATAGAAAAATNTA 

AANGCCCAAAATTGGGATAAATAGCNCTGAAGAAAAAAAAAAAAAAAAAAAAAA 

Sequence 2543 

CCGGGCAGGTACTAGANNACCTTCCTCGCCACTCTCTCCACATGAGAGAGTCAGCTGCCC 

TTTCTCC TGTGC CTCTGCAGGAAGAACTCTCTTGCATGGCACATCTCAGCTCCTCATTGA 

GGGATAGTTTTCTTTGATMGAMCCTGGAGTCCATTTACTCTGACCTCTCTTTAAATCT 

ATAT CCAG AGCCACTAGCCCAGGAAAAACTTGGGTGACCCGTAATTTCTCTTCTCCTGCT 

GTCCTTTTGCTCTTACGCCCCACCCCMCTCCCCTTAMTTTTACAGGCTTATGACAGTT 

TGTATGTGCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTGGACTTTAGCCCACCA 

GTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAAATTGGCACCCATTGCCCCGTGCCTT 

CAGGCAGTCTCCTGGGGCAGAGTATGCCACCATCCGAATATCAGGCACTGAGTGGGGATG 

TGGGTG ATGCTCAACATGACTGGCTAGAGCTTTGGGGGTGGGNNGGGGGTTAAACTACTA 

TTTTTTTGGCCATGANCTNTTTCCCCTTCCI I I I I I I I 1 1 AATTAAATAAANGGNTCAAN 

TAAATANTTCAAGGCCTGCCTTTNAAAANAAA I I I I I I I I I A 

Sequence 2544 

ACTACTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTCA 

TATATTGTGTGAGCCCCACAAATGTCTATTTTAAAAAGAGTATAGTCCCTGGCCAGGCGC 

GGTGGCTCACGCCTGTAATCCCAGCAGTTTGGGAGGCCGAGGTGGGCGGATCACCTGAGG 

TCTGGAGTTCGAGACCAGCCTGACCAATATGGTGAAACCCCGTTTCTACTAAAAATACAA 

AATTAGCTGGGCATTGGGGGAGCATGCCTTGTAATCCCAGCTACTCGGGNGGGTTGNGGN 

GNGGAAMNANCTTTGMCCCCCCNANGGCCAAAGGTTTTTTATTTGGGGCCCAAAAAAA 

ACCNCCCTTTTGCCCCTTCANCCCNNGGGGNNAANAAAAAAGGNGGAAACCNTTCCNCTN 

CCCCC AAAAAAAAAAA I I i I I I I I AAAAAAAATTTTAAAAATTTCNAAATTTAAA 

Sequence 2545 

ACTTAG G GCGAA TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I M I I 1 1 I C I I M I I H 

TTTTTTAGTTTTTGAAATCCCGTCTCTACTAAAAATACAAAAAAAAAAAAAAAAAAAAAT 

TGGCCGGGCATGGNGGCGCATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGATA 

ATTGCTTGAACCCGGGAGGNGGAGGTTGCAGTGAGCCGANATCGTGCCACTGCACTCCAG 

CCTGGGCAACANAGTGAGACTTTNTNTCGGAAAAAAAAAAAAAAAGATCTGGNGGGTGAA 

AATMCCNGAATGAAAATAGCTTGAAMCTCACANGNGGGMGCTCCCTTTTACCCTTTT 
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TNTTCCCTTGGCCNGATGGAATCCNNNCCCTTTTTTANAAAAAAAAGGGAAAGNCCNCTT 

TTinrTTNAAAAMNANTGGTTNTNMNATTTTNCNCNCCCCGGGGGGGGGGGNGTTATTA 

AAAAAMNGGGGNCCCCCCCCGGGGNGGGGAAMTNNNTTNAAATTTNTTTNCCCCCCCC 

CCCCCNGGGG 

Sequence 2546 

CCGC GGTG GCGGCCGCCCGGGCAGGTACCTCCATTGTTTCTAGGAAGTAACTAACTTGCT 

TTTGATTTTACAGGCTTGTAGGTGGMTGGGCTTGCCTTGTCTCAGATGAGACTTTGGAC 

TGTGGA CTTTT GAGTTAATGCTGAMTGAGTTGAGACTTTGGGGGACTATTGGGAAGGCA 

TGATTGGTTTTGAAATGTGAAGATAGGAGATTTGGGAGGGACCGGGGTGAAATGATATGG 

TTTCGTCCTGTGTCCCTCACCCAAGTCTCATGTTGCAAGTCCCACAATTCCCACGTATTG 

TTAGAGGTGATTGMTAATG GGGG TGGGTCTTTCCTGTGCTGTTCTTGGGATAGNGAATG 

GGTCTCATGAGATCTGATGGTTTTAAAMCGGGAGTTTNThrTGCACAAGCTNTCTCTTTT 

NCTGCTGCCATCCATGTAANATGTGACTGGC 

Sequence 2547 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGACCATGACACCA 

AGCATTCCTGTCC CCTCCCCCGC AATGGCAATCAAGTGTCACAGAAAAATAGCCTTTTAA 

MTTACCATGAGCCTTTTATTTTTATTTATTTTTACACCCAGGCTGGAGTGCAGTGGCGT 

GATCACGGCTCACTGTAGCCTCAAACTCCTGGGCTCAAGCAATCCTCCTGCCTTGGCCTC 

CCAMGTTGGNTNAGGGTTGATGAGCCACTGTGCTCAGCCMCCATGAGGTTTTTAGAGA 

TGATCTTGTNITAAACCCTTCTCGCCTGTTTTGCAGAAAAGAAAATTGAGATCCCAGAGAA 

ATGAAGTAACTTGCCCAAGGTCATTCAGCAGGCAAGATAGAACTAGATCCCCAAATTGCA 

AACTAGCTGNCCAGAGTTCTTTCCTCAATGAGCAA7TTAAAAGC 

Sequence 2548 

CCGCGGTGGCGGCCGAGGTACTAACTGTCTGGGATCGTAGTCGATTAAACAGAGCCACCT 

TTGTTCCTGA GGCM TGCATAAGTCAGCATTTTTCMTGACTGCTTCTTTTTGGMGGTT 

TGGAGATGACTTTTATCCGCTTGCTGAGGAACACACCAATGTCATCACTGTTGCCATAGA 

ACATCTTTACAGACAACATGAAGTGCTTTCGCTTGTCTGAGTCAGATATATACAATGGTT 

TGGCTGGTGCCATMGTTCTTTTCNTTCCAGGTTMGCTGGCTGCATT^ 

ATTTCCTATN CCAATAAATG CACACNGGTGAGACTCTTGTTCAAAAACAACCATCGCGGT 

CCATTTGGTCI I II I 1 ! I ITC TTCCATTCNCTGGCCATAAGATATCCAAGGGGGGNGGGC 

AAAAAACTGGGAGTTATTTTGTATGCCAAAAAGACACAGCCAAGAGGACTTGNGGATCAT 

GCCCCC 

Sequence 2549 

acttagggcg aattggagctccccgcggtggcggccgcccgggcaggtac i i 1 » 1 1 1 i i i 
i t i 1 1 11 i i i tgg cataaaaagtgcacmgtttgtcctatgtgttaaaacatcttaattt 
ggatgtatttttatccaaaatgatgcatacttggatgcattaaaagcacaccaacaaaaa 
tncncnctntaacaataangggnnnntttnnaanggngncggggagnggnaacaanattt 
n ggtanan gggannttnttntttttttc^ 

mtttttttccccnncanatttaatttgaamtntgaaagntatnggaaggacanncncc 
mttggaacacnntgtgcaamgttcnanmcna^ 

gcnctnannccntgnaattcaanatttggggnnggnnggnnccccn i mini i gggggg 
gngggggntttcccncccccccccccccannnnggggggaaancni i 1 1 i i 1 i iaannaa 

AAAAAA 
Sequence 2550 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGCTGAAATC 

CGGCATGTTCTTGTCACACTGGGTGAGAAGATGACAGAGGAAGAAGTAGAGATGCTGGTG 

GCAGGGCATGAGGACAGCAATGGTTGTATCAACTATGAAGCGTTTGTGAGGCATNTCCTG 

TCGG GGTG ACGGCCCCNTGGGNGGACNNCCCCCANNGGNCNTAAANGGGTNANAACCNTT 

CCNGTTTTCCCCAMNGCCCGNCCCCTTTTCCNTrrGGGANMNTTTTTNTT^ 

AAANGTTNCCCTAGGNTTTNTTGTCNCANNMNTTTCCCATTTTGTTTNTNTGGGANGAT 

GTTTNGCCCGTCANNTTCCACCMATAANANTTNCTTTTTGGNAAAAAAATNNTAAANTN 
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NNNNCNTNNNNNNAAAANCCCCCCCCCCCCCCTATNAAAANTNAGGGCCCCCCCCGGNNN 
GNAAMMTA ANANTAAATTTTTTNCCCCCCCCNCNCCNGGGGGGGNGGCCCCCCCCNCT 
I I I I I I I I I I I NTAANNNANCCCCCCCCCCC 
Sequence 2551 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGTGTCTCA(XACATCCTGGCTCCA 

GTGTGGATGCAGAGAGAGTGTGACAGAGGATCTGCCTGCGAACCACCTGGGATTAGTCAA 

GTCCCAAGGTGCCCAGAGTGGGACTAGTTCTTCACAGTGTGGCAGCTGCACTAATCTGTT 

TGTGAGGGAATA TCCAT TCCCTCACTCTACTCTCNTCATTATGGGMTTTNTTTTTGTTN 

CAAAATAMNCCC7TTTGTATAGANAAAAAAAAAAAAAAAAAACCIVICCCCCCCNNTTNAA 

ANAANGGGCCCCCCCCNGGGGGNGNANNNNTTNNAAI I I I 1 1 I I I NCCCCCCCCCCCNGG 

GGG 

Sequence 2552 

ACTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGGGATCTTTTTGGCAN 
GAGCCCCAAGTAAAGCTGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGG 
GAGGTGTGTTGGCCGGCGATGTCACGGATGTGCTGCTCCTTGATGTCACTCCCCTGTCTC 
TGGGTATTGAMCTCTAGGAGGTGTT^ 

NNCCCAAAAAGNGCCGGGTTTTTTTNNTCCCCCNTNNNGGGNAACCCNGGGGGGAAAAAA 
A MNGTGGTT CNNGGGNAAAAAAAAMNTNTTTTAAAAAAAAAAANATNTTTTGGNNNNN 
A i i l I i i i i i iGGGANAGANNNCCCCCCCCCCCCCCNGGGGGGGNNTNTNTNAAAGAANN 
TT^NN^r^lTTNCATTTT™ 

AAAAAAANCNCCCCCCCCGGGNNAANAANTTTTNAMTATTTTTTCCCCCCC 
Sequence 2553 

CTTAGGGCGAATTG GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTC I I I II I I I I 

1 1 1 I I 1 1 I I I I I I I I AAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGG 

GATCTCGGCTCAGTTCAAGCTCCGCCTCCCAGGTTCACGCCATTCTCCTGCCTCAGCCTC 

CCGAGCAGCTGGGACTACAGGCTCCCATCACCACGCTCGGCTAAGTTTTTGTAATTTTAG 

TAGAGACAGGGTTTCACCATGTTAGCCAGGATGGTCTCGATCtCCTGACCTCGNGATCTG 

CCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCAGGCCAATA 

TGAAAGTTTTTAACTTATTGGCACMNMGTTTTCATGAACCTMCMTATTTMTTM^ 

AAGTATTCTTCAATAACATTCCCTT 

Sequence 2554 

CACTACTTAG GGCGMTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTT 

I I I I I I I I 1 1 IGAGACGGAGTTTCACTCTTGTCACCCAGGCTGGAGTGCAATGGCGCAAT 

TAGGGTTCACTGCAACCTCTGCCTCCCGGGTTCAAGCAGTTCTCCTGCCTCAGCCTCCTG 

AGTAGCT GGGA TTACAGGCATCCACCACCGTGCCCAGCTMTTTTTGTATTTTTAGTAGA 

GACGGGGTTTTGCCATGTTGGACAGGTTGATCTCAAACTCCTGACCTCAGGTGATCTACC 

CTCCTCGGCCTCCCAGAGTGTTGGGATTACAGGCATGAGCCACCATGCCAGGCTGCTAAT 

TCTCCTTITTAGGNGAGTTAGGGGAACTGAGCCTCAAAAAACTTAAACGATTTCTCAAAA 

MCACCTCMGTGATMAGTGGCCACATTGNMAGGGAGTTTTTATCTTTTTATTGNNGG 

CCCAGGGGTCATTGGACAAMTCATGCTACCTNTTGGATTTTAAAATATTCAATTGGCAA 

A 

Sequence 2555 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGACTCAGAGGC 

CGCCATCAACCCGCCAGATCAACCTGGAGCTCTACGCCTCCTACGTTTACCTGTCCATGT 

CTTACTACTTTGACCGCGATGATGTGGCTTTGMGMCTTTGCCAMTACTTTCTTCACC 

AATCTCATGAGGAGAGGGAACATGCTGAGAAACTGATGAAGCTGCAAAACCAACGNNGGN 

GGCCGMTCTTTCTTCAGGATATCAAGAAACCNAACTTGTNATTACTGGGAAAAGCGGGC 

TTMTCMGGGGGGTGGGCCTTTANNTTTTGGNAAAAAMGGGNGAATTNATTTCTNTTT 

TTGGGAACAAGNAAAAACCTGGGCCAAAAAAAAA 

Sequence 2556 

CACTACTATAGGGCGMTTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1 
417/467 



N I 1 1 1 1 1 1 I I I 1 1 I I I 1 1 1 NAGACAGGGTCTCCCTNTGTCACCCAGGCTGGAGTGCAGT 
GGCACAATCATGGCTCACGGCAACCTCGACCCCCTGGGTCCAAGTGATCCTTCCACCTCA 
GCATT CCACMGATGATGGMCCACAGGCATGCACTACTATGCCTGGCTMTTCTTTTAT 
. TTTTTGNGCAGACAGAGGTCTCCCTATGTTGCCCAGGCTGGTNTTGAACCCCTGGGCTNA 
AGCTATCCTCCCGCCTTGGCCTCCCAAAGNGTTGAATTANNNGGAATGAGCCACTTTTTG 
GGCCTNGGCCTCNANTTMTTTNAAMNGGGNGTTTGNTTTNAACCNCCGC(X)CTTTAAA 
AAAMGGGGCACCCCCCCGGGNGNGGGGNAATTTTNAANNNNAATTTTTTCCCCCCCCCC 
CCCCCGGGGGGGGGGGNGCCCCCCCCCCI I I I I I I I 1 1 1 1 1 I AANNAAAAAAAAANCCCC 
CCCCCCCAAAAAAAAAAAA 
Sequence 2557 

ACTNCTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACTTCTTGTCAAATT 

CCTTCTTGATATGAGCCGCAATGCCCCTCTCTATGTTGTATTTCTCCAGCGCCTGAGTAG 

CGCACTCCACCGAGTCCTGTTGCATCTCTTCCGACATGTCCGCATTTTTGATCACGGCCT 

TTCGGTCGCCCCGCGTACCTGCC 

Sequence 2558 

CTTAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACTACTGCTGAGGTCTNCAG 
GACAGAAGNCACCTCCTNTGGTAGAACATNCATCCCTGGNCCTTNTCAGNCCACAGTTTT 
GCCAGAAATATCCACANGAACAATGACAAGGCTTTrrGCCT 
Sequence 2559 

CCGGGCAGGTAC I I M M I I I 1 1 I II 1 1 M I I I J I I J I AGGGGACACGGTCTATCCGCAA 

GCTGNGGATTCTGCCATTCTCATCATAGTTTTGAAGCCGGGGTTCTGAAATCTCATGACA 

GATCTCCAGCTTGAACTCACGGMTGGTTTTTCTAGGCCCTGCTCATAATACAGCTGCAG 

GTAACCAGNGTCTGTCAGTTTGACGAANATCGGTCCCCAGTGCCTGGAGGACATGATGTT 

TTTNTTCTCAGGGATCCTCAACATNATTGGCCACCCGTCACGAGGCTGGGACCGTGCTGA 

TCCAGGCGGGTGAGCATNTAGTTCAATCCAGGCTACTGGGTCATCATCAGGTAGAGTTGC 

ACTGCCAMGTG ATCAG GGTCATTMTTTGGAGTTGTTTGAGTTTTTCAACAGCATCAGA 

AGTGNGACTGGGTTTTGCTTTGAATCATCNAAACTGGATGGCATCCTTGGNAGATGACAA 

TGAAGGGAATNTTNTTTGGCTTT 

Sequence 2560 

CCGCGGTGGCGGCCGCCCGGCAGGTACTGGGCCGGGTGCAGTGGTTCACGCCTGTAATCC 

CAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGG 

CTMCACGGTGAAACCCTGTCTNTACTAAMTTACAAAAANTTANCCGAGCNTGGNNATG 

GNNGCTTGNATNCCMNTTNTTCGGAAGCTTAGCNAGAAAATNGCTNAACCTTGGANGNG 

GAG CTTTGAN TGAGCCAAAATCCCNCCNTTGNACTCANCCTTGGGGGAAMAACCNGNAA 

NTCCI I II I lAAAAAAAAAAAAAAAAAMAAAAGGGNCCNNTCGGCCCTmTTTAAANNN 

TTGGGGACNCCCCCCGNCNNNNNGGN AA I I I I 1 1 I I NAMCTTTTTTTNTNCCCCCCCCC 

CCCCCNGGG 

Sequence 2561 

NCTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACT i 1 1 1 1 I I I II I ( I 

TTGATTGTTATtTAGTTTTTATTTCATMTCATAMCTTAACTCTGCAATCCAGCTAGGC 

ATGGGAGGGAACAAGGAAAACATGGAACCCAAAGGGAACTGCAGCGAGAGCACAAAGATT 

CTAGGNTCCTGCGACCAANGGGGGGGNGGGNGCCNNNNNNNCCCNAAAAAAAAAANNTTN 

GGGGGTTNAAAAAAANCCCCNTNN I I I I I I I I I 1 1 GNCCCNCCCCCANCCCNGGGGGGGG 

TTTTTTTTGNGGGGGGGNTTTGCCNATNNCCGGNANCCCAAAGCGCTCATGCCNCANAAA 

NAANANTCCGNGCC I MUM ICNCTTGNGNCAAACCNCCANTGNGCTTTNGACNNCCAC 

CCNC TTCATTT TTGGGGGGGGGCAMAAAMAAANCCCGGGCNCNCTTTNGGGGGGGGGN 

CCCNTTTTTTTNNAAAAAAAAAANANNCCCCCCCCCCCTTTTm 

TTTTT 

Sequence 2562 

ACTTAGGGCG AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I I MINIM 
I I ) I M I I M I M J I IAGGGGACACGGTCTATCCGCAAGCTGGGGATTCTGCCATTCTCA 
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TCATAGTTTTGAAGCCGGGGTTCTGAAATCTCATGACAGATCTCCAGCTTGAACTCACGG 
MNGGTTTTTTTAGGCCNTGNTMTMNNNAGNTGC^ 

NNCAAAMNCGNNCCCAANGNCTGGAGGACANNNTNNTTTTNTTTTNAAGGATNCTTAAC 
ANTATTGGCCNCCCGTAACMGGGTGGGACCGNCCTTATCCAGGCGGGNGGGCTTTTTAG 
TTCAATCCCGGCTCTGGGGNANTANTNAGNAAAAGGTNCCTTCCAAAGGAANNGGGGCAA 
NAATTGGGNGGTNNTTNGGNGTTTTTCMCCCNNANAAAAGGGGGCCGGGGGGGTTTTTT 
TTAAAANAAAAAAAAATGGGGGCNTNTTGGAAAAAANAAAAAAGGGAANN I M 1 1 1 1 1 
Sequence 2563 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCAGGTGGAGAGAGGGTGGAAAGTGA 

GCAGCGGGCTGGGCTGGAGCCGCACACGCTCTCCTCCCATGTTAAATAGCACCTTTAGAA 

AAATTCACAAGTCCCCATCCACAAAAAAAAAAAAAAAGAAAAAGTACTATTCTAGTCTTA 

AGAATAAAGACCNTGTTCAGCCAGGCGNGGGGGTTGNCNCNTGTANTCCNACNCf^TTNGG 

GNGf^lTTGGGGGGGCAAAATCCGGGGGTCAGGGCATTCGAGACCAGCANCCCGGGGTCAGG 

CTTTCGAGACCCAGCCTGGCCAACATGGTGAAACCCTGTCTNTACTAAAAATACAAAAAT 

TAGTTCGGCATGGGTGGTGCACACCTGGTAATCCTAGCTACTCAGGAAGGTGAGGCAGGA 

GAATCACTTGACCTAGGAGGCGGAGACTGCAGTGAGCCAAGATTATGCCAATGCACTCCA 

GTATGAGTGACAGAGCAAGACTTGTCTCCAAAAAAAAAAAAAAAAA 

Sequence 2564 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGAGCTC 

GGATT7TAAGGCAGTAGCCTGCTGATGCTCCCAGCTGAATAAAGCCCTTCCTTCTACAAT 

TTGGTGTCTGAGGGGTTTTGTCTGCGGCTCGTCCTGCTACATTTCTTGGTTCCCTGACCA 

GGAAACGAGGTAACTGATGGACAGCCGAGGCAGCCCCTTAGGCGGTTAGGCCTCCCTTGN 

GGAGCATCCTTGAGGCGGTNTCCCCCCCCCCGGGGCCCCCTTNAAAAANANNCNCCCCGN 

MAAAMNACCCCCGGGGGNNNCCCCNANNNAACGGNGGGGNCCCTTTTTTGGGGNNNAA 

NAAAANNCCNNCCCCCACCNCAAANAANNACTN < nTTTTTl I CNCNTNNTNNAAAAAAA 

AAAAAAAAAAAAAAAAAAAMNNTTTCCNCGGGGGGGGGNTTTNNTAAAAAAAAAANNGN 

GCCCCCCCGNNNGGGNGAMN^^^TTTTNAAAATTTTTTNCCCCCCCCCCCCCCGGG 

Sequence 2565 

GCGAATNGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTG I I 1 I M I I I II 11 11 1 1 I I I 
GCTGGTAGGAAATGCTTTAATAAAAATGCAATCTCTAAGGGGCCATGGCATCATTAAAAG 
AAAGGATGTCATGCCCAGATCCANAACTTGAAGGTGGCNGGCACCAGCAAGCACCATANT 
TTTGMTNGGCCTTNCTTTNCAGGGTC^ 

CTTGAMAAATGGANNAACNTGTTCNCCNCCCTTGGGTTTNTrTAGTNGGGAGGGAACTTT 

TNGTCCANCTAAMAATNTTGNNCGNGGGCCCANTTTNGGGGGCNTTTNGTTTTTTNANN 

TTGGCCCCNNGGGGGGGCNGGGGGGGNNNCCCCTTTGTTNNNCNNNNTANGNNNAAAANT 

TTTTNNNTCNGGGGNAAAAAAAAAAAAA 

Sequence 2566 

NCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGAAGAGG 

AAGAAGAAGAAGCAGAAGGAATGGAAAGCCTGGAGAAAGAGGATGAAATGACGGATGAAG 

CAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCCTCACCTGAGACTGCTCCAG 

AAGTGGAGACCAGCAGAACTCCACCAGNTTGTGAACCCCCAACCCTTCAATCAAGAAAAG 

ACCTTTGATCAGGAGMGACTTCTCGTTTCATTTTGGGGACACATTCAGGATTTCTTCAA 

AAGCAGTGAGTAACATTGAACCCCTCTTGCTTGCTATTCTGGTCTNTCTTCTNATANAAA 

TTGGMNAAAACCCCCGGNCCCTTGGAGCCTTTTAAATGCCAMNGNNNGCNCTTTNAAA 

ANTTAGGGNANCCCCCCGGGCGGGGGGGNA ) 1 1 1 1 1 1 IA AMNTTTTTTTCNCCCCCCCC 

CCCNTGGGGGGGGGGCCCCCCCCCNN I I M I I I I I I I I NTTNNAAGNNNGNGNANANNCN 

CCCCNNGGGNAAAAAAAAAAA 

Sequence 2567 

CTATA GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTN CI MIN I 

TTTTTNTNGNGGACTTGGGCTTCTCTGCCCATATTGCANTGTTGATGTTCCCAGAGTTCT 

ATCCTTACTCTAAANGATCTCCATTTTTGAGCTTATCCACACAGNGGACTGTGGNTTNCT 
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GGTCTTNGNNCTTISTTGCCTAGGACISITNCTTTCCTAGGTANCCACATGCCTGCTCTCATTA 

TNTTCATGTCTTAACTCANAGGNCAACTTTGANTTAANGCTTTCTATNACTACATTNAAN 

ANNGTGNGACCTTTCNTGTCTNCCCANCTNGCCTGATNTTTNCTTNTCCATTGCACTTTN 

CTTNTGACTTCT 

Sequence 2568 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGATT 

TCCGNTGAGTGACCCTTACAAGTCCTTCTTGATCCTGAACTGGGTTAGGTGCCGCTGNTG 

CTGCTCGTGTTGAATCTAGAACCGTANCCAGACATGGNACTGGAGGACGAGCAAAAGATG 

CTTACCNAATCCGGAGATCCTGANGAGGANGAAGAGGAAGAGGAGGAATTAGTGGATCCC 

CTAACAACAGNGAGAAAGCAATGCNAGCAGTTGNAGAAATGTGNAAAGGCCCGGNAGCGG 

TTAGAGCTCTGTGATGAGCGTGTNTCCTCTCGATCACATACAG 

Sequence 2569 

CCGCGGTGGCGGCCGAGGTACATTATGTTTTCGTTTTCATTCATCTCAATAGTTTCTTCT 

TiGGAGATTTGGGGGGAAAATGATAGACAGGAGGCAGGACTAGATTGCAGCCCTCACCCGG 

ACAGACAGCAGCTCACAGGGACTCGCATCATGAACTTTGGCTCCAGAACTACTGCAGGAA 

TATACCAGGAAAGCCAAGAGAATCCACAGACCCTCTGAAGGAAGCAGATTGCTCCTTCAG 

GACCCAAGAGACACCCTAAATACTGTGTTGGTATCGTTGGCAGAGAAACCTCAAGACGGT 

TCACATTACAGGACTCTGTGCAGACAACCCTCGGTACCTGCCC 

Sequence 2570 

AGGTACTACAAGAACATCGGTCTGGGCTTCAAGACACCCAAGGAGGTGCGGGGAACCTCA 

GAAGAAAGAAGGGGAACCTGGCGTTCCTGCACGTGTGCCCACGACGAGTTGCCCTGCCTG 

CATCT AAGT GGCTTCTGGGGCTGCTGGGAATTGTAGTTGCTTCCCTGAGGCCACGCCCCT 

GGCTNTTTTAAGGMCCGCCCGCCCAAGGCTCACTCCTTTATCTTTCCTATCCTTTCAGG 

CTATTGAGGGCACCTACATTGACAAGAAATGCCCCTTCACTGGTAATGTGTCCATTCGAG 

GGCGGATCCTCTCTGGTAAGTGCGGGAGTTACTGGTGTNTGGGGCCTGAAATACTGAAAG 

AAGGGTCTTGGGGCCCA 

Sequence 2571 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCNGGCCGGGTACCCCCATNACAG 

NNGNCAANCNGNCTGAGGAAGTGGCNNCTACCANGCAGGNGATCTTNCNGGAGCGGTTGG 

CNGCAGNGCCNGAGTTNCACCGGTNTTGNGCCCCTGTTCAAGTNCTNACCTGANCCCATG 

GCCCTCACCGNGTCANAGACGGAGTNTGTNATNCGNCTGCACCAANCACACNTTCNNCAA 

CCACATGGTTTTTNANNTNGNCTGCACAAACNCACTNAATGACCNTACCTTGGANAATGT 

NNCAGTGCNNATGGAGCCCANTGNGGCCTATGAGGTGCTCTGTTACGTGCCTGNCCGGAG 

CCTGCCCTACNANCANCCCGGGACCTGCTACACACTGGTGGCACTGCCCAAAGAAG 

Sequence 2572 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGNNGNGCCCQGGACGCACAGNAAANN 

CNTGTNTTNGTNGGNNTNTCTATNAAAAAGGCAATCAAGAAAGATAATGTGAAAAAGANA 

GGAATTNATAGGTCGGGAANANATGAATGTCAAGACATTTGAAGAACTATAGTAAAATGA 

TCAACACTAAATATACTNAGAGAAANCTTTGTTAATATGCCAATGAGGTNGGCCTGATCT 

TTGAAATAGTGAATAGGAATNCAATGCATTTCCTCAGTGATCACTGATTANGAATGAGTT 

GGTNNGGATCCTTGGGA 

Sequence 2573 

TAGG GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAGGAAGCCTGGTTGAAGTC 

TTTTCCTTGAGAGGCCTGGATTTGTTCACATATTCAGATTTCMCTGGCnTTATMCAGG 

TTTCCT TATGT GCCTCATATTGGCTCCAGGTTCACTGGGTTTAAAAGGAGCCAAAGCACC 

ATMGGTTTTGGCAAAGGAAGAGTGGCATCTGCTTCTGGGATGTAGGCATTCGGACGCTG 

CTCT GCAG TTGTGTAAACACCATTGGGCAGCTGGCGATTATCTGCTTCCAAGAACTCCTG 

AGACTTTTCAGCGATGGCCAAGGCGTGCATTTCTTCATCTCGAAGGACTTTCAACCATTC 

TTTCTCAATTTCCTTATTGAGTGGCAGACCTTTTTCTA 

Sequence 2574 

TGCCGGTGGCGCCCCGCAGTCCGCTTGTCCGTCCTTNCTCTCTGACTGNGGTACNNCGGG 
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GCCTGTCTCTGCAGAGGTCANGGGAGGCNGGGGCCCCAGCACACGTTCCNCAGTGGCAGC 

GNGGAGCGGCAGCTTACGGGTTCGCGGGAGCCCCCGACCCCCCAAGGGCTAGAGGAGCNC 

TCGGCGGACCAAAGAAAGCCCGCGAAGCGGNTGCGCGCCNACCAATAGGTGCGGGGCTCG 

GAGCCNNACAAACTTGCGCCGTACCTCCNTCCGCCCCCGCCCCGNCNCCNCCGCCGCCGC 

CGACTCCCCCTACTCCTGCTCCTGCCTTGGCTCCTCCGCCNAACGTNTCGCACTCCGAGA 

GCCGNAGNGGCAGCGGNNCCGTCCTGCCTGCAAAGAG 

Sequence 2575 

CCACGCGTCCGTTCCCAGNCAGTTCCATCCAAGGGAGAATTAAGTAGAGAAATTTGTCTG 

CAATCTCANNGGNNNGACAMTCTACGACACCAGGAGGMCAGGMTTMGCCTTTCCTG 

GAACGCTTTGGAGAGCGTTGTCAAGAACATAGCAAAGAAAGTCCAGCTCGTAGCACACCC 

CACAGAACCCCCATTATTACTCCAAATACAAAGGCCATCCAAGAAAGATTATTCAAGCAA 

GACACATC7TCATCTACTACCCATTTAGCACAACAGCTCAAGCAGGAACGTCAAAAAGAA 

CTAGCATGTCTTCGTGGCCGATTTGACAAGGGCAATATATGGAGTGCAGAAAAAGGCGGA 

AACTCAAAAAGCAAACAACTAGAAACCAAACAGGAAACTCACTGTCAGAGCACTCCCCTC 

AAAAAACACCAA 

Sequence 2576 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCCTCCTCTATTCCTCCCA 

ATCTCAAGGTTACTCTTAAATACTAGTAAATGCAAAAAGAACTTGTAAAGTGGCAAGGCA 

TGGCCTATCAAAAGTCAGCCCAAGGGCAGTTTTCAGCCCTGCCTCACCTGGGTCTAGTTC 

AGCTGACGGATGAGCTGATTGATGCGTTCACCCCGATAGCCAGGTGTGCCCATCTCCTTG 

AGGMGCCCACTCTATTTTTGGTAGCATGACGGGCCACTGAGAGGTGGAAAGGGCACAAG 

AACCATGAGATCTCCTGGAAATGCTTCCCTGGGAAGGCAATTTCATGAATGAGGTCTTCC 

AAGCAAATGACGCCAAACTTCCCCAGGTGCTCCTCAATCACTGTACCTGCCCGGGCGGC 

Sequence 2577 

AGGTACAGAGTCTTTTGCTTCCTCCCACCCCTAGGGGGAAAAACTGCTTTGTGCTTTGGG 

AAGTTGTCTCTGAAACCCGGGGACAGAGGACGCAGGACAGACTAGGAGGGAGCCGGGAGC 

TGCCCGGCGGGTCATGGGAATAACGCCGCCGCATCGCCCGGTCGGCATCGTTTATGGTCG 

GAACTACGACGGTATCTGATCGTCTTCGMCCTCCGACTTTCGTTCTTGATTAATGAAAA 

CATTCTTGGCAAATGCTTTCGCTCTGGTCCCGTCTTGCCGCCGGTCCAAGGMTTTCACC 

TTCTAGCGGGCGCAATACGAAATGCCCCCCGGCCGCTCTAGAAACTAGTGGGATCCCCCG 

GGGCCTGCAGGGAMTTTCGGATATTCAAAGCCTTATTCGAATACCCGTCGACCTCGAGG 

G 

Sequence 2578 

CCGCGGTGGCGGCCGCGCGGGCAGGTACCCCGAGTCCAGCGGAGACAAAGGAGTTAGAAA 

GAGACAGAATAAGAGTTTAAAAGGCAGGTCCAGGGGACCGGAGCGTTGGAGGCTTGCTCA 

TGGCCCAGAGCTCTTTGGCTCCGCCCAATTTATTGATTTACMGCTCTTTGTTCTTAGGG 

CAGATGGGAGGGGTAGGAAGGGATGAGGAAAAGGATTAATCAGTGAAGGAGAACTCGTGA 

GTCATTCAATAATATGTATAGTAGTGGTGGTTTCTGTGAATTTCCTTGAGTAAAGGCGTG 

TGTCTAAACTACTCAAGATCTTTAACTTATCGGNATTGAAATGGATGGG 

Sequence 2579 

AGGTACGCGGGATAGTGAAACCCCGTCTTT ACTAA I I 1 1 1 1 GTATGTTTGGTAGAGACAG 

GGTTTCACCGTGTTGGCCAATATGGTCTCGATCTCCTGGCTCATGCCTGTGGNCCCAGCA 

CTGTGGGAGGCTGANGCAGGAGGATCATNTTGAGGCCAAAGAGTTCGGGATCAGCCTGGG 

CAACATAGTGATACCCTATCTCTTAAAAMGAAGAAGTTTTTAAATTTGAAATAATAANA 

GGTACCTTGCCCGGGCCGGCCGCCTCTAGAAACTAGTGGGATCNCCCCCGGGCTGCAAGG 

GAATTTCGATATCAAGCCTTATCGGATACCGTCCGACCTTCGGAGGG 

Sequence 2580 

CCGCGGTGGCGGCCGGGCAGGTACGCGGGATGATTGMTTTTGTTTCCGCCTAAAATAGT 
AATCTATAAGATATAMCTCGAGTTAGGGTTTACATTTTTTACTTATGAACACAGGGCAC 
TAGG GCCAC TTCAGTCTMTTTCCTGCTTTTTMTTACTTTAACACTCCACAGGAGGAGG 
ACTGGTTTTCCTCTGTGACTTCCTAATGTATGGCAAGCAGGACTTCTTCTAATCCACTAC 
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CCTCTTCCCCTAGCTTAACTMGGCTTGCAGTAAMTTATAMTTTCCACTTTCTTTCCT 

ACATTCTCAAATGTAGGAAATGAGGACAAACAACTTCCTCTCTCCAATTTACAACACTAT 

CMCTATTTGTCCTrTATTGTGCATTTCAGACACAGGTGTTTTAATTGNTMTCATGTTT 

TTACACTGCAGTGGATGGCAGGTTTT 

Sequence 2581 

CCGGGCAGGTAC I 1 1 I I 1 1 1 I 1 1 I I I GAGATGGMTTTTGCTCTTTTGCCCAGTCTGGAG 

TGCAGTGGCATGNNCTCAGCTCACTGCAACCTCCACCCACTGGGTTCAAGCGATTCTTNT 

GCCTTAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCCGTGCCTGGCCCTGTCT 

CTCTTAAGAGTAGGTTCATTGTCTGTCTTAGAGTCACTTCTATTGCMCTCATTTTCTTT 

TTCCAGGGCACAGATCGACCAAGCTGCCGGTTCCCTATTCTGCAGGGACAGGGACTATTT 

CTAGCATACCTGCTTTCGTCCACCCAGGCAGGGGTTTGGGGGTGGGTCTNTTCTGTGCCT 

GCAGTCCCCCATTTTGACACTTTGGGTTGCNCACCCA I I 1 1 1 1 GGGANAATNATTTGTTT 

GGGAAATGAAGGCTTCCATTGGG 

Sequence 2582 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCTTT CI I I M 1 1 I I I U II I I 

TTTGAGATGGAGTCTCGCTCTATCGCCCAGGCTGGAGTGCAGNGGCGCGATCTTGGCGCA 

CTGCAAGCTCTACCTCCTGGGTTCACACCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGG 

GACTACAGGCGCCTGCCACCATGCCTGGCTAATTTTTAGTAGAGACGGGGTTTCGCAGTG 

TTAGCCAGGAAGGTCTCAATCTCCTGACCTCCTGATCCGCCCGCCTCGGCCTCCCAAAGT 

GCTGGGATTACAGGCGTGAGCCACCGCGCCCAGTTGTGCATTTCTGGTTTCTAAGAATCA 

MCCACT TGGGCTGTTTTTAGAAGTTACTTCCCATGTTATAAAGCTGAGGAAGC I M i ll 

N 1 1 1 1 1 1 1 II IGAGACAGAGTCTTTGTCNCCCAAGCTTGGAGTGCANTGGTGCAATCTT 

AGCTCCCGGGGTTCMGCAATTTTTCTGCCTTAAGNCTTCTGAGTAAGCTAAAAATACAG 

GNGNGCCNCCACCCCGNTNGGCTTATTTTT 

Sequence 2583 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGCCAGGTACGCGGGGGCACTCAG 

GGAGCTCAGATTTTGAGACAGTNGCTGGCCGATGCTCCCAGNTGAATAAAGCCCTTCCTT 

CTACNAAAAAAGAAANNGAAAAAAGAANACAGGATATCTGAAATTAAGACNGCNGATGGA 

GNNGTTTCTNNAAATGACAGGGNCCAAGGNGNGACCACGGGACCAAGNGGCTGMCTGGN 

ATGAAGTTAAGAAGCAGNAANAAACATCCNATAATATGGTGATCAGNTCAACAGAATGAC 

ATATTNACCATCaTNCCCNAGGAGGNGATGACTGAGATTTCAAATT 

Sequence 2584 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCTGGATAGCCTCCAGGCC 
AGAAAGAGAGAGTAAGCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTNGGCCCGAA 
TGCTGTCAGCTTCAGGAATGCCCCCCCGCGTAC I M I N I 
Sequence 2585 

CGGCTGCGGCGAGCCGGTATCAGCCTNACTCAAAGGGCGGGTAATACCGGGTTATCCACA 
AGAATCAGGGGAATAACCGCAAGGAAAAGAAACATGTGGAGCCNAAAAGGCCAGCAAAAG 
GCCAGGGAAACCCGTTNAAAAAGGCCCGCGGTTGCTTGGGCG I I I I 1 1 CCAATAGGGCTT 
NCGNCCCCC 
Sequence 2586 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGATT 

TCCGCTGAGTGACCCTTACMGTCCTTCTTGATCCTGAACTGGGTTAGGTGCCGCTGTTG 

CTGCTCGTGTTGGATCTAGAACCGTAGCCAGACATGGGACTGGAGGACGAGCAAAAGATG 

CTTACCGAATCCCGGAGATCCTGAGGAGGAGGAAGAGGAAGAGGAGGAATTAGTGGATCC 

CCTAACAACAGTGAGAGAGCAATGCGAGCAGTTGGAGAAATGTGTAA 

Sequence 2587 

CTATAG GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I 1 1 I I I I I M I I I 
TTTTTTNGGGTATGAAAACTTAGGGACTAAAATTAATATAAAAATTGGCATAATGTTGGA 
TTGMTCTACATT7TGGCAGAAGTTAAACATTCCCACATAATGTCAAAATTATACATCAT 
GCAGTTCTG I I I I I I I GTTTGTTTTATTTTGTTTTGTTTTTGAGTCTGGCTCTGTCACCC 
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AGGCTGGAGTGCAGTGGCGTGATCTGCAACCTCTGCCCCCCGGGTTCAAGCGATTCTCCT 

GCCTNAGCCTCCCGAGTAGCTGAGATTACAGGTGCGCGCCACCACACTTGGCTAATTTTT 

GTATTATTAGTAGAGACGGGGTTTCGGCATGTTGGCTAGGCCGGTCTCTCCTGACCTCAG 

GGGGATCAGCCC 

Sequence 2588 

TAGGGCGAATTGGAGCTCCCCGCGGNGGCGGNCGNNGNACANAATAANGCCTGTCACATA 

TTMGTNTGTMTMCGCATTTATTATTACTTATCAGGGTATGATTTATGMTTGNGGAA 

C CTGN GATTATGGGAGAGTCTGGCTTCAATCAAGGGCTGAAATTCCATTTCCACTGACAT 

CTTTTNCTTCCCCATCCCCCGATTCTGTCCTGCAACAGGGTAACAAGAAGGGGCCCTTAG 

GCCGTTGGGACTTTGATACCCAGNAAGAATACAGCGAGTATATGAACAACAAAGAAGCTT 

TNCCCAANGNTGCATTNCAGTATGGTNTCAAAATGTCTGAAGGGCGGAAAACCA 

Sequence 2589 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATAGTGTCGCGAACTCA 

MTCGGCATTTAGATAGATCCAGTGGTTTAAACGGCACGTTTTTGCCTATAAAAAAAGTG 

C AAAA AAGATGTGGTTTACMGTTAMGCTACAGAATCCCTTTTTGCTGTAATTGCACCA 

GTTTTAAAGCCTCTGGACAGAGCAGTATTTCGTTTAAAACTTTG I I 1 1 \ CTTAAAAGCTT 

ACAGTGTTTGGCTMTTCTCCTCCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTG 

GTGGCAGGTTAAGGGATACTGTCACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGA 

GAMTTAGGGGCTGATTTTTTAAACTGTGTGAGATATTAACCAGCCGCCCTGTTATAAAA 

TCAGGGAAATCCAMCAGCGATTTACACCCGATTMCACCCCX)TTTATATATTTTTTACA 

AAAATACACTGGGGAAAATAATCNAACCGNTTTCATCTCTCTTGG C I I I 1 1 I GGI » 11 II 

AA 

Sequence 2590 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCI 1 1 1 I C I I I 1 1 CTT 

I I 1 1 I I I I I AATGTGAGACAGGATCTCATTCTGTTGCCTAGGCTGGAGTGCNGNGGCGCA 

ATCTCGGCTCACTGCAACCTCTGCCTCCTGGGCTCAAGCAATTCTCCCACCTCAGCCTCC 

CAMTAGCTGGGATCACTGGCACAAACCACCATGCCCAGCTAATTTTGT AI 1 1 I \ 1 GTAG 

AGACAGGGTTTCACCATGTTGCCTAGGCTGGTCTCAACCTCCTGGGCTCAAGCAATCCTC 

CTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGATGTGAGCCACCGCATCCAGCCCCACA 

CCCTCATTTATACCAATTACCTGCCCAGTMCTGTGGACTTTTGCTTCCTCACCCCTGCT 

CTGATCTGGAAGGAGAGGGATTATGTTATAGCTTGTCAGCACAAGTCCCAAGTTCAATAT 

TTCTGCGGCAAAAACTTCTTCAAAAAATAAATGTAC 

Sequence 2591 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCCCTCTTCCCGCTGAAG 

GGAAATTCACAGAAGCTATAGTTGATGCAGAGCCGAAATATCTGATAGTTGNGCGACCTG 

CTCCACCTCCAAGTCAAAAGAAGTCATGTTCAGGTAAAACTCGTTCTCGCAAACCTCTGC 

AGCTGGTGGTTGGCACTCTGACACCGAGCTCGGTCTTCCTGTCATGGGGTTTCCTCATCA 

ACCCACACCATGACTGGACATTGCCMGTCACTGTCCCMTGACAGATTTTATACAATTC 

GCTATCGAGAAMGGATAMGMMGMGTGGATTTTTCAAATCTGTCCAGCCACTGAAA 

CMTTGTGGAAMCCTAMGCCCMCACAGTTTATGMTTTGGAGTGAAAGACAATGTGG 

MGGTGGAATTTGGAGTAAGATTTTCAATCACAAGACTGTTGTTGGAAGTAAAAAAGTAA 

ATGGGAAAATCCA 

Sequence 2592 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTG 

ACTCCTTTTTCGGACTCAGTCTGCCTGCACCCATGTGATTAAAMGCTTTATTGNTCACA 

CAAAGCCTGTTTGGTTATCTCTTCACACAGACATGCGTGACACTTGGTGCTGAAGACCCG 

GGATGGGGGACTCCTTCGGGAGACTGGTCCCCTGTCCTCACCCTCACTCCATGAGGAGAT 

CCACCTACAACCTCGGGTCCTCAGTCCAACCAGCCTAAGGAACATNTNACCAATTTCAAA 

TCAGATCTTGGCTTAGTGGCTGAAGACTGATGCTGCCCAATTACCTCGGAAGCCTCCTGG 

ACCATCACAGATACTTTGAGTAATCTCTTATAGTGGAAGGATGCAAAGTTGGAATAA 

Sequence 2593 
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CCGGGCANGGTACCATATGTTTCAAAGTAGCTGTTCATCCACAGATAAAGAGATCAAGAA 

ACTCTCATATACATACACTAGGAMTATTCTCCAGCCATCAAAATAATGAAGCAGTGTCA 

TTTAGAGCAACACAGATGAACCGCGGAGACCTGCCTCCTACTCCACCATCACATGGAACC 

CACCACTGCTTCTCCGAAGCTCGCTCTGACCACGCCGCTGCTGCTGCAGGGGCCTCGCAG 

GAAGTGCAGTCTCCCCCGCGTACCTN 

Sequence 2594 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGGTATG I I I I I GTCTTG 

AAAAGAGGTTTTCTAGCTAGAAATTCGGGGCCCAGAAGGTCAAGGCTCCAGAGATCCCCT 

TCTCATCATCCTTCAGTTGTCTGAGGAGACAGAGGATCACATGTGTCACAGTGAGTGCTG 

ATTCCCCAGAATCTGCAGTCTTAAGCTCCCCTGCTGACGCACACAGCCAGTTCTCTGCTT 

CATATTCATGTGACCCACTGTGAAGTGACAGGCAGCTGCCAATTCTGTCATATAAGAAGC 

AGCTCTGCCCATGCAACTTTGAAAGTTCCTGCACTTCTCCATAGACTGCTCCTTCATGGA 

MTAAACACATCATCACACTGTGGGTGCCTAAGCTMGTTrGTTTGCAGTTTGATGATGC 

CCAGCTCCTTTTCAACTCAGCCTTAATTGGCACTTTA 

Sequence 2595 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGCCGGGCAGGTAC I I I I I I 1 I i 1 I i I I 1 1 1 GA 

GACAGAGTCTAGCTCTGCGCCCAGGCTGGAGTGCAGNGGCACCATCTCGGCTCACTGCAA 

CCTCCACX^TCCTGGGTTCAAGCAAGTCTCCTGCCTCAGCCTCCTGAGTATCTGGGATTAC 

AGGCACATGCCACCACGCCCGGCTAATTTTTGTA I 1 1 I I AGNGGAGACGGGGTTTCACTT 

GTTGGTCAGGCTGGTCTCAATCTCCTGACCTCGGGATCCATCTGCCTGGTCCTCCCAAAG 

NGCTGGGATTACAAGGCGTGAGTCACCGTGCCCGGCGAGAAGCAACTCTTAAAATACTTT 

ATTCCTTCCTCTAGGACCCTTTAAATGGTGAAAATGGGCAGATGAGTAGCAATAAGTGGA 

CCTTTGTTACTCTTCTGAGTTAGAAAAATTCTAATTTAAGTACCTCGGCCGNTCTAAAAC 

TAAGTGGATCCCCCGGGC 

Sequence 2596 

ATTGGACCTNCACCGCGGTGGCCCGCCCGGGNANNAACCATAAACCGTNGCAGNCTCAGC 

ANATATTTTCCCTTCCTTAAGTCAGTMCTTTCACCTTTTCACTTACAGGMGCACTTTA 

CGGCTTCTCTTTAGCATATGCAMTTGCCAGCATTACCACTCTTGGACTTTGGGGCCACT 

GTTAAGTAAAGTAAGGGTTACTTGAACATAAGCACTGTAGGCCGGGGCATGGTGGCTCAC 

GCCTGTAATCCCAGCACTTGNGGTAGGCCAAGGTGGGTAGATCACCCGAGCTCAGGGAGT 

TCGAGGACCANCCTGGGCCAACATGGTGGAAAACCCCACCTTTACTAAAAAATACAAAAA 

TTAGCCCAGGTTTTGGTGGGCTGTATACCTGGNGATGCGCANCCTATTCAAGGAAGGGCT 

ANAGGGCAGGGAGAAATCGCTTGGAACCTGGGGAGGCCGGNANGTTGCAGNTGAGCCCAA 

GAATCCGTGGCCCACTGCACTCCAANCCTGGGGTGACAAGAAGCCGAGGACTCTGGNCTC 

AAAAAAAAAAAAA 

Sequence 2597 

CCGGGCAGGTACTTCTTGATTTCATCATACAAGACAAGCACAAAAGCACCACCCATGCCT 

CTGAGAACATNGGACCATGCACCCTTGAAAAAAGCTTTGCCTNCTTCATCACGAGCAATC 

TTCCGCCAGCAGTCAAGCCGTGCCTGTGTACAGATGGGGTTTTGCCATGTGGACCAGGCT 

GGTCTCGAACTCCTGGCCTCAAGTGATGCACCTGCCTCGGCCTNCCGAAGTGCTGGGATT 

ATAGGAGTGAGCCACCACGCCCGGCTACAGAGTTGGGTTTTAACAGAAGAGGACCTTGAA 

TGCTGAAGCTTNACAGGGCGGCCAAACTAACTCGCTGATTTTTGCAAGACCACAGTGTAA 

AGGTCGGATGTCCACCTGAAGAAGGGGTGGGTGCAACTCTCTGGGTGCTGCACACACCAT 

GAC CAAGC CTGGGCATGCAGCACCCCAGCTCCCATNCATTCACACTGGTTGCTTTGTGAG 

GTCATTTTGAGAGGGCTTTCANAGCCTTTTAATGAGAA 

Sequence 2598 

AGGTACCTTTGACCCATCATCTTGGGAGGTGGGGAGGACCNCGAGGGNCCAGGCAGGGTG 

TAGGGGMTGTATTAGNCCAANGAGATTTCCCTCTTCATCCGCAGCAGNGTATCTATTCT 

ATACCTGGCTATGGGAGAAGACCCCTTGCATGGGAGGGACCCCTTGCTATGGCCCCTTTA 

AGCCAGGCAGTGGGGATCTACCTGNGGCCCCGGCCTCCCTAAAGTCATTCACATTGAATG 

GGGGGATGAAGGNTCGGGACAGTGGCTCATAAGAGCCCGAGTATTGAGCCCTAANCTGTG 
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GGGCCTMNAMTGTTCCTTTMTAAAACMTCCTTATTTTTTTMNAAAAAAAAAAAM 
TNAAAAAAAANNAAANGTACCTTGCCCGGGCGGGCCGCTCTANAACTAAGNGGGATCCC • 
Sequence 2599 

GGCAGGTACGCGGGTGGACACAATTTCCACAACCTTTCAGATGCTGATGTAGAGCTATTG 

GGAAAGAACTTCCAAACTCAGGAAGTTTGCAGAGAGCAGACAGCTAGAGATAACTCGGGA 

CCCAGAGTTGGTCGACAGATGTTAGGATGTATCCTAGCTTTTAGCTATAAACCACTCAAA 

GATTCAGCCCCCAGATCCCACAGTCAGAACTGAATCTGCGTTGTTGGGGAAGCCAGCANT 

GGGCCT TGGGG GAAGGAAAGCCCATGGCTGTGGTTCAAGAAGAGGGGTGGGGCCTGGGCA 

AGCCCACTTTTCGGGGGAAAAACTCCTTCCGCCCCAGGGTTTCTTCTTCTCTTAAGGGAG 

GAG ATTAT TTIsrrrCACCMACCCCGCTGCCTTTCATGCCTGCCTTTCAAAAGCTAAGATC 

CATGTTTTG CCTTT GCTT MGAG NAATTA(X)TGCAAAATCANGCCCCMGTGGCTTTGGG 

CGMTNCCATTTTAAAAGATTTTCTAGGCCCCTTCMGGGTTTTTGTAG^GTGTNMGC 

CCTTGGTGGGGCAAGGGNTTG 

Sequence 2600 

GGGCGAATTGG AGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGGACTTN Ni I I I I 1 I 1 I I 1 

I I I I 1 1 1 1 1 1 I I I ACGGAGTGTNTGTGGACAGTGCCAACTTTATTGAAGACAGNTCCCTN 

TGAGACTACAGGCCCAGCCACTCANAAGGCTGAGGCAGGAGGATCGCATGAGCCCAGGAG 

TCTGAGGCCGCAGCGAGCCATGGTCACACCACCGCACCCCAGTCTGGCAACAGAGCAAGA 

CCCTGTCTCCAAAAAACAAACACAAAAACAAAACAAAACAGCCAAAAGCAGGCTAGAGGA 

TGCTAMTGAGACTTTCCTAAATCTCCATTTTGGCTGGGACCCAAAGCTGAGGACAAAAA 

TTGGCAMTATATCCATATGTTGCAGATTTGCTGCCNATCCATGMTGATTTGTTAAGGA 

Sequence 2601 

AGGTACATGGAGTTTTGATCAACGGACTTATNCCNCCTCTCCTAGGAACTAAAATGCCAG 

GGCCAGGCTGTGTATTTCTTTCCCAGGAMTTAGCTTTCCAGCCCCTTTATATATGGAAG 

GCTGGGTTAAAGTTATGGTTCCAGMGCTTCCAMTCCTGAAATAGATGTTTTAAAGATG 

CMCCTCAAACACCAATGCTGTTGTTAMGAGCCTATGGGGMTTGCTGCTGCTCTAGAA 

ACTAGTGGATCCCCCGGGCCTGCAAGGGAATTCGGATATCAAGCTTAATCGATACCCGTC 

GACCTCGAGGNGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAGGGGTTTAN 

ATTTGCCGCCGCCTTGGGCGGTMTTCATGGGTNCATAGGCTGTTTCCTGGTGGTGGAAA 

ATTGGTTTATCCCGCTTCACAAATTCCCACACAACATNACCGAAGCCCGGGGAGCCATAA 

AGTGGTAAAGCCTGG 

Sequence 2602 

TGGAGCTCCACCGNGGNGGCGGCCGAGGNACCAAAAAGACTCTCAAAAACCAATACTCCC 

CCGGGCMGGGAATAGCCAAGTTTGTTGCGGTTTNCAATGAATGACATCAGCCCTGTGTA 

GGTCTCMTCAAMTGGGTTCAGTTMCACCATCAGTTTCTTTCCTCTTCCAGATCCAGT 

TGMTTCTTGTGGGCATTCTGGATAGCTGGAACAAGCTTAGACATGAACCCAGACAACTT 

GCAMTTTCMGGMTTTCTCACTGGTGNATTTCATAGGATGCTCAGTGAAAGTAGNATA 

AGGAACTTCAGTGGACCATGGGTTCCAGCGGGGACAAGAAAGAGACTGCTCCTCCGGGAC 

TCCCCCMGTAGAATCTTAAGGGCCTTCTCCTTGGTCTTCTTGTCCAGGGGACATCCCAG 

GGAAAGGTGGAACTTTGCCCAGGC 

Sequence 2603 

CCGGGCA GGTAC GCGGGGGGCATATCAGATACGAGGGCACCATGTAGCACAGCTGGACCC 

CCTGGGGATTTTGGATGCTGATCTGGACTCCTCCGTGCCCGCTGACATTATCTCATCCAC 

AGACAAACTTGGGTTCTATGGCCTGGGATGAGTCTGACCTCGACAAGGTCTTCCACTTGC 

CCACCACCACTTTCATCGGGGGACAGGAATCAGCACTTCCTCTGCGGGAGATCATCCGTC 

GGCTGGAGATGGCNCTACTGCCAGCCATATTGGGGGTGGGAGTTCATGTTCATCAATGGA 

CCTGGAGCAAGTGGCCAGGTGGGATCCCGGCAGGAAGNTTTGNAGACCCCTGGGATCATG 

GCAGGTTCACAAATGGAGGGAGGAAACCGGACCCTGCCTGGGCCAGGCTTGTGCCGGNTC 

CACCCAANGTTTNGAAGGAAGTTTNCTACAGCCGGAAAGTGGGNCCCTCTGANGAAGCCG 

CTTTTGGTTCTAAGAAGGCTGGCGGAGGGNACCCTTCGGCCCGCTTCTAAGAACTAGNTG 
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GGATCCCCCCCGGGCTGGCAGGGAAATTCGGATATCNAAGCCTTATCGATACCCGNCCGA 

ACCCTCGANGGGGGGG 

Sequence 2604 

CTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGCGTGGAGGGTTTAGGCAGCGTGTTCT 

GATTCTTTGCGGGACGGCGAGCGCATTTGTGCTTTGCCCGCCGCGGCCTAGGAGGCCTTT 

TGAGGCCGCGTAGTCGGTGTTTTTGAACTTACTCTACAGCTTCTGGCAGGCCGTGCGGCG 

CCCTGACCCGGCCTCACCATGTTGGTGCTGnTGAAACGTCTGTGGGTTACGCCATCTTT 

AAGGTTCTAAATGAGAAGAAACTTCAAGAGGTTGATAGTTTATGGAAAGAATTTGAAACT 

CCAGAGAAAGCAAACAMATAGTAMGCTAAMCATTTTGAGAAATTTCAGGATACAGCA 

GAAGCATTAGCAGCATTCACAGCTCTGATGGAGGGCAAAATCAATAAGCAGCTGAAAAAA 

GTTCTGAAGAAAATAGTAAAAGAAGCCCATAAACCGCTGGCAGTAG 

Sequence 2605 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTGGGTCTGAAGGGGTCAC 

TCAAGCGCTCTGCTATCTCTGCAGCTAAAACGGGTGTCAGGTTTTCAGCTGCTACTAAAG 

ATAATGAGCATAAGCGTTCACCGACCAAGACTCCAGCCAGAAAGCCTGCACATGTGACCG 

TGTCTGGGGGCACCCCAAAAGGCGAGGCTGTGCTTGGGACACACAAATTAAAGACCATCA 

CGGGGAATTCTGCTGCTGTTATTACCCCATTCAAGTTGACAACTGAGGCAACGCAGACTC 

CAGTCTCCAATAAGAAACCAGNGTTTGATCTTAAAGCAAGTTTGTCTCGTCCCCTCAACT 

ATGAACCACACAAAGGAAAGCTAAAACCATGGGGGCAATCTAAAGAAAATAATTATCTAA 

ATCAACATGTCAACAGAATTAACTTNTACAAGAAAACTTACAAACAACCCCATCTTCGGG 

ACAAAGGAAGAGCAACGGAAGAAACGCGAGCAAGAACGAAAGGAGAAAGAAAGCAAAGGT 

TTTGGGAATGCGAAGGGGCC 

Sequence 2606 

CCGGGCAGGTAC I I 1 1 1 1 1 I 1 1 1 1 1 1 I AACATCTTTG 1 1 1 1 1 AAAATAGAATGATAGAAC 

TTTGCCAGTCTTTAAGATCTTGGCTTAATTTAATGTATTAATCTGTTTGTGCAAACATAA 

TACCACCATTTAAAAATGTTAGGGGGATGAGTTGCAGTTTTTATAATAGAI 1 1 1 1 1 I 1 1 A 

AAGTTTGGTATTGTAAAACATTCACACCTCTGTCCCTCAAAATTGATAATTACCGTTTAA 

AGNGCAGNCATTTGNGGTNTAGAMTCTTGTTTTGTTTTGCTTCCATTATTGAGTTCCTC 

CTAAGGGAAAATTGGAGGAGAAGGGGACTGGAATATGAAAGCCCCAAATTCATATAAAAA 

AGTTTGCGGTTNTAAGGTTTGTATTAAAAAATAGNATATTATTAANGAAAAAAI I I I I 1 1 

TCACTTGATGTTTTGGTTAG 

Sequence 2607 

ATATGGGCGAATGGACTCCCCGCGGTGGCGGCCGGGCAGGA CI I I I I I I 1 1 CI I 1 1 I 1 1 1 

1 1 1 1 1 I IGGAMCTTCCTTTTCTTAGTTGTTGTATTCTTGAAGAGCCTGGGCCATGAAGA 

GCTTGCCTAAGTTTTGGGCAGTGAACTCCTTGGATGTTCTGGGCANGTAAGTGTTTATCT 

TGGGCCTGCAATGAAGCCAGCCGAAGTCCATCCCTTGGGCAAGGGCCGGGCTTGTTGGTG 

GGGTTTTTGGAAAGAAGTTTGGGACCAAGGGGTCCTCCTCAAGGGGGAAGCCGGGGGGGG 

GGTTCTTCCCTCGGGCTCTNGGGCCGCCTGCCATATTTCTTCCTTGCCTTGGGCCGAACC 

GCCTGCTTGAATACCTTGGMTTGTTTTCTTGCCTTGCTTGGTTGTTTTACCTAAGGANA 

TTTCCCTCAATGGTMTGTGGTTTGGTAATTTTAAACCTAATAATCCTTTGGGCTCAATT 

TTCAATCCCACCTCTTGTCCAATCAAGCAAACTTGNTAANGATTCTTTCCCCCAAAAATN 

GMTTTGGCTGGCTTGGGCAMGGGCCTTGAAGCAAATTCNATTGGTTTTAATCTTGCAA 

ACMGCCTGMCTTTCTTTTTTCAAGGGTTCCCCACCAmMGGGMCATTTTNAATCA 

AGGATGTGGAAATT 

Sequence 2608 

CGCGGTGGCGGCCGCCGGGCAGGTCAAACGATGTGTCCGTGATGACTGGTGGGGCTCATG 

TAATCCCCACCTAAGAAAAGTAGAAAGTGCAACTTTATCTTTTAGGTTAATAAGTGCTGA 

GAGATGGAGGTTTTTCCTTCTCATTTTGATGGAGATGCCTAGAAAACCTCGCCTGACACT 

CTTTGTCCAACGCAGGATAGAGAACATAGCAACAGAAAGGGTGAGGCAAAAGGCATGGCT 

GGTNAAAAGGCACTGCATGTTATTAAGGATGNGGGGCCTGGTCCTGTTCGNTTCACATGT 

TTTTCTTNTTnTATACAGAAATAGGAATCTACCAGACAGTAATAAATGCCACTTCTCAC 
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AGAMGTCTGACAGGCTTCCACTGCCTCTGAGAGAACAACAACATGTTGGCTCCATAACA 

TAAAGAAAAACAATGCTGGGTGCGGTGCGGTGGCTCGTGCCTATGATCCCAGCACTTTGG 

GTGGCTGAGGCAGGAGGACTGCTTGAGCACANGAGTTTGAGACCAGCCTGGCCAACANGG 

CGAAACCTTCTCTNTACTAAAAATNCAAAAAAAAAAAAATTAGCTG 

Sequence 2609 

TCACCGCGGTGGCGGGCGGCCGCCCGGGCAGGTA C I I 1 11 1 1 I 1 1 1 I I I I 1 1 1 1 1 I IGTG 

GAGACAAGGATCTTGCTCTGTCACCCAGACAGATGTGCAGTGGCATAATCATGGCTCACT 

GCAGCCTCAACCTCTGGGGCTCAAGCAATCCTCCTGCCTCAGCCTCCCAAGTAGCTGGGA 

CCACAGGTGTGCACCCCCACTCCTGGCTAA I I I I 1 1 1 Al 1 1 I 1 1 GTAAAGATGGGGNCTT 

GCTATGTTTNCCAAGGTTAGTCTNAAACTCCTGGGGTCAAGCGATCCTCCTGCTTAAACT 

NCCAAAGCACTTGCGATTCAGGNGTGAGCCACCMGCCCAGCCCCAGCACCACTTTTAAC 

TAGCTGCATAATCTTGGGTAAACTACTAACCTTTCCAAAGTACCTCGGCCGnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNATTGCCCGCTTGGNGNAA 

TCATGGCAMAGCTGTTTCCGGGNGAAMTG^ATCCCGTTACMTTNCCNAAANATAC 

NAACCCGGGAGCNTAAAGNGTAAAGCCNGGGGGCCCANTGGGGAGCTAACTACAATTAAT 

GNGnGGGCTACTGGCCNNTTCAATGGGGAAAACCNGGNGCCACTTNNTANTGAATCGNC 

ACCCCCCGGGGGAGGGGGTGGTTTTGGCCTTTTCCTTCTNGTAATANTNNTNGCCGGGGT 

NG 

Sequence 2610 

GCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACAATGAGATGGATACAATTAGTNAAAC 

CTTAAAATTAAAAAAGCTGTAGACAACAGAAGGNAAACTGGAAATCCATTTACAATTCAA 

MGMCTCACTAATMCAAMTTAATGTTCATCAACTTCATTTATAATCCATTTNGGCCT 

ACATNGCNTAACTAAANTGACACATGTCCCCGGGGGCTGCAGGCGTNGCNCCAATCTTCG 

CTCTGAGGNGCTNTCTTAACCGNNANACCCTGGAAGCGGGCAAGTCTCTTGCTGTGTCGG 

GACCTTGCAGNCCCTGGCCCTTCCGCCACCATGGGAATACCTNGGGCCGTTCTAGAACTA 

GGTGGGATCCCCCGGGCTGNAGGGAATNCNNTATCANGCTTATCGATNCCGTCGACCTTG 

AGGGGGGGGCCCG 

Sequence 261 1 

CCGCGGTGGCGGCCGAGGTACCAAGTGTGGGAAGATGTTGAGCAACTGGAACTCATGCGT 

GGCAGGTAGGGATGTAAAATGGCACMAGACTTTGTAAAATACTTTGGCAAATTNNNAAA 

AAGNAAACACATAGCTACCATACAACCCAGCCATCCCACTCCAGTATTTAACCCAGGTGA 

MTGAAAACTTATGTCCAMCAAAGACTTGTACTTTTCTATGATGACCCGGGCCGGCTTC 

TTTMCGNTTTTNGGTGCGAACCGCNGCCCATGTTGGCGGGTCCTTGGTAAAAGACCCCG 

CGTCCTGCCCGGGCGGCCGN 

Sequence 2612 

GGAGCTCCCCGCGGTGGCGGCCCGAGGTACANGAAAGTCTAGATGATCTTGTAGTGCCAG 

AAAGTAAGAAAGTAATAAAAAGATGACAGGTCTGTCACAATGATACAGAAGCCAATGTGA 

CAAAGCTCTCAATAGTTAMTCTCGAATTTGAGTAGTAAMGTGACACAGTTTTAGATTA 

TAACCCAAAG AACTAAATAAATATCCATGAGCCCTATTGATATAAATGACAATTAAGGGT 

TTTTTGTTTTGG I I Mil I GGTTGCTTTGGTT 

Sequence 2613 

GAAACCTGTCGTGCCCAGCTGCATTTANTGAATCGGCCAACGCGCCGGGGAAGAGGCGGT 
TTGCGTATTGGGGCGCTCTTTCCGCTTTCCTCGCTCACTGACTCGCTTGCGCTCGGGTCC 
GTTCGG 
Sequence 2614 

GGAGGCGGCCGCCGGGCAGGTACTTTGTTTC I 1 1 I I I I ICCTTTTTCI Mill IAAGACA 

TGGTCTTGCTCTGTTGCCCAGGCTGCAATGCAATGGTGCCACCTCGGCTCACTGCAANCC 

TCGACCTCCTGGGTTCAAGCMTTTTCCTGCCTCAGCTTCCAGGTAGCTGGGATTACAGG 

CGCCCGCCACCACACCAGGCCACATCTATGTATTTAGAGACAGAGTCTTGCTCCACCTGG 

GAGACAAMNCNGACCTCCGTTTAAAAAAAAAAAAAAAAGGGAAAGGAAAGGAGGAATTT 




WO 01/070979 



PCT/US01/09126 



TABLE 1 
427/467 



TTGAACCCAGTGCCCGTTCCTTGCAGATCTGCGAACAGTGGGCACCAGCCTCTAGTCTCA 

AGTGTGAGGTTTGACTCCAGGACGNTGAATTTA 

Sequence 261 5 

CGCGGTGGCGGCCGCCGGGCAGGTACGCGGGTGCTACACGGAGGATGAAGCTAAGGAGCT 

GGCTGCGGAGGTGGAGGGTTCAAGACGGCCCCAATGAAGATGGGGAGATGTTCATGCGGC 

CAGGGAACTTGTCGACTATTTCCCAAAACCATACCCCAACAGTGGAGGGCTGNTNGAGNT 

GCCAACAACGGAGCNTNGCCCCCTGACCTCAGCTACATCGTGCGAGCTAGGCATGGTGGN 

GANGACTTCCNTTTTTTTCCTTGTTNACGGGCTNTTTGGAACCNCCCCXJCGGNNTTTT^ 

NTGGGGNAAGGGTNTTTATTAAAAANCCNTTTTTTTNCNGGCAAGCCTTTTGANATGGNC 

CCNCCTTTNAACAAAI 1 1 I I I I I ANNTTTTTNGANGNGGGCCCCCCATCTTNCTNTGTTC 

CAANATAGCCAAGGGTTGTGTGCNCCTTCCTGCCGCTGGGCATTTTGANCCAGAACNCCA 

CCATAAAAAACGCNTGGGCTAAANATTGTTNATAATGATGGNTTTGGGGNNNCCCCTNTC 

TANMNATAAAGGGGGACATGGGNTTTITTCTGAAMGGNGGNATTTTTNTNCCCCCCAT 

TNAAAAAATGCNCCCCCCGGGGGAAAAAATTTTTN I I I 1 1 1 1 1 1 1 1 CCCCCCCCCCCC 

Sequence 2616 

CCCGCGGTGGCGGCCGGGTACATTGCTATTTTTCCACCTATGTCCACACCTTCTCATGAA 

CTTTCAAAGTCAGAGGCAGNTACCAGTGCCATTAGAAATACAGATTCAACAACGTNGGAT 

CAGCACCTAGGAATCAGGAGTTTGGGCAGAACTGGGGACTTAACAACTGTTCCTATCACC 

CCACTGACAACCACGTGGACCAGTGTGATTGAACACTCAACACAAGCACAGGACACCCTT 

TNTGGAACCGATGAGTCCTACTACGTGACACAAGTCACTCAAAGATCAAACATCTATCCA 

GGCCTNAGCATTCCCTTTCCATCTTACTGGAAGTCTACCTGNGCTCGGGACACANGGGAG 

AAGCTCTNTTGAGGCACCACTTTTTGGGAAACCATCTACAGACACACTGTCCAGAGAGGA 

TTGAGACTGGCCCAACAAACATTCAATCCACTCCACCCAT 

Sequence 2617 

TATTNAGAAGTGGTTCCAGGTCTTAGCACAAAACATGGATGCACTTTAGGCCANNCATGG 

TGGCTCACACCTGTAATCCCAGCACTCTAGGGGGCCAAGGTGGAAGGATCCCTTCAGCTC 

AAGAGTTTGAGACCAGCCTGAGCAACATAGGGAGACCCTATCTCTACCAAAAAAAAAAAA 

AAAAAAAAAAAAGTACCTGCCCGGGCGGCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCTCGAGnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnTAATTGCCCCCTTGGGCGTAATCANTGnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnTCCGNTCACAATTNCACACAACATACNNGCCCGGG 

AGCATAAAAGTGTAAAAGCCTGGGGTGCCTAATGAGNGnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnGAAACCTGTCGNGCCCAGCTGCATTAAATGA 

ATCGGCCAACCCCCCGGGA 

Sequence 2618 

CCCGCGGTGGCGGCCGGGTCTTTAGGATGCTGGTAAACTATGGAATTTCAGACGTGGACA 

TCTGGCAGACATTTTCTTTAAAATGAATAAAGTGAGCTTATCACCTCAAGGAAAACAACT 

NAAGCCATCTGTTGCCAATGATAMMTATGAGATTTAAAAAAAfGTTGAAGNTTCAGGC 

TAAMTTAMATTTTGAAAAACTTATATTGGCCACCACANGTTTGACACCTTACCAATTA 

TTMTGGGANGGTTTTNTTMGAGGNCMCAGTGATNTTMCAMTGTGGGTTTT7TTGN 

TNTTGGNTTATTGGGAGGTTTANCNATTGGGAAGATCTGTAAGACTCAAGNGAACCATGG 

NTNTCCAAATGACTAAGACATGATGGNTACAAAATCACCCCTGGGTAAAAGATCCATTCA 

AAGTGCAGGACAGACCAATGGAATTTAGTGTAACAGAGGTNTGAAAGGTTCATGAAGGCT 

GGGCATGGTGGCTCACGCCTGTNATCCTAGCACCTGGAGGGCCCG 

Sequence 261 9 

CTCCCGCGGTGGCGGCCGGGTAC I 1 1 1 1 1 1 CTTTTCTTTTC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GAGA 

CGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGTAAG 

CTCCACCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCTTGAGTGGCTGGGACTACA 

GGTGCCCACCACCACGCCTGGCTA C I 1 1 1 1 1 I IGT AI I 1 1 I ATTAGAGACGGGGTTTCAC 

TGNG TTAGC CNNGAATAGGNTCGATCTCCTGCCTTGNGATCTGCCCCCCTTGGCCTTCGA 

GCCCTTTTTGACCTNAAGGACCAGCACTGGAATAATGTTTGGGANNCCCNTGCTTTTNAG 



# 



9 
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GCAGGCTTAGGGAGCAGGAAAGCATACAGGTGTAGCAGCCTTTCCAGCTGATCCCCATGC 
CCTGCTGCACCTGGAGGGCTGGAACAAGCTATTCTCATATTGGGGAAAAGGGCTGA 
Sequence 2620 

CTCCCGCGGTGGCGGCCGGGTACTTNGTTCCTTTTCTTTN CI M 1 1 II 1 1 1 1 1 I 1 I GAGA 

CGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAGNGGCGCAATCTCGGCTCACTGTNNG 

CTCCACNTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCTNGAGTGGCTGGGACTACA 

GGTGCCCACCACCACGCCTGGCTACI I 1 1 1 I I I GTATTTTTATTAGAGACGGGGTTTCAC 

TGNGT TAGNC CCGGANAGANTNGATCNCCTGACCCTGGNAACTGGCCCCCTTGGCCCTCT 

MCCCTTTTTGACCCCTAAGGGAANGTACTGGAATATTGT^^ 

NGGCAAGGCTTAAGGGAGCAGGAAAAGCATACANGGTGTAGCANCCTTTCCAGCTGATCC 
CCATGCCCTGCTGCACCTGGAGGGCTGGAACAAGCTATTCTCATATTGGGGAAAAG 
Sequence 2621 c 

NCCGCGGTGGCGGCCGCCGGGCNGGACCTGTTTTATCCCAGCTGAGAGGCAAGGAGAACC 

7TTGTTTCTTAAAAAATAAGCTGGTTTCAGCCAGGTGCGGTGGCTCACGCCTGTAATCCC 

AGCTCTTTGGGAGGCCGAGGCGGGCGGATCACCTGAAGCCAGGAGTTCGAGACCAGCCTG 

GACMCATGGTGAGACCTTGTCTTTATTAAAAATGCAAAAATTTGGCCAGGCGCCGNGGC 

TTTACCCCCTTATTCCCAGCACTTTGGGAGTCCCANGCAGGTGGATCACAAGGTCAAGAA 

ATTGAGACCCTTCTTGTTTACACCAGGGMCCCCCTTCTTTCCTAAAAATTThJTAAAAAC 

CAAANTTGCTGGCATGGNGGGGGCACCTGTAGTCCTAGCTACTTGGGAGCCTGAGGCANG 

AGAATGGTGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCCGAGATCGCACCACTTGCAC 

TGCAGCCTGGGGGACAAGAGTGAGACTCCCTCTCNAAAACANAACAAAACAAAATTNNCC 

NAGCGTGGTGGCAGGCCCCTTGAGGCANGANGAATCACTTGAACCCCGGGG 

Sequence 2622 

GGGCNAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGANGACCTTAGAAAAAGGAG 

GAAAGGAGGAGAGGCAGATMTTTGGATGMTTCCTCAAAGAATTTGAAAATCCAGAGGT 

TCCTAGAGAGGACCAGCAACAGCAGCATCAGCAGCGTGATGTTATCGATGAGCCCATTAT 

TGAAGAGCCAAGCCGCCTCCAGGAGTCAGTGATGGAGGCCAGCAGAACAAACATAGATGA 

GTCAAGCTTTGCCTCCCCCCCCCCTTAGGGAGTTAAGCCAAAAGCTGGACAAATTGCCCA 

GAGCCTGTGATGCCTTCTTAGCAGGGAGAGCAGATGGAAATCCACCTTGTAGAGGCTTCC 

CCAGAAGAACCTCCAAATTCTGTCAGCTNATACCAGAAGTTAGAACTTCTGCCAGAAAAA 

AAAAAAAAAAAAAGTACCTGCCCC 

Sequence 2623 

TGGAGCTCNCCGCGGTGGCGGCCGAGGTACTTCN I I I M I I I I 1 1 I I I I I H I CTTATTT 

AGGGGAGMCTTTTACC1TTTCACTTMTGCACTTCTCTTTGGTGTATCTGTNTTGNGNG 

CAACACTACTCTTGCTCTTNAGGGCCATTAANTAAAATAAGAGTTACTCAGGCTGGGTGC 

AGTGGCTCATGCCTGTAATCCCAGCACTCTGGGAGGCCAAGGCGGGCGGATCATGAGGTC 

AGGAGTCAAGGGCAANCCGGCNAMTNGGGGAMCCCCAANTTTTTCTAAAAATACAAAA 

ATTCNTCCNGGCAATGGGGGGCNNATGCCTNAAATCCCAANANACCCTNAAAAGGCTNGG 

GNCNGGGAAAANTNTTTNTAANCCAGAANCCCCGGGNGGNNGGGGNGNTGNANATANGCC 

CMTANNCCCCCNTTNNCNTNTNCNCCCGGGGGAANNNTTGGAANNCCTTTNTTNTNAAA 

AAMAMCNAAAMGGNTNTCNCTNTNCCCCCCNNGGGNMNNNGANACCTCTTTTTTTT 

CTCCNCCCNNNTTTCNCTGGGGGGGGGGNNGAATNTTANTAAAANAANCCNCCCCNGGGN 

GANANAATNTNANT 1 1 1 T I I I CACCCCCCCNCGGGG 

Sequence 2624 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAACATACTGCTTTGATTGATAT 

ATACAAAACACCACCTNCTTTTGATGGAAACGGGGCCCAGAAGCAGATCCTGNGATGAGG 

ATTAATGTGCAATTCATGTAATNTATANCACAGTNTTCAGGANGTGCTCACAGGATAAAC 

CAATGAGGGAGNGGGTTCAGGGGCNGGACAGGGAAGGGAACTAAACTGNGCAAGGGACNN 

TTTNNGGGCANGGNNCGGNCTTAAGCCTANTCCCGTTGGGAGCTCTGGACATACATNAGG 

CTTCAAAGNTNGGNNCAACTGGGNGCAAAAAAACCTGGGCTGTTTATGCCTGCACCCCTT 

TAGGCACCCTAAGCCCTACTTTGMGTNTTTATTTTAGCTCTCAATGTGTTGAACTTATA 
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AGGAAATTAAACGTTTCATGAGTTAAG 
Sequence 2625 

TCCCCGCGGTGGCGGC CGAGGTACAGA TAATTCAAATCTATTATCTAATGTATTAGGTTA 

ATTTCTATTTGTTCTATAC I 1 1 I I I I I I I I I I 1 1 GAGATGGAGTCTTGCTNNGTCGCCCA 

GGCTGGAGTGCAGNGGTGCAATCTTGGCTCACTGCAAGCTCCGCCTCCTGGGTTCATGCC 

ATTCTCCTGCCTNGGCCTTCCAAGNAGCTGGGACTACAGGTGCCCGCCCCGACACCTGGC 

TNATTTTTAAAAAAATTTTTTAGTAGAGACAGGGTTTACCGGGTTAACCAGGATGGNCTC 

NATCTCTGACCTCGGGATCCCGCCCNTTTGGGCCTCCAAAAGACTGGGGATTACAGGGCG 

GTGAGCCACCG ACCC GGCCTATTGACATTTTTTAAG 

TAGTAATTCGTCTTTTATTGCAAAGATAATTTGCTTATTNGACTNAGAAAAATGATTTGT 
GGGCATACAATATTGTATGTGGTACCTGCCCGGGCNGCCGCTCTAGAACTAGNG 
Sequence 2626 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGATAATTCAAATCTATTATCTAATGTAT 

TAGGTTAATTTCTATTTGTTCTATAC 1 1 I I II I I I I I I 1 1 1 GAG ATGGAGTCTTGCTCTG 

TCGCCCAGGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAAGCTCCGCCTCCTGGGT 

TCATGCCATTCTCCTGCCTNGGCCTTCCAAGTAGCTGGGACTACAGGTGCCCGCCCCGAC 

ACCTGGCTAATTTTTAAAAAAANTTTTTTNAGGAGAGACAGGGTTTCACCCGTGTTAGCC 

AGGATGGNCTCGATCTCCTGACCTCGGGATCCCNCCCNTTTGGGCCTCCCAAGGACTGGG 

GA TTACA NGGCGGTGAGGCCACCGCACCCGGNCTATTGACATTTTTTAAGGNTTCAGATT 

TTCTTTTGNGNGTCTAGNAATTCGTC^ 

AA 

Sequence 2627 

GCTCCCCGCGGTGGCGGCCGNGGTACAGATAATAACATCTGATATCCACATGGGGTCTGG 

AGGTGCNAGCCACCTTCCTTTCATCCCACGGTCTCACAGCAGCCCTGGAAAGAGGCTGCT 

CTCTGTTGGAGGCTAAGGGCCAGTGTTGGAAGGAGCTCTGGTGGAAAAGTGTGGTCTGCA 

TGANGGGCTCCCATGAATNAGAGGATAGGGGTGGCNGGTACCTGCCCG 

Sequence 2628 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCAGAAGGTCCCGGCAGCAGCAGGA 

AGAAGACGGACCCCGCGATGAGGGCGGCGGCANGGAGCACCTTCATGTTGCGTTCGGAGC 

CCCGCGTACCCTATGGACAGTTGTGTCCCCAAGGAAGGATGAGAATAGCTACTGAAGTCC 

TAAAGAGCAAGCCTAACTCAAGCCATTGGCACACAGGCATTAGACAGAAAGCTGGAAGTT 

GAMTGGTGGAGTCCAACTTGCCTGGACCAGCTTMTGGTTCTGCTCCTGGTMCGTTTT 

TATCCATGGATGACTTGCTTGGGTAAGGACATGAAGACAGTTCCTGTCATACCTTTTAAA 

GGTATGGAAGAGTCGGCTTGACTACACTGTGTGGAGCANGTTTTAAAGAAGC 

Sequence 2629 

ACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCCGAGGTACCTCATCCCCTCAG 

TGACTMGAATTGCAGNATTTMGAGGTAGCAGGMTGGGCTGAGAGTGGTGTTTGCTTT 

CTCCACCAGAAGGGCACACTTTCATCTAATTTGGGGTATCACTGAGCTGAAGACAAAGAG 

AAGGGGGAGAAAACCTANCAGACCACCATGTGCTATGGGAAGTGTGCACGATGCATCGGA 

CATTCTCTGGTGGGGCTCGCCCTCCTGTGCATNGCGGCTMTATTTTGCTTTACTTTCCC 

MTGGGGAAACAAAGTATGCCTCCGAMACCACCTCAGCCGCTTCGTGTGGTTCTTTTCT 

GGCATCGTAGGAGGTGGCCTGCTGATGCTCCTGCCAGCATTTGTCTTCATTGGGCTGGAA 

CAGGATGACTGCTGTGGCTGCTGTGGCCATGAAAACTGTGGCAAACGATGTGCGATGCTT 

TCTTCTGTATTGGCTGCTCTCATTGGA 

Sequence 2630 

CCGCGGTGGCGGCCGCCGGGCAGGTACAGATAGCAAAGACTGGGACCACAGTGGAGGGAT 

GCCTAATCCAGACAAGGGCAGGAATAGGCAGGGAAGGCTTCCTAGAGGAAGTGATTTCCA 

AGCTGAMCTTGACAGATGGAACAGMGNTAGCCAGAGATGGGAAAACTATTTTTGGTCA 

ATGGAAGANCAGGTGGTTGAGATAGAATCTGACACATGANAGCAAAAAAAAAAGTCCANN 

GNTGGGAGAATACNGNGTGAGAATAAGACAATNTTAAACTGGCNATATAAGTAAGNGATC 

ATCACAAGGCTTTGTAGGACATAGTAGGGAGTTTAAGACTTTTTATTCTGAGGGCAATGG 
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GGAATCACAAGAGGGAGTTAGGCACTNTACACAACTTC 
Sequence 2631 

TTAGGGCGAATTG GAGCT CCCCGCGGTGGCGGCCGAGGTACCTGCAGGCCTCCTACACCT 

ACCTCTCTCTGGGCTTTTATTTCGACCCGNGATGATGTGGCT 

Sequence 2632 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTGGATATCATACGAAAGTGT 

AGTTTCAMGGAGATGGACAMCGATACCTACAGTTTGATATTAAGGCCTTTGGNGAAAA 

TAATCCTGCCATTAAATGGTGTCCTACTCCAGGCTGTGACAGAGCAGTAAGACTAACGAA 

ACAAGGGTCAAATACATCTGGATCTGATACACTCAGCTTCCCATTGCTGAGAGCTCCTGC 

TGTTGATTGTGGAAAAGGACACCTCTTCTGCTGGGAGTGCCTTGGTGAAGCACATGAGCC 

TTGTGACTGCCAAACATGGAAGAATTGGCTGCAAAAAATAACCGAAATGAAACCAG 

Sequence 2633 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACC I I I I ) I ) 1 1 1 I U I I I ) ) 1 1 1 I GAGA 

CGGAGTCTCGCCCAGGCTGGAGTGCAGGGGCNCAATCTGGTCTCACTGGNNGCTNNGCCT 

CCCGGGTTCGTGCCATTCTCCTGCCTCANACTGTCGAGTAGCTGGGACTACAGGCACCCA 

CCACCAAGCCCAGCTACTTGGGATCGCATGAGCCTGGGAISfTTTGAGGCNGCAGTGAGCCA 

TG ATCAC TCCAGCCTGGGCAACAGANNGAGACTCTNTCACAAAAATTMCTTTACTTAAT 

TACTTTTATTATTGNCATAATCGCTCCATTTTATTGTTGTTTGTTGTTGTTGNAAACCAA 

ATTGTAAMCCATTTTATNTTTTGTTGCAMCCMAMGTTTCTGAGACAGGTCTTAATT 

TATTTAGAAGTTTATTT 

Sequence 2634 

TGGAGC TCNCCC GCGGTGGCGGCCGAGGTACl U > I I I I 1 1 I I I I I I I I I I i GTGATAAG 

GCTAATA I I I I I I AAAAGGAGGCACAGTGAATTTAAGACATTGACATTTATAGCCGTAGC 

TCGACGCTTACTCTTGGAGGCCCAATTATCATCCCTGTCCATCTTGTAAGTGTCATGTCT 

TCGTCATCTTCTAGACCCCAGCTAACTGTGCCATCTCCTACTCCTTTCTGGCCTTCTTCG 

AGTTCTTCCAACAGTCGGAAATTGCGAGGGACTTTTACTCCCGAGCCCGTGGTGGCTGCC 

ATCTTGCGTCGCTGTTGCTTGAAGGCCGGCCCCTTCTCCCCGCGTCCTGCCCGGGCGGCC 

GCTCTAGAACTA 

Sequence 2635 

CTCCCCCGCGGTGGCGGCCGAGGTACTCTCCGCCTAAGTCCATAGAGAGGCTAACACCCT 
TCTAGTTTATTAGTCTTTGNTAMCCTATGA 

CANNGTGGAGGNCACNCAAAMTGTTTCTCTCAACAGCTGTGATAAGTATAGGCTTATTT 

TGATGTCTAAAGATCTGNTACCTGTATCTGNTTTCATCTTTCAACACAAATTCATGGGAA 

NNTTAACTATGNNCCTGTGNTCNGGACAAGTGTGCATGAGAACATCATNCACTAAGTTTA 

TCATNAAATGGGAAANGAAGCAGACNTTTTAAAAAGCACCCAAACCGGCCGCTCTAGAAC 

TAGTGGA 

Sequence 2636 

AGGTACGCGGGGGCTGACTCTCTTCTCAGATTCAGCCCAGTTGCACCCAAGTAAAATAAA 

CAGTCTTGTTGCTCACACAAAGCCTGTTGGTGGACTCTCTTCATATGGACTCATGTGACA 

TTTGGNGCCGAAGACCTGAGACAGGAGGACTCCTTTGGGAGACCGGCCCCTGTCCTCGCC 

CTNTTTCA TGAG ATCCACCCATGACCTTGGGGTTCCTCANCCCAGCNCGAANGAACTTCT 

TCACCAANTTTTAAATCGGGGACCGCAAAGCCAACAAGAATGAAGAAGTGNCCAGGTATG 

GTGGCTCATGCCTGTAATCCCAAGCACTTAGGGAGGCCGAGGAGGAAGAATTGCTTGAGG 

CCNAGGAATCCCANACCAGCCTTGGACAACATGGCAAAATNCCANTNTTTTCNAATNANA 

TTAMGNAAANAAATTAAAGTTACCTGCCTNGGCGGGNCGTTCTAGNAACTAGTTGGANC 

CCCCCGG 

Sequence 2637 

TTAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACGGTCAGTCCG 
GGTCCTAAGGGCGCAGGGTAGGGCATNCCACTGGGAGTTCAAAGGGGAAACNAAGATGGT 
TCCCACTGCTGCTCAGACAGTGTCGCTAAAATTCCCTCACTCATTTTCMGTCTTGTTTT 
ACATAATGGCTTTTAMGCAACTTTTGTTMTGCTNCTGATNCTTTAATNCAMCTATTA 
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ATGTNCCATTTTGGTGACATCTGGGTTTTCATACANAAAAAAAAAAAGTCAAAAAGGGGA 
AACAMAANATATTTACACATTTTATATATAAACTTAAAAACCTTGTACCTTN 
Sequence 2638 

CGAGGTACTATGGCAGTTTTGCCTCAGGTGCTGAACATTTCTCAGCCCTGGCTAAAAGGG 

AGCAGCACAGGGAGAGAAACAGGATAGGAAAGCAGAATGGCGAGCAGCCTATGGCCCAGG 

GCCTGTAATCCCTTCCCAAGACTAGCTGCTCAGGGTGGTGCAGGGACAGGACCAGACCCT 

GCGCCTATTTCCTGCCTTCTTTCCCTATAGGGAACTCTGTAGGCTGAGCCACTGTCCTGC 

TCTTATGACATTATATCTTGTGCCTTTCTCCTCAGCAGTGAGCAGTGAGCTACTCCTGGC 

CCAGGCCCTAGGGGAMTGGATCAGTCTTTGAGGTTTCTATTTGGGGAGGGGAGTACCTG 

CCCG 

Sequence 2639 

CCGCNTGGCGGCCGAGGTACTTG 1 1 1 1 I I 1 II I I I 1 1 I GAGACAAGGTCTCGCTCTGTCA 

CCCAGGCTGGACTGCAGTGACATGATATCGGTCACTGCAACCTCTGCCTCCTGGGTTCAA 

GGGTG ATTCTCGT GCCTCAG CCTCT CAGGTAACTGGGATTACAGGCATGCACCACCATGC 

ctcgtai nrm IGCGTGTGTTTTTAGTAGAGACGTGTTTCACTATGTTGTCCCGGGCT 

GATCTCCAACTCCTGTAAGTCAAGTGATCTGCCCGCCTCAGCCTCCCAAAGTGCTGGGAT 

TATAGACATGAGCCACCACACCTGATGTCTGATGCTTATTTATTATGTGACCTTAGCGAA 

GTGTGGTAGTCATTAAGTGCTGGTCTATCTCTATACCTTCCCCAGGCAAGGTAGGATTGC 

ACTTNCCGCTCCACTTGTGATTAGGTGGAGCCATGTGACTACTTT 

Sequence 2640 

TGGGCTCCCCGCGGTGGCGGCCGAGGTACTAGAAACTTTCCAAGGAGTCTTGGGTGTGTA 

GCCAAGAGGAGCCATGAGCTATGGACTCCTCAAGCACGGGAAGAGGAGGTGTGTGCTGAG 

AACAGAGAGGCCCTGCCCTCTGTCCACTAGCGAGAATCCCTAGCTGCCCCAGCCCAGTCT 

TTCTCCCCGGCATTCACAAACTTTGCAAGCGTTGGTCCAGGGCCCTTCTCCAGATCTGTT 

NCAACTTT GNAG AGTGAAGGGCTTGAGCATACGGGGGAAGAGAGTCTGCATNANGTTAGG 

GGGAAAACTTTTAAAAGATACCCTCATTGTGTCAAAAGAAGTGTGCCAATCTATTTTTGT 

ATCAGCATTGGGAAGNGCACTTTCCCCTGGGGCCGTGTGGGTGNGTGAATGTGCAAGTGT 

CTGAGAGATACTGCATCAAGCCCTAGACCCTCAAGAGCCAGTCCCGCCCTTTTACAGAGC 

ANTCCCTTATCCTGGGGCCATGGGTCAGGCTGACCTTCAA 

Sequence 2641 

CCCCGCGGTGGCGGCCGANGTACGCGGGGGACTTCGGGCTTGTTCGCTGGTGGCGTNNGA 

GCCNAGCCCGGACTGGTCAGGATNGATCACGGACGTGCAACTCGCCATr4TGNNGCCAACA 

TGCTGGGCGTGTCGCTCTTCTTGNTTGTNGATCTCTATCACTTACGTGGNCNGTCAAACA 

ATTCCAAGMTGCANGAATGAAAGTTGGCGCTTTCTTCCGCCCCANGGTCCCAGGACATT 

AGTCTGNGGCANGATNGAGGGGTNTNGAAGGGGCCTTTCACACTTMCTTTATTCCTTTT 

ACCCTTCACMCATACAAAAGGCAACTTACACCTGGGATTTTTNCAAAACMCCTTTTAT 

TTCCCTCAGANGNCTTTCCNTTAATCCCTATGGAACAAAGAANGCTNGNCCACTTGAANT 

AGGGGCCCNAGTATAGGGGGCTTTGCTTTTCTACTTCCNTC 

Sequence 2642 

GGACTCCACCGCGGTGGCGGCGAGGTACGCGGGTATCTGTCATAAGCTCAACATCTGTAG 

ATCAGAGGGCT ACCAG AGGAACCAGTTTTAGAAGATGAACAACACCTNTTAGAAAAGAAA 

TTGCCTGTNACGTTTTGNAAGATAAAGAAGCGGGGANAACTTCGAACGTTGCAAACCTGN 

AAACTGGGAGAAACGANGGCAAGCTCTNTTGGAACAAGCAAGCTGCAAGGGAGCAAGGNN 

CGCCTGNCCCANCATGGAGCCGGCCNNGNCNANGGAAAAGGAAGGAGCGTGAGCGCCAGG 

AGCAAGAAGCGCAACAAGACAACTTGGAACTNGGGGAAGCAACTGGGAAANGCATGCTGT 

NAGCTANNAACCTGCANTATNAGAGGGAGGAGAGGGAGGAAAAGAAATTNGANAGGCGAA 

GAGGCTNGCAAAACTGGGAAACTTGAAAGGCAACGACAACTTNGAGTGGGAACCGGAANT 

CGAAGGCAAGAACNTNCCTAAATCAAAGAAACATAGGAACAAGGAGGGACATAGTTTGNA 

C 

Sequence 2643 

CAATTGGACTCCCCGCGGTGGCGGCCGAGGTACCTTATGTAGCCCAAGAAATTCAAGAGG 
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AAATTGATGGGGCTCCTTCAGGAGCAGCGTGCAGATATGGACCAGTTCACTGCCTCAATC 

TCAGAGACCCCTGTGGACAGTCCGGGTGAGCTCTGAGGAGAGTGAGGAGATCCCACCGTT 

CCACCCNTTCCACCCCTTCCNAGCCCTACCTGAGAACGAAGACACTCAACCCGGAGTTTG 

TACCTGCCCGGGCTGGCNCGCTTCTAGAAACTAGTTGGATCCCCCGGGCTGCAGGGAATT 

CGATATCAAGGCTTATCCGATACCGTCCGACCTCGAG 

Sequence 2644 

AATTGGAGCTCCCCGCGGTGGCGGCCGGGCAGGTAC I I 1 1 II I I 1 I I I 1 I M II I 1 1 GGA 

AACAGGGTCTTGCTATGTTGCCCAGACTGATCTCAAACTCCTGGCCTCAAGCAATCCTCC 

TGGCTTAGCCTGTCAAAGTGCTAGGATTACAGGTATAAGCCACTGCACTAAGTCCAGTGA 

ATCATTTTCCAGACAACATTTACTGAATATCCGACACTGCCTTCCACAGACGGGGGAGGT 

TTCCCAAAGAGGCCGTGCTTTTTGAGAAGCTGGCAAGATAACCCTGGGGTGGAGGGAAGG 

TGGCCCGCAGCTGAGACCACCACCTTACTGTCCCCAAATCCTCACCAGAGGTTGCTGACA 

CTTTCCTNTTCCCCATCCTCATCTACTTTTCAAATTAGAACAGTAGAAAATGGGATGATT 

AGGCTCCTTNNCATTTTTAAAAAACCCCGTTGTTTCAMTTTTTNTAGACNCCAAG 

AAANGGGNGTAATCNCCTTNGTAAAATTTAAATT 

Sequence 2645 

CCGGCAGGTACCAATCATATAATNTATATAACATTGCTATCAGACTAAAAACACATTCTT 

AGCTAAAGATAACTTACCATTTAGAAGTCAAAATGCAGGGMTCTTACTCCTGTTTCCAT 

TTTNTGNCCCNCTTGCTTCACTCGNGTATGNCATGCTCTATCTCTTCTCCTATGCAGACT 

TTANGNCNGTNGGCCATTMNTCTTGAAGAAATTTCCTTCNNTCTTGCTGTCACNTACCA 

NNTTANTTGGTCTGCGTGCAACAAGAAGGNGTATTATANNAAAAAAGTTCTTGCTTAACC 

ATTCANGATTAAATAAANAAAAAAATTCCTTTGTTTNAACATTTTGNTA I I I 1 1 IGCACA 

TACACCAAACTTTTTTAATTGCCTTTTNCANAGNNCCTTTCCCTCCAAAAAATAAAAAAC 

AAAAAATCTTCAATCNACATAAAATCAAACACCTGTATTGATCCATGTTCATGCTAAGCT 

GGGNAA 

Sequence 2646 

ACTCCCCGCGGTGGCGGCGAGGTACAAGCGCTTTGAATATCATGGGCACCATGACTGTGA 

CCCTACAGGTAGGATTGGATCACTCCATGAGAGTAGCCGGCAGGTTTCTACAATGGCCTG 

GGMTGGACTGATTATTTTTATACATTTTCTGGCCTGAGAGAAAGCCAAGGTCCCCTGCT 

GTTCACAGCAACCCTGCCTGGGAGCTTGGAATCTTGGTAAATCTGCCCCGTTNGGATCTA 

TTGGAGGTAGGCTCACCCTTTTTNGTCTTTTGTGGGAAAATTAAAGAGAAATAATTNTCA 

GACNTATCATCACCTCCAGTGGAACTAGAGAANACCTGGACCCANCTGCACTATTTTAAT 

GTAAAAATAACAATATGGCCAGGGTGCAGTGGCTCACGCCTGTAATNCNATCACTTTGAG 

CAGCCAAGGCGGGCGGATCACGAGGTCAGGAGATTAAGACCATCCTGGCCAATATGGGTG 

AAACCCTGTNTTTACTAAAATACAAAAAAATTAACTGGGCATNGTNTTGCGTGCCTGTNG 

TCCCANCTACTTGGGANGGCTGNGACCAGGGGAATTGCTTTGAACCCCGNANGGCNTAGA 

ATTGCANTGAGCCNNAATCANGCNTCTGACTTCTACCTNGGCGACAGGANTGGGACNTTT 

TNTTAAAAAA 

Sequence 2647 

AGGTACCCTATATTCTTCTTGATTTCTAGCCTTTTATTGGCTCTCAGATTGCCAGAGTTG 

GGACTCAATAGTAAGCANCCATTCTGGTGAGGCGGAAGNGATNCTACCAGGGTGNGTTNT 

CATGACAAGCANMTCACTGNGTTTTTCTCTCTACTCTGTGGCATANGACTCTATGCCAT 

AGAGNGACGTGTGAAAGGCTTGAGGCT 

Sequence 2648 

TCACCGCGGTGGCGGCCGCCGGGCAGGTACTTATTTTT C1 I I I I 1 1 11 I I 1 GGGGGTGGG 
GNCCTGGGNANTTTTNTNMGGGGCTTTTTAACNNGGGANGANANCCTGTGCCGGTTCAN 
C CCAN GCCGGTNGTNAATTTTCANCC 1 I I I I I CANCTNGCTTTGGGTTTTTAAGGCTTTN 
GTmCNANCNTTTTTCTTTNAAANCCTTC 

CTTCNAAATNTGGGCCTGGGTCCCTTNTCCCCGGNTTTAAAAAANAACTTNCCAAAAACA 

AAACANTTTTTTCCCCTNG 

Sequence 2649 
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CCGCGGTGGCGGCCGCCCGGGCGGGTACGCGGGGGTCTCCAGAGTGAGTGTTCCGGAGAG 

CACCGTGTTAGGGAAGGAGGAGGCTGCGGGCTAACCTGCCGGGAGGGAGGATGCTACTGC 

CTGTTTCCTATTAGTGACAACCCACCTCCTAATCACGTCCTGCTTCAAACAAGGTAACAT 

CACAGGACAGCCTCCGAMCAATMCTGTTTGAATATCCTTAATCTTCGGCAACTTCAAT 

MCTCCCCAAAATATATGTAATCAGAGMTTAACTTTTACAACTTTTGGTTATTGTTTGC 

TTGAACCATAAAGCAGAGCTCTTTCTGGGATAAAAAAAAAAAAAAAAAAAAAAAAAAAGT 

ACCT 

Sequence 2650 

AGGTACTTCACAATACAACTCTTGCAGAAAGTATGAAGACACTCTGTGATGGTGGTGGCA 

TCCACGAAGTAGCCGGCGCATAGGCAGCMACAATGTGTTCATTCAAGTCTTTGATCTTC 

ACTCGAACCTCCTCCTGACCCTCCTTTCCCAGGGGAGACTACACAACGTCGGCGACACAA 

CGCGCAGGCCCCCGCGTACCTGCCCG 

Sequence 2651 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATAACAAGCAATAATAAA 

AGTCCTCTGCCGAAGACAGMTAGTGTMAACCTTTCCTTCCCCTGCCCTTACAGATTTC 

TAGAGAAGATAATTTGGGMTAAMGGTATAAMGGTTTTTGAGAAAAGAGAGATCAAAG 

GACATTCAGAGTTCGGGAGGATATCTGGGAAGCAGACTTAGCTTAGATCCTAAAGGGTGT 

AGAAGATCTGCATTGCTGGGGAGGAGTGTGGGAGTGGTAAACCAGTCAAAGAATTCACAG 

ATGTGCTGGGAGGAGGAGAAGGGGAGCAGAAGCAGGAAAACAGTCTGGCTGAAACACTGG 

TTGTATTTCAAAGAGCAGTAGCAAATCAGGGTGGATAAATGTGTGGGCCTAAGCAGCTGG 

TGAGCATTAAATGTGTAAGMTCMATTGTATCCTTAGCAAACCTCTGAAGATTTCTGAG 

TMGATTTTTATGAGTGTTGGTAAATTTATATAGGATGCATATGGGTAGTACCTGCCCGG 

GCGGCCCGCTCTAGATCTAGTGGATCCCCC 

Sequence 2652 

CCGCGGTGGCGGCCGAGGTACATAGTGTCGCGMCTCAAATCGGCATTTAGATAGATCCA 

GTGGTTTAMCGGCACGTTTTTGCTTATMAAAMGTGCAMAAAGATGTGGTTTACAAG 

TTAMGCTACAGAATCCCTTTTTGCTGTMTTGCACCAGTTTTAAAGCCTCTGGACAGAG 

CAGTATTTCGTTTAAMCTTTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTMTT 

CCCCTTTTTACAAGACGGGGGCCGGAGGGTGGACACTGGTGGCAGGTTAAGGGATACTGT 

CACTTTAAGAAGCCTGCAGATTGAAGTGTAAACATGGAGAAATTAGGGGCTGA I I I I I I A 

AACTGTGTGAGATATTAACCAGCCGCCCTGTTATAAAATCAGGAAATNCAAACAGCGATT 

T ACAC CGATTAACACCCCCTTTATATATTTTTTACAAAAATCACTGAGAAAATAATNAAC 

GTTTTCATCTCTCTTGGCTTTTTTTGGTTTTAAMAGTGTCAMM^ 

IMTTAAAAATTTAA 

Sequence 2653 

CACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCGCGGGCAGGTACACCAA 

ATGGATTACAAGCAGCATCCAGCAGAAGACAGACCCCCCAACCCTGCCCACCAGGGCTCA 

CACTCTACAAAACCCTGAGGGCCTAGAAATCTGTAAATGCATCGCCAAGCACTGGGGCTG 

ATTTGCAGTAATTCTCTAAGCAAGGCAAACATGATCTAGCTTTGAAGGCAGCATGAAGGC 

AGCGGGTTGGTGAGAATAATCTCTCCTTAAGAGAAGAAGAAACCTGGGGCGGAAGGAGTT 

TTCCCCGMGTGGCTTCCCGCGTACAGAACACAGMCTTATTTCTGTCAGTTATTTAATA 

CATTGAAAATTTAGTGAAATGTTCAMGAGAATAGATGTTTCCCAAAACAACAACTTTAT 

GTTAAAAATAGTCATTAAAAGATCTGTTGTAATTAAAA 

Sequence 2654 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTAAAGGTATAGT 

AGTTGGCAGCAGAATGGACCCATTGAGGATAACTATAAAATTACNGAAAATATTTAAATG 

CAACTTATTGCTATAGAAGCAAAGAGGACTAAAGGGCAAAATTCTAGAGAGTGGTAAATC 

TCAGAAAGCACAAGCATAAAATGCAGCTCTGGGGGCCCTTTCCACTTCTGGCTATAGGGA 

AGAACCTGAATACTGAACTTGATTCAGGCAGAGGACCATAACCTGGGGGTCAGGGGAAGG 

CATGGGGGGGACCAGAAACCAGAAGAACGATCAAGACTGCAATGAAAAAAATGGATACAT 

TAGGAGCTTCAAACACATATAATTTCTCAAGAAATTTCCAGATTCTCATGCTGCATAGGG 
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CAGGAGCCTGAAMGCTMTTTGAGAAGATAATAAGTTGGATTTTTGNTTTGTTTTGCAT 

TTTGCAAGTACCTGCCCGTGCCGGC 

Sequence 2655 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGGAGGTACCACTGAATCCAAGG 
CTCTCTTGGGTAGCCTATGTGCCTCTTGGATGGTATGTGGAAGCCAAGGACTGTCTGAAC 
GTGCTGAACAAGAGCAACGAGGGGAAAGAATTACTCGTCCCACTGACGAGTTCTATGTAT 
GTCCCTGGGAAGCTGCATGATGTGGAACACGTGCTCATCGATGTGGGAACTGGGTACCT 
Sequence 2656 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCCCCGGGCAGGTACTTGAACAGTAGGAGG 

AGGTGGTTCCTCATTCGTCTCCCGGGAGCGTCCTCTTCTCAGTCAGGCTGGCACCATGAC 

CCAAGGAACCTCGGCGAGTGACGGATAAACACCAGTCGGCCCGCGACTAAGAGCTGCGCC 

CCCGCGTACGCGGGTCACCAGGGTCAGTTTCTTTAATGATGGTTTCCAACTGGCCTAATA 

CATTAAGTAAGACTGGCTGATAACATGACCAGACAGACATAAAGACCCTGTTGGGAATGA 

CATTGMCTCTCAAAGTCMGATTTCTTACACAAATCTATCAGCTGGAGAAAATGAAGGC 

AGTGTGGTATATGTGTGCAAATAAGGACATTATGAAGCTTAAATATGGAATGTCTCTTGG 

ACCCCCGATGTCATCTGNATTCTCTTTTTCTTCTTGTACCCT 

Sequence 2657 

CGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTTGGCTCACTGCAA 

CCTCAACCTCCTGGGTTCAAGCGATCCTGCTGCCCCAGCACCACCCCCTCTCCAAGTAGC 

TGGGACTACAGAAGTGCATCACCATGCCCAGCTAGCTAACTTGMTTTTTAGTAGAGACA 

GGGTTTCACCAGGTTGCCCAGGCTGGTCTTCTGAGCTCAAGCAATCCACCTNCCTTGGCC 

TTCCAMGTGCTGGGA7TACAGGCGTGAGCCACCGCACCCGGCCCATTTTATATATTATT 

TTTGCATAGCCTTCATTGTCTTAGCAMGTCAGMGAAGACCANTAACATMTGTNATTT 

AATTAACAACAACGNCAACAACAACAACAAAACAACCCNGGATGGGGGCAGTGGCTCAAG 

CTAhfTMTGGCCGNCCTTATGAMGNCCMGGGGNGNGGATTGGTTGATTCCATTTTAAA 

ACCAMCTGAANCCCTNTTTTTTANAAAAMTAAACCGTTAAAMMTCCTTGGTTTTTG 

TTTAMNGNGCCGGTCCCCCCCCCAAGGAGAAAATTTTTNGGGGGGGGGGNGTTAAAAAA 

AA 

Sequence 2658 

GGGCG AATCGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTN I I I I 1 I 1 1 1 M 1 1 1 1 1 1 I 
TTTTTTCTCCANAGGCTAGTTTTTCT^ 

TCGGTGGCAGTCATGGGGCAGCACCGCAGGTCTACAGTGGGGTGGAGGTGTTCGGTCCTT 

GCGGGGCTTCATGACCTTGATTTNTGGCGGTCGGGGGGCANCACCCNCAGGTCTACAGTG 

GGGGGAAGGNGTTCGATCCTTGTGGGCTTAATGACCTTTGATTCCTGACTACCGGGCTGT 

GAATNGGCACAACTTCACACAAGTATTGTGNTTTCNCATCNACCCTGGGAAAGAACCCTG 

CCCCGGGGGGGCGGGGTTT 

Sequence 2659 

TTAGGGCG AATTGGAGCTCCCCGCGGTGGCGGCCCGCCCGGGCAGGTACTTTN1 1 1 I 1 11 

I N 1 1 1 1 I I A l I I M 1 1 I I 1 1 1 1 1 1 1 I I 1 1 1 1 1 j II 1 1 1 | 1 1 M 1 1 | M | | M | | j 1 1 M 

I I I 1 1 1 1 I I! I I I I I I I I I INAAAAAI I II I I I 1 1 I I I I NAAAAAAAAAANCCNCCNCCC 

CCCNAANNNCCCCCNAMNAAAMAAAMNNNNTTNAAMAAATTTCNCGGGNNNTTCCC 

CCCNNAANNTTTNTNTNGGCNAAAAAAANNNNNNN I I I I I I 1 1 NGGGGCCCNNCCNTAAA 

MAAAMNTTTAAMTTTTTTGGGGGGGNCCNGGGNANCCCCAATTTTNANNTTNGGGGG 

GTTNAAAAAAANAAANGGGGNAANNAAAAAAANGGNCCNNNNAATTNGNNTTNTNAAAAT 

TNCNCCCNNNAMANTTTTTCTNMNCCCCMMNGGGANGGGNCNWTNGGTTTTTTNAN 

GGT AANG GGGGGCCAGGGGGGGNTTTTCCCMNTTTTNCCCGGCCCAAAAAAGGAAAAAT 

I I I I I I I I I GTTGGGGGGAGGG AGTTTTNAAAAA 

Sequence 2660 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGGAACAGGGATAAG 

TTCTTGGATMGGTGCCAACATACCTATAAMGCTGATTTTTGAGTAAATTATTGATTCT 

AACATATGTMTGGATTTGGTGTGATAATTTTCTGATCTTTMCTATAAGTGACTTTTTA 




WO 01/070979 



PCT7US01/09126 



TABLE 1 

435/467 



TTCTCCACCAGAAAAGATAAATGACTGAGAATGTAAGTCTGCGCTCTGATTAACACAATG 

GAGAAACGGAAAAACTATC TCTGT TAAAAACTGATTCCTGTCATTCTTCTGATATCAAAT 

MGAGGAAGGAAAATAMCTTTTTGTGTGTAGATAGAAAAACATACCTGAGGCCAGGTGC 

AGTGGATCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCAGCTGAGG 

TCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAATCACGTCTCTACTAAAAATACAA 

AAATTATCTGGGTGTAGTGGTGCGTGCCTGTAATCCCAGNTACTCGGGAGGCTGAGGCAG 

GAGAATCACTTTAATTC 

Sequence 2661 

TCGGAGCTCNCCGCGGTGGCGGCCGGGCAGGTACTCTGGCTGCAGACTGACCTTGCTCAG 

GTCCGAGAAGGATGGGGCAGCCACTGGAGTGGATGCCATCTGCACCCACCGTCTTGACCC 

CAAAAGCCCTGGAGTGGACAGGGAGCAGCTATACTGGGAGCTGAGCCAGCTGACCAATGG 

CATCAAAGAGCTGGGCCCCTACACCCTGGACAGGAACAGTCTCTATGTCAATGGTTTCAC 

CCATCAGACCTCTGCGCCCAACACCAGCACTCCTGGGACCTCACAGTGGACCTTGGGACC 

TCAGGGACTCCATCCTTCCTTCCCMGCCCTACATTTGNTTGGCCCTTTTCTGGTGCCAT 

ACACCCTTA 

Sequence 2662 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAGGGAGGGACATACAAT 

ATTTMTAGGATATTTCTACAGMCMTMCTTATATTATGTCCTTGTAAAAATCTGTAC 

CTCTTTAAAACATTTAACTG AAACATCCA 1 1 I I I I I I I AGCTTTGCTAATCAAAATTGTT 

TTAAGAATTAAAACTAGGTTGTAACTAATGTCAGTACCTGCCCGGGCGGCCGCCCGGGCA 

GGTACATAGGCATCCTATTCACTGCACCCTGTCACACCCGGCACCCCCCGCCCCGCACAT 

TATTTGAMGACTGGGAATTTMTGGTTAGGGACAGTAAATCTACTTCTTTTTCCA 

Sequence 2663 

AGTTCGGTGTAGGTCGTTTCGCTCCMGCTGGGCTTGTGGTGCACNGAACCCCCCGTTTT 
CAGCCCGACCCGGNTGCGCCTTATTCCGGTAACTATTCGTTCTTTGAGTCCCAACCC 
Sequence 2664 

AGGTACTGCAACTGCCAGAACTTGGTATTGTAGCTGCTGCCCGCTGACTAGCAGCTGGAC 

TGATTTTGAATAAAAATGAMGCATTMAGGGTTTCCCTACAAMCATTTTTCTTTAAM 

TACTTTTGAAAATGGCTATMNCAGTTGACTTTCACCCTTGGAGAGCATCACACTGTGTG 

AGGTTCAGTGATTGTTGACCCTNCCCAGCCCCTNCTGCTTCTTTAAGTTATCTGTGTGCG 

TGCNCTTCCTCYCAATCTThrTTTTGCACCGCTCATTTNTTTTTCTC 

AAGGAAMACTTTACTGATTGATAAANTTTTTAAAANAA 

Sequence 2665 

GGGCG AATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTAAI rTTTTTTTTTI 

TTTTTTGGTAGMGTGGTGTCTCACTATATTGCCTTGGCTGGTATTGAATTCTTGGGCTC 

AAGCAATCCTCCCCTCTT GGCCT CCCAAAGTGCTGGGATTACAGGCATGAGCCACCTCAC 

CCAGCCCAC7TATTCATCTTTTTGCCTGCAAGCTACACCACCAAAGCCCCAGGTCAAACA 

TCTTTCTCCACAGACTGTGAGMAAGAGCCTTTCTTCCTCCTMTTTGTMTGGCTTTCA 

GCTCTATNTGTCTAGCTTCAATCCTGACATCTGCAGCTTACA 

Sequence 2666 

GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAATGAGGCTTGGCTCTGTGTGAT 

GCACTCTAACCAGCCCACACTTCAGCAGCGGCATCATTTGGATTCAGGGAGAGTTTCTGC 

AGCATGAAGGAGTAGGAAGAACACAGGGTGAGTTCACAGGAATCCCTACTTTTCCATGTG 

ACCTTGTTTGGCCTGMGTGATTTTCTTGACCTCTCTGGGCCTGACTTTCCTCATCTGTA 

AAGTGGAGGGTTTGAAAATATCACAGAAAACAAAATACCTTAAAGGATGCTCTGGCACAC 

AGCAGGTATTTCCATATAATGATACCTCCCATTCCTTTTTATGTGAGCTATATCCCCTGA 

MC CCAG GTTTGACTAAATTGAGACCAACTTTCATAATATACACAATGACTGNTAGATAT 

GMTTTTGGTGTGGTGAAGATGGGGAGTGAAAAAAGTAGAAAAAGTCAAATCTCATTGAA 

TAAAAAAGGG 

Sequence 2667 

NNGGCGGCCGCCCGGGCAGGTACTTTCTTTNCTTTTTTTN 1 MIN I I GAGGCAGAGTCT 
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NGCTCTGTTGCCCAGGCTGGAGTGCAGCGGTGCGATCTTGGCTCACTGCAAGCTCCGCCT 

CCCGGGTTCACGCCATT CTCCTGC CTNAGCCTCCCAAGGAGCTGGGACTACAGGCTCCCG 

CCACCACGCCTGGCTMTTTTTTTGTATTTTTAGTAMGACGGGTTTCATCGTGTTAGCC 

AGGATGGTCTCGATCTCCTGACCTNATGATCCGCCCGCTCTGTCTTCCCAAAGNGCTGGN 

ATN ACAG GGCCTGANCCATTGTGCCCAGCCAAANTGTNCCTTTGNAAAGTTNGCGAAATC 

AGATTTTGTTTCCCAATAGMCCAAMTTTTTATGAGGGATC 

ATANTMTTAGTTTACAACCTGMNAMTATTATGTTTTGTANTAGATAAATATTAAGGT 

GNGCATTTTAA 

Sequence 2668 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTTATTACAT 

ATGAI 1 1 I I ATTAGTTTCTGGAGGCAMTTTAATTTTTATTTTAMATCAAMTCTATTT 

TAAAAGAAATAGTTCTCAAAAAGACAACGATGACTGGGTGTGGTGGTGTGTGCCTGTAGT 

TCAAGGCTGCTCGGGAGACAGAGGCAGGAGAACCACTTGAGGCCAG7TCAGTCTAGCCTG 

GGTAACATAGCAGGACCCTGTCCCTAAAATAATAAAAAATTTAAAAACCACAATAATGTG 

AGTTACAAAAAAGTGTAACTTATGAAAAGTCCGTATTTATATTGAC 

Sequence 2669 

AGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCAGGGGT 

GGGAGC ATTTA TGGTGATCAGATGTGCCTGGCAAGCCCCTGTTCAGACATTGCTCACATT 

CCAAATGTTTTCGTGTAGAATATTGCACAGGTCTGGGGACGCTCTACCTGTGCCCTGTGA 

GTGTTAATAATGGTGGAGAAAGAGTGTAGCTGTGCCCTTGAGAGAGAAGGTGAGGGAAAG 

AGTGCACCAGTCAGCTGACCGTCAGCTGGCTAGGCTCTTCACTGAGTCCTATGTCGCAGT 

GCACAAATCACTGCCCATCANGCCTCAGTTTCCTCATCTGGTAAATGGTGATAACATCAA 

TCTGCCCCCCCGCCAGGGTGCTGTTATGAGGGTCAAAAGTGGTAGTGGAGGGTAATACTG 

GNTGAGTCCATTTGTGTGTGGGAGGAAGAAAGGCTTTACATTNACCTGGTACCTTGGGCC 

GCTTTAAGAACTAGGTGGATNCCCCCGGGCTGCANGAAATTTNATATTAAAGCTTATTCG 

ATTCCCGTCCACCTTNGAGGGGGGGG 

Sequence 2670 

AT AGGGC GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTTATTACATAT 
GATTTTTATTAGTTTCTGGAGGCAAATTTMTTTTTATTT^ 

AAAGAAATAGTTCTCAAAAAGACAACCGATGACTGGGTGTGGTGGTGTGTGCCTGTAGTT 

CAGGCTGCTCGGGAGACAGAGGCAGGAGAACCACTTGAGGCCAGTTCAGTCTAGCCTGGG 

TAACATAGCAGGACCCTGTCCCTAAAATAATAAAAAATTTAAAAACCACAATAATGTGAG 

TTACAAAAAAGTGGTAACTTATGAAAMGGTCGGAATTTAATATTGACCTTTGGTAAGAG 

CTCMTTANTTTCAGGGAAAGGCAAGGGAGTATCACCATTCTGAGTAATACAATTTCAAC 

TMTCTTTATTTCTTCTACTTGAAGTCAGTGCCTATCTACCACAAACATTCCTATATCAG 

TGTGCAAATTAATTTNGAGACAATAGGCTTTTTACGACMTGMTTGGTTACTTTNAA 

Sequence 2671 

ACGGCGA A TTGGAG CTCCCCGCGGTGGCGGCCGAGGTACTTNN l rTTTTTTTTTTTTTTI 

mrm icai \ 1 1 iataagaatatataaaaaatgatataaanggacatttacggtagtg 

GGGGAAGGCATATATNTACGTTAAAAGGCAGGACATTTTTAA 
Sequence 2672 

TACGAGCCATTTACAAAAAATCGACCGCTTCAAGTCAGAGGGTGGCNGAAAACCCGACAG 

GGACTATTAAAGAATACCAAGGNCGTTTCCCCCCTGGGNAAGCTCCCCTCGTGCCGCTCT 

TTCTNGTTTCCCGMCCCCTGTCCGCTTTANNCGGGMTACCCTGGTCCCNGCCTTrTTC 

TTCCCTTTTC 

Sequence 2673 

CCGCGGTGGCGGCCGAGGTACGCGGGATGTGGTCTAATCAAAGCCATCTCAATTTGTAGA 

TGAAGAAGGCAAGGACTAATGACAAGAAATGAATTGTTGGCCGGGCATGGTGGCTCACGC 

CTGTAATACCAACACTTTGGGAGGCCAAGGCTGGTGGATCACCTGGGCTTGGGAGTTCGA 

GACCAGCCTAACCAACATGGAGAAACCCCGCCTCTACAAAAAAAAAAATACAAAAATTAG 

CTGGGCATGATGGCGGGCGCGCCCCCTAATTCCAGCTACTCCTGAGGCTGAGGCAGGAGA 
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ATTGCTTGAACCCAGGAGGCGGAGGTTGCGGTGAGCTAAGATCGCACCATTGCACTCCGC 

ACTCCGGCCTGGACMCMGAGCAAAMCTTTTGTCTTAAAAAAAAAAAAAAAAAGTACC 

TGC 

Sequence 2674 

CCGCGGTGGCGGCCGACGNACCNGGTNCTCTGTGGGATACNCATTAGAGTTGCTCGNTGG 
ANATGGMTGATGGTGGGGTGCATTTNANCATGGCTGANTGCTTTCTGCTTAAGGACCTG 
ATGTATTAATGCTCTCCANGTCATTCATATTTGGGGGAAGGAACAAAGAAGGGTACCTN 
Sequence 2675 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGTAGCATGATCTTGGCTTA 

CTGCAACCTCCGCCTCCCTGGTTCAAGCAATTCTCCTGCCTCAGCCTNCCGAATAGCTGG 

GATTACAGGCATGCACCACCATACCCGGCTAATTTTTGTATTTTTAGGAAGAGATGGGGT 

TTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATTCACCCGTCTTGG 

CCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGTGCCCGGCCTCCATTACACCTCT 

TTATTCTAGTTCAACTCAGACCGTGAAGTTAGCATACAGGTCCTCAGGAGTTTGAGGCCA 

CTTTCCAAGGATAAGGGCCACCTTCMGGGCACATCTTGCCCTTAAACAATTAMTTTNT 

GMAGCTTTTGGGAAAAGGGGNNGAACATGCCTTTT 

Sequence 2676 

ACTTAGGGCGAA TTGGAGCTCCCCGCGGTGGCCGGCCGCCCGGGCAGGTAC I nTTTTTI 

I I 1 1 I 1 1 1 1 I I I I GAG ATATAAATTGGTATGTTCACATGTTGGTAAGAAAGATCTAATAG 

CTAGAAAAGGAACTGCTGAAGTTGCAGGAAAGAGAAGAGAAATNTAAGGAATGAAACCTG 

AAAAATAGAGGGCAGAGTCAGAGGGGTGGAGAAGGAAGGGGCCCTGACGGGAGGNGGACC 

ACTTTTTNCAAGGCACATGCAGGCAGGCACCTNTNTGGAGGGTCCCATGGCTGGCTATGT 

GTGGCAGTGCATGAAATAGTCACTGAATATGCTCCCTTGCTGTCCTCTGCTTGTGCTCAC 

CGAGGAGTGACTGTGTCTACTGGAMCMGTTTGCCTTTTCACTGGTCTAAATAAANGGA 

TCAATGACCTCAAATCTAAAGAGCATTAGGAAACCTTNTNAAGCCANAACTGTACCCTTG 

GCCGNTNTAAAACTAAGGGGGATCCCCCCGGCTGCAG 

Sequence 2677 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGCTGCGTGCGGCGGG 

AATCATGGCTGCTCGCAGAGCTCTGCACTTCGTATTCAAAGTGGGAAACCGCTTCCAGAC 

GGCGCGTTTCTATCGGGACGTCCTGiSGGATGAAGGTGGAGTCTTGCTCTGTCGCCAGGCT 

GGAGTGCAGTGGCGCGATCTCGGCTCACTGCTCTGACTACACCCGGATAACAGAAGACAG 

TTTCTC AAAG CCTTATGATGGGAAATGGAGTAAAACAATGGTGGGATTTGGGCCTGAGGA 

TGATCATTTTGTCGCAGAACTGACTTACAATTATGGCGTCGGAGACTACAAGCTTGGCAA 

TGACTTTATGGGAATCACGCTCGCTTCTAGCCAGGCTGTCANGCAAACGCCAGGAAGCTG 

GAAGTGGCCACTGACCGGAAAGTTGCANGAAAGGTG I Mill I AAACCCAGG 

Sequence 2678 

NCCCGGGCAGGNAC I I I II I I 1 1 I M I I 1 1 I I I I I 1 1 I II I I I AATGGGGATTTGTCTAT 

TAAAATAGGTTGTNGGAAGNACCCCANAGGACCCTTNTTGGATCAGGAATCAATAATCCC 

ACCNAGACGGGGNCCCAGCATTTATTGGGNCGCAGCATAAAACTTGGCCACCTCCTTATT 

GGGGNTGCCCTGGGCTGAGTCAAACCACATTTGGATGCANCnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnhCTGCAGGMTTTCCATTATTNAAAGCCTTATCGGATNCCCGTTCGAC 

CTTCNAGGGGGGGGGGCCC 

Sequence 2679 

TAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGAGGTACTAACANGGGTGTCTGGTCTT 

AGAAGCCTCCCTTCAGATCCCAGCTGACCCTGGTGACTGCCTGGCCTTGATGTTGGCTGC 

AGCCTTCTGATAGAACCACATGGATTCCACCCACAGCTGGCCAGGCTTGTTACATGGGTC 

AAGGGAATACAAATGGCCCCCCCCCAGGGAGCAGGTGTTGGCCTCAGTTTTCAGGGACCC 

TTGGTGTTGCTCCTTACCTAGAGCCCATTAATCTACCCCATNAACTCTCTTGCCATGAAA 

AGCCATCTTCCAGGAGCCCTGTTTT 

Sequence 2680 

AGGTACTCAAAGACGAATCATGAAAAAGAMAAMCTTTATTTCAAACAGGTTCAGTGAT 
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ATATGTGGGTGCTNCAGCAAAGGCTGGTTGTGGCAMGTTTCATTTCAAACTGTATGATG 

TGGGCTGGGCAAGGTGGCTTCACGCCTGTAATCCCAGCACTTTGTGCCCGCGTACTCAGC 

TGTGTTCATGTGGNGGTCTGTGGAAAGAAAAGAAGACTCGTTTGGAAATGAAGCTGTCCC 

TTTCCAAGCAAGTCTTCTGGTGGCTTTTCTTCTCTCAAAAATGGGATCCCGATAAAATAT 

TTGAATAGGAGCNGAATTGGTAGAAATGTTCGTGCCTGTCACCCCAGAAAAGCCTTGCCT 

GGTTTT 

Sequence 2681 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGGTTTAAT 

TTCACAGTGAGGGAGTCGGTTGGTGATCTCTAAGAAATCXJCCAAGCACCTGGTGTTGGGA 

AA GTCCCT CAAATAAAGAAGTGTTCTTTTC > N 1 1 I I I I CCTCTCTCTCTTTCTATTTAT 

TTATTTTTTGAGATGGAGTCTTGCTCTGTCACCCAGACTGGAGTGCAGTGGCAGGATCTC 

AGCTCACTGCAACCTCCACCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAAT 

AGCTGGGATTACAGACACCCACCACCACGCCCAGCTMTTTTTGTATTTTTAGTAGAGAC 

GGGGTTTCACTATGTTTTGTCAGGCTGGTCTCGAACTCCCAACCTCAGGTGATCCACCAC 

TTAACCT 

Sequence 2682 

CCTCAGATTTTGGGCCTAGGAAGGTAGGTGATTTAAACTCACTGAAAGCATGTACACCTT 
GCTGTTGCTGCTTGCTGCCACTGCTGCTGTTTCATCTGTTCCTGCTGCCGCTGGAATCGT 
GGAGGTAAAGACTTCTGAAACTGTTTGAAATAGCCAGATAATACAGC 
Sequence 2683 

GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTCI rTTTTTTCTTTTTCTTTn 

CI 1 1 I I I 1 1 1 AATGTGAGACAGGATCTCATTCTGTTGCCTAGGCTGGAGTGCAGTGGCGC 

AATCTCGGCTCACTGCAACCTCTGCCTCCTGGGCTCAAGCAATTCTCCCACCTCAGCCTC 

CCAAATAGCTGGGATCACTGGCACAAACCACCATGCCCAGCTAATTTTGTA I MM I GTA 

GAGACAGGGTTTCACCATGTTGCCCAGGCTGGTCTCAACCTCCTGGGCTCAAGCAATCCT 

CCTGCCTCGGCCTCCAAAGTGCTGGGATTACAGATGTGAGCCACCGCATTCAGCCCCACA 

CCCTTATTTATACCAATTACCTGCCCAGTAACTGNGGACTTTTGCTTCCTCACCCTGTTT 

TGATCGCTTTAAMCTMGTGGGATCCCCCCGGGCTGCAGGAATTTCGATATTCAAGCTT 

ATTCGAATACCCGCCGCCTTCGANGGGGGGGG 

Sequence 2684 

GACTACTATAGGGCGMTTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTC 

TTTTCTTTTCTTTTC ! M I M I I CM M M 1 1 GAGACGGAGTTTTGCTCTTGTTGCCCAG 

GCTGGAGTGCAATGACATGATCTCAGCTCACCACAACGTCCACCTCCCAGGTTCAAGTGA 

TTCTCCTGCCTCAGCCTTCCCAAGTAGCTGGGATTATAGGCATGTGCCACCAAGCCTGGC 

TMTTTTCTATTTTTAAGTAGAGATGGGGTTTTCTCCATGTGGGTCAGGCTGGTCTTNGA 

ACTCCTGACCTCAGGTGATCCACCCACCTCGGGNCTCCCAAAAGTGCTGGGATTACAAGG 

CCGTGGAGCCCACCGNACCCAGCCAAAGGCCAAAATNCTNAAGTCTTTTGN l M M M M 

TCAMTTGAGGGGTNGTTATTTMCAACAAGCTTGGATCATTTGAGNCCMTTNTTTTGG 

TTCCCCGTTTCCCCACCCGCCAATTCN I M M M i M C 

Sequence 2685 

AGGTACMCATTTAGAGMCCTTAGCTGCCCAGAAMACTCAGATTTTCTGCTTTACAAA 

AGAATAAAAATCATCGMTTTATTACCCTGGACTTTATTGGAAATCAGTGAAGAATATTC 

ATACCAMTACCAGGTTTCACGAACNTTNCCTCTCTCTCTTTCNTTCAAGGTAAGGGGGT 

TTGGNCAAAAGGNTTGTTTNTTTTTNGMMNGCCGCCCNGNTTGGNNCNAGGTGGNNCC 

TGT TTAAG GGTTGGGCNNACGGGGGGTGGTTMGGAAAAMTTCAMTTTAAANCNTTTT 

TATATTTTCCCGGGGGCTGNGTTTTAANCTTTAAAACCCCCTNGGTTTTNCCAAAGGGGN 

AATTCCCAAGGTTTTTTAAAAAAAGGCCNN I M I I M M I I GGGGACCCTNGCCCNGGNC 

GGGGCCCTTTTANAAAAAAAGGGGGGGNTNCCCCCGGGGGGTGGGANGGAANTTTTGGAN 

NTTTAAGGCTTTTTTGGGTANCCGGGGAACCCTTTNAGGGGGGGGGGG 

Sequence 2686 

CCGCGGTGGCGGCCGAGGTACTCCAACCCAAGCAACAGAGCAAGACCCTGTCTCAAAACA 



# 
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AAACAAAACAAAACAAACAAAAAAAATGAGGTAGGCATGTTTTATTCCCATCTTACAGAT 
GAGGAGACTGAGGCAATAATAATTCAATGGCTTATCTAAAGTCACAAAGCTAGTAAGGAG 
CAAMTCCAGTTNTGTCTGCTTCCAGCCCACCTTGTCCCACTTGCTTCTTTATT 
Sequence 2687 

TACTATAGGGCGMT TGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAAGGTACTTTTTTT 

I II 1 1 1 I 1 1 1 I I I 1 1 I GGGTATATAAACTATTTATTAACAGACAAGGCCTACAGACTTAT 

TTCTTCTTGGACACACCCACGGNGCGGGCACGGGCGGNNAAGTNGGTTTTGGTGTGCNTN 

GCNTTNGNACACTAMGGGCCCAAAMGTTGACGCANTCCCTTTTNTGGGCCCNMTTTT 

TTTAANT CNTTC NMGGTTTTTNACGGGAGNTTGTTGTCCAGACCATTGGCTAGGACCTG 

GCTTGTATTTTCCATCf^nTTANATCCTTf^TITGTTCTGT^ 

TGTACCTNGGNCCGCTNTAGAAACTAGTGnnnnnnnnnnnnnnnnnnnnnnnTGGATATT 

AAAGCTTATTCGANNACCCGTCCNNCCNTTCAANGGGGGGGG 

Sequence 2688 

AACACTACTTAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACAGTG 
GAGAAAGAAGGGGGACCCCACCAGGGCTATGGAGAGACAGTAGAGGCAGGACTGAACCGT 
CAGCAAAGATTAAAAGGATGACCTGAGGCTGGCAACCACAAAACC 
Sequence 2689 

CACTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGAGTCT 

TTTGCTTCCTCCCACCCCTAGGGGGAAAMCTGCTTTGTGCTTTGGGAAGTTGTCTCTGA 

AACCCGGGGACAGAGGACGCAGGACAGACTANGAGGGAGCCCGGGAGGATGGGCTGCANC 

TGTGGAGGAGGGTTTTAAAGGAGAGAGGGTCGGAGAGCAAAAGGCCTNAANAAGCCCANA 

AGCAAGTTGAGAGAGGGTGGAAAAGTGAACCACCGGCTTGGGCTTGAACCCGACACGCTT 

TTCTTCCMTGGTTAAMTAGCCACCTTTTAGAAAAAAATTTNACAAAGGNTCCCATTCC 

NCNAAAAAAAAAAAAAAAAGGAAAAA 

Sequence 2690 

TATACGACTACTATAGGGCGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGACG 

GGAAGGATTCCTGCCAGGGTGATTCTGGGGGTCCGCTGGTATGTGGAGACCACCTCCGAG 

GCCTTGTGTCATGGGGTAACATCCCCTGTGGATCAAAGGAGAAAGCCAGGAGTCTACACC 

AACGTCT NGAG ATCACGAACTGGGATCCAAAAAACCATTCAGGCCAAGTGACCCTTNACA 

TGTGACATTTTACCTTCCGACCTACCACCCCACTTGACTGGTTTCAGAACGTTTTTNACC 

TAAACCTTGGCTTTCCCTTNTNTNNTGGCCAGNTTTTNACCCTGATGCGTAAAAAACGCA 

ACCGACGTGAGGGGTCCTGANTNTCCCTGGGNTTTACCCCAACTCCATNCTTNGATTAAT 

GGGGG 

Sequence 2691 

CACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGGGCACGGTAC I I M I 1 1 I I 

I I I I I I I I I I IGGTAGGAGATGAGGTCTCATTATATTGCCCAGGCTGGTCTCAAATTCCT 

GGCCTCAAGTAATCCTC TCGC CTAGGCCCATAGTATTGGGATTACGGGCGTGAGCCACTG 

CGCCCAGGCTTTACTAGTTTTCCATCTATCTTTAGGCCTNCTCANATTTCTTGTGGGGCT 

CCACTTCCACCAGTCACACCTTTAA 

Sequence 2692 

TACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGCACTCAAA 

AAAATTATTTCTCAATTTGTTTGCTCATACTATTG A I Mill! I CT AG AATCT AA ATAAT 

TGTGAATTAACTATGATAGCAGTATGCACAAACAGTAAGTGAAATCAGACCTATTAATTC 

TGAGAGGAAGGAGGTGTCAGGATTTTCACAGAAGAAGAGCACTNAGGCCAGGCGCAGTGG 

C TTAT GCCTGTAATNCCAGCACTTTGGGAGGCTGAGGCAGGCNGATNAAGGNGGNCAGGN 

GTTTTANACCAGCCANCCMACNTGGGGAMCCCCGNTTTn"ANTAMANTCCAAMTTT 

CCCCGCCTGTA NTCCC AGTTACTNAGNGGGGNTTGGGNCAAAAAA I I I I H I I ACNCCCG 

GNGGGNGNGGGTTTTNCAGAGNNTATAMTCGCGCGNTTNGCTTTNAMTTTTNGGGNAA 

AAAAGAAACGAGTTCNCTTTTGAAAAAAAAAAAAAAAAAAAAANGG 

Sequence 2693 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACATAAGCCTAA 
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ACMTTTCACCTANGTAAAATATTGATGTCATAACCAAACTATATGGCCCCGTTTCATAA 

AGGTTACTATATTCTATAGAGAGTGMGAGGTGGCCTTTCTATCCCAGCTTACCCTATTC 

TTGTTATTGTTCAAATTCTCCTGAAGCTTGCATAACTAGCTGCCATCAGGTAAATGCTAT 

TGGCTAGCAGAAGACTGCAGTTCTGTTMTATTAGAACCAGCAGGGGGAACTTGGGAACT 

TGACATTAAAAATCTAGAAACGGAATTTTA 

Sequence 2694 

CCGCGGTGGCGGCCGCCCGGGGAGGTAC 1 1 1 1 I I I I I I I I 1 1 I 1 1 1 1 1 GGGCGGGGGTCT 
TTATTTGAGTTTAGGCATGATTCGAATGAAGAGGATCATGCTAATGAAGATGAAGCAGAC 
GATAATGAGCGTGGCCCAGAGCAGCCAGTTGACTGACT 
Sequence 2695 

GAGCTCCCCGCGGTGGCGGCCGAGGTACACCTGTGGTCCCAGTTACTCCAGAGGCTGAAG 

TGAGAGAGTCTCGTGAGCCCAGAAAGTTGAGGCTGCAGTAAGCTGAGCCATGATTGCACC 

ACTGCACTGTAGCCTGTCTACAAACAAATAAACGAAAAAACAAAAAGACTTGTGAAAAGT 

GCTGATTTTTAATTAGGAAAAGATTAMCATTGGATAGTCATGGMTTGTTTACTGAACA 

TTAGAAATTGGTTGCAAGGGTCTATGCTTCTGTAAAATAAA 

Sequence 2696 

ACTACTTAGGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATATATGAATCACTA 

AGAGTTCAGAAATTAAGCTCACTTTAAGAAAACTCAGCCAGGCACAGTGGCTCACGCCTG 

TAATCCCAGCACTTTGGGAGGCCAAGGCGGGTGGATCACGACGTCAGGAGTCCAAGACCA 

GCTTGACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGAGCGTGGTGAC 

ACACGCCTGTAATCCCAGCTACTCAGGAGGCAAGGCAGGGGAATTGCTTGAACCAGGGAG 

GCGGAGGTTTGCAGTGAGCCCAGATCGCGCCATTGCACTCCAGCCTGGACAAGAGAGCGA 

GGACTCTGACTTCCAAAAAAAAAAAGGAAGAAAAAAAAAAGTTCCCTTGCCCGGGCCGGN 

CGNTTCTAAAAACTAGGNGGGNTNCCCCCGGGGCTTNNANGGAATTTNGATTATCAAAGC 

TTTNTCGANNNCCCGTCGACCCTCGAGGGGGGGGC 

Sequence 2697 

CTACTTAGGGCGMTTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTT 

I I 1 1 I I I I I I 1 1 I I I IGGTANGGGACCGGGGTTTTACCATGTTGGCCAGGATGATCTCGA 

TCTCCTGACCTCATGA NCTGC CTGCCTCGGCCTTCCAAAGTGCTGGGATTACAGGCATGA 

GCCACTGNGCCAGGCCTTTTGTCCATTTTTTATTGMCTGCCTATTNCTTCTTACTGATT 

TGTAGAAAGTC1TTATTCTAGTCTGGCAGGTATTTTNTTTCMCACTTCCAAGATTATTN 

ATTGGCTTTGGNAGCTMTGCTTCATTTGANAAAATGCTACCTGTATTATTGATGCCCAT 

GTGA 

Sequence 2698 

CACTACTTAGGGCGATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTTCT 

TTTTTCI I I 1 1 11 I I 1 1 1 1 I I 1 1 I 1 1 1 CTTTTTCTTTGAGACTGGGTCTCGCTTTGTTGC 

CCAGGCTGGAGTGGAGTGGCGTGATCTTGGCTTACTGCAGCCTTTGCCTCCCCGGCTCGA 

GCAGTCCTGCCTCAGCCTCCGGAGTAGCTGGGACCACAGGTTCATGCCACCATGGCCAGC 

CNACTTTTGCATGTTTTGTANAGATGGGGTNNNACAGNGTTGCCCAGGCTGGNCTTAAAC 

TCCTGGGCTCAGGCGATCCACCTNTTTTANCCTCCCAAAGTGNTGGGATACAATTGNGAG 

CCAC CACGTCCAGCTGGAAGGGTCMNAATTTTTTACATTTTTNGNAGCACAATNTGGAT 

TTTTCACCCANCCTTTCCCCTTCTTTTTCCCTTTmA 

NCNNTTTTNTTTTANAAMAAAMANCNTTTTTTNNCCNAAAAAAAA 

Sequence 2699 

CTACTATAGGGCGMTTGGAGCTCNCCGCGGTGGCCGGCCGCCCGGGCAGGTACTTTTTT 

n II I I I II I I I I I I IGM I I I I I 1 1 n I I I 1 1 I I I I CCGACCAATATGGTTTATTTNTG 

CCCCAGCCAAGCTTNTTTGGACCCTGGCTGGGGGGAAAGGCACCCCAGGCACCGGCAAGT 

TCCAGTCATTGCAGATCCTCCAGGTNTAGGNGTGACTGGAAGTANCCTGGGCACTGNTGC 

TGGACCGTNGGATTCTCCTTCCTTNTTCCGCCGGCGGGTGGTCACCAGGACACCGCANAT 

CAGGCATGTGATGAGTCCCAGGAGTCCTGCCAAGCCGATGAGGATGACAGCCCAAAAGGG 

AAGGT 
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Sequence 2700 

A CTTAG GG CGAT TGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTCAGTGGATGCAAATGA 

MTTTTATCTTTTGAAAGTAAGAGGAACTATGGCTGGGCGGGGTGGCTCACACCTGTAAT 

CTCAGCACTTTGGGAGGCCAAGGTNGGGCGGATCACCTGAGGTCAGGAGTTCAAGACCAG 

CCTGGCCAACACAGTGAAACCCTGCCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGT 

GGCACGCTCCTGTMTCCCAGCTACTTGGGATGCTGMGCAGGAGAATCTTTTGAACCTG 

GGAGGCAGAGGTTGCAGGGAGTTTGAGATTGTCGAGTATAGTGGATTGAGTGCTGTGGAG 

CCGAGATTGCCAAGTGCAGTGGATCGAGTCCACTGCACTCCAGTCTGGGCAATAGAGCTA 

AACTCAGTCTNAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GGTGGATCCC 

Sequence 2701 

CACTAC7TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTTGCTCACCAA 

GCTCTTGAGGCCMGCTTGATACGGCTGTTGTTTTTTTCTACATCGTAGCCAGCAGCCGC 

MGCGCTTTCTTAAGCGCGGCCAGAGAAAACGCCGCTGCGCTCCTTAGAAGCTGCCACTG 

CCTTGGTGATAAGCTCAGATACTGGGGGTCCGGATGCTTTGCGTTTCCCAGCAGTTGCGC 

CTGCCTTCTTCGCCTTITTCTTCACM 

GCMGTGGAGCAGTCTCCGACATGTTTTTGTCTTCCCAGAAAAGACAATAAGTAATCTCA 
AACTGTCAGAACAGCATGTCCCCCGCGTACCTGCCCGGGCGGCCGCTCTAGAACTAGGTG 
GATCCCCC 
Sequence 2702 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGGAAGGGGAGG 

GCTTGGTGTTCCCTACGCGAAGGTCTGACTCAATGCTTATTCCCTCTTCTTCCTCTCTCT 

GCAGACTGAAGAATTGAACCGGGAGGTCGCTGGCCACACGGAGCAGCTCCAGATGAGCAG 

GTCCGAGGTTACTGACCTGCGGCGCACCCTTCAGGGTCTTGAGATTGAGCTGCGGTCACA 

GCTGAGCATGAAAGCTGCCTTGGAAGACACACTGGCAGAAACGGAGGCGCGCTTTGGAGC 

CCAGCTGGCGCATATCCAGGCGCTGATCAGCGGTATTGAAGCCCAGCTGGGCCGATGTGC 

GAGCTGATAGTGAGCGGCAGAATCAGGAGTACCTGCCCGGCCGCTCTAGAACTAG 

Sequence 2703 

CCGCGGTGGCGGCCGAGGTACGCGGGTGTGAGGAGGTGGGGAGACCACCCCACCCCCATG 

TCCACCATGACCCTCTTCCCACGCTGACCTGTGCTCCCTCCCCAANCATNTTTCCTGTTC 

CANANAGNTGGAGCTGAGGTGTCTCCATCTATGNCTCAACTTCATGGTGCACTGAGCTGT 

MCTTCTTCCTTCCCTATTAAAATTAGAACCTGAGTATAMTTTACTTTCTCAAATTCTT 

GCCATGAGAGGTTGATGAGTTAATTAAAGGAGAAGATTCCTAAAATTTGAGAGACAAAAT 

AA ATG G AAC AC ATCA A AAAAAAATT AA AAAAAAAGT A 

Sequence 2704 

TNAGGG CGAA TTGGAGCTCCCCGCGGTGGC GGCCGAGGTAC I I I I I I I 1 1 1 I I I M I l M 
mill I CTTTC 1 7 I I I I I I 1 1 1 I I 1 1 I I! 1 1 1 1 I I I I I I 1 1 I II 1 NGCATCAAAAAGCT 
TTATTTCCATTTGGNCCAAGGCTTGTTAGGGATAGTTAMMAGCTNCCTNTTGGCTGGN 
GGGAGAGGCTTAGGCANAANCCCTNTTACTTTGNANGGGGCCCTT 
Sequence 2705 

CCGCGGTGGCGGCCGAGGTA C 1 1 I I I 1 1 i I 1 1 1 J I I 1 11 1 1 1 1 GTTTGAG ACAGAGTCTC 
ACTCTGTCACTGAGGCTGGANTGCAGNGGCGCGATCTGGGCTCACTGCAACTTCCACCCC 
TTCGNTNTAAGTGATTCTNCTGCCTCANCCTCCNAANTAGCTTGGATCACAGGCGCCCGC 
CACCACACCCGGCTMTTTTTGTATTTTTAGTAGAGACA^ 

GAAAAATAAAGGTGCATGATCAACAATCAAACTTNTAGGACCGTCCCCTANCAGGAGAGC 

AGCAGCAGNAGCAGCACACANACCTGCCC 

Sequence 2706 

CACTACTTAGGGCNATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGCTNACCACTT 
CTMGMACTCCAANAAAGGAANCATGTGTNTTNTATTCTGACTTMCTTNATTTGTCAT 
AAGGTTTGGATATTAATTTCAAGGGGAGTTGAAATANTGNNAGATGGAGAANAGTGAATG 
AGNTTCTACCACTCTNTACTAATCTCACTATTTGNATTGAGCCCAAAATAACTATGAAAG 
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GAGACCGAAAATTTGNGACAAAGGATTGNGAAGAGCTNTCCATNTTCATGATGTT 
Sequence 2707 

NCACTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGGGGAGTGGGGG 

TGAAGCGTGTTCTCTACATAGGCAACACAGCCGCCTAAGTCACAAAGTCAGTGGTCGGCC 

GAGGTACTTTGGTAAGGAGATAGGGAAGGAATTAAGGCTATTACTCTGAAGAAAGTTGGG 

GGGCCAGGGCTCCTATTTTTTTGCTGAGGAGATGGAAGATCAGGGCTTGTATTCAATAAG 

AATGGGAGGGGCCAGGGGATGCCTGGCAAAAGCCTTGCACTGTGAGGTGCAGGTAGAGGC 

TTTTATTCTGGTGAGAGGACATGGACTCTCTCTCTCCCCTCAGGTAACTGTGCCCTGTAC 

CTGCCCG 

Sequence 2708 

GA ATTGGAG CTCC CCGCG GTGGCGGCCGAGGTCTNAATTNTTTTNCCCTTNNNNGAGACG 
ACCTTTTTrGGANATTTTTTTATTTTTTGGCAMTTTGATCTTA 

TAATTTGGNTAAAAGCTGATTATGTCCTACAATGNCAAAGTCAGCTAACTGNCGTCTACT 

TAAGACTTNTGGNCATTTCCAACTTATAGAGGAAGGGNGNCTCTAAAATCTCTTCTTCAG 

AAGGCACCTCACTTNTCANACTTAAAANNCCACATCAAGTGTTCCATTAAAAGAAGATAN 

GGCATTCTGAGTGCAAACAAATGGGGGCTTNTTAAACTA 

Sequence 2709 

AGGTACATGTCTCTTCTCCTCTGACTCTGGGAATGMGATTTTTCTACTCCCACAGGCTT 

GAACTCTCCTTATAGGGAGTGGTCTTNCACATGGCCCAAAAATCAAGAAGGAAGGTCAAG 

AATAAAAACCTCCCAAGGCTTGAAAACTAAGAGCTGGCACGTAAGTACCTGCCCGGGCGG 

CCCGCTTCTAGAACTAGTGGGATCCCCCGGGCTGCAGnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnCGTCGACCTCGAGGGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAGTGAG 

GGGTTAATTGGCGCCGCTTTGGCGTAATTCATGGGTCATTAGCTG 1 I 1 I I CCTGTGTGGA 

AATTGTTATTCCGCTTCACAATTCCACCACCAACATACCGAGCCCGGGGAGCATTAAAGT 

GTAAAAGCCTGGG 

Sequence 2710 

CCGCGGTGGCGGCCGAGGTACACGAGAANAGGAGACCCCAACACGCTTCAAGCTTTGAGT 

GGAGAGGACACAGCCTCTGCTGNGACAGGGAACANAGGGATGCGGAGACCCTGAAGATGC 

TTTTGGACAGTGGTCTGAGGTTGGGACAGTGGCAGGAGATACCATTCACCCAGGATCTCC 

AGGACAAGAGATCAGCCTGGCAGTTACATGTG I I 1 1 I I I I CAAACTGGTTGCCAGGTTGG 

CATGAGCGATGACATCAGGAGATTCCGACCTTTTCTTATTGGANGGGACCGGACTNTGTN 

GGAC CTGGGGAGTTNAGTTGGACAAANAAGAACCTTTTAAMGGGGNTTTCNNTTT^ 

TTTTCCCCCCCNCNAAATTNrTAAMNACCTTTTTTNTTTNCCCCMGGGGNCCAA 

CCCNGCCCCCCCCNNNNTNTTTTTTGNGGGGGANNGGGNNANTTTTTGGANAAAAATTTT 

TNTCCCCCCCCCCCCCCCC 

Sequence 271 1 

CCGGG CAGGTACCTTATTACATATGATTTTTATTAGTTTCTC 

ATTTTAAMTCAAAATCTATTTTAAAAGAAATAGTTNTCAAAAAGACAACNGATGACTGG 

GTGNGGNGGTGNGTGCCTGTAGNTCAGGCTGCTCGGGAGACAGAGGCAGGAGAACCACTT 

GAGGCCAGTTCAGTCTAGCCTGGGTAACATAGCAGGACCCTGTCCCTAAAATAATAAAAA 

A ATTTA AAAACCACAATAAATGTGAGTTACAAAAAAAGTGTAACTTATGAAAAGGTCCGT 

MTTTTATTATTGGACCCTTTGTTMGGAGCTCMNTMTTTTCAGGGAAGCAAGGGAGG 

TATCACCCATTTCTTGAGTTNMTACCAMTTTTCAMCCTAMTCTTTTAATTTT 

Sequence 2712 

CCGGGCAGGTACCCCCTGACACTCCAGAGCTACTGAGAAATACTCCTTTGTCTTTCTGCA 
CTTGTAGCCAGG CTG AGCTTTGTG AAAG MG ATTGTGTATGTGTGTACTTTC I I I I I I I 
Sequence 2713 

CCGGGCAGGTGCGCGGGTGGGTGACGCTGGTGAANTGGCCCANGGAAGTGCACATGTCTC 
TNCCTGCTCTTCCAGGGTGATTTTTTTGATGTTTGGCTCTTGGTCCTTGTTTCCACTGGC 
TTTCCATCCCCATGGGGGAGAAACAGTGGCTCCTGGGAGCAGAAAAGGAATTGAGGTGGG 
CAGGCAGMGAGCCTGGATTGCTCACTGTTTTGGGAAACTTACTTNNAGANNTANANAAG 
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ATCCNGGAAAACCCAAMNCCTTCTTGACCAMCCATTTTTTGGGG 1 1 1 I 1 1 I I IGNGGG 
CCNAAAAAI I I I II I I I I I I AAAAAAAAAAAGIMNNGTTGNGGANAAAAACCCCGGGGGGG 
GGGGGGGGTTTC I I I 1 1 i I i I I NGTNGGGGGGGGCCCNNAAAAAAANGGGGTTNAAAACN 
CCCTTTTTTNCCCCCCNNNNNNNNNNN I 1 1 1 1 I II I I I NAAAAAAAAAAAAAATTTTTCC 
CCNNCAAAMNNANNNNNTTTTTTNTTNNNCNNN M I I I I I I I I I I I NGGGGGGGGGGGN 
NNAAAAAAAAAAATN 
Sequence 2714 

CCNGGCAGGTACNCGGGGGCGCGTGAGCAGCTGCAGCGGCAGAGGCAGCATCCAGCGGCG 

GCGCCAGCAGTTCCAGTCCGTTGCTTTAC I MM I GCTTCACCCGACANTTAGTCNTTTA 

ATGCCCCGAAAGNAGGAAAAGGTCCTTCCCAGGAGGAAATAACNAGTAGGGGGNCAAAAA 

NGAATNGGGATTCCCCAAAAAAGGGTAAAACCTTAAAAAANCAANNNGAANGCNCCCACC 

AMGGGMCGGGTTCTTGCCCCAAGGAATTTGTTCAGNCGAAAAACCCTTNNCTTTTCCN 

ACCCCAAAAAAAACCCCTTGTNNANCCCCCCAANAAACCCCAAAAGGGAAAAAANAACAT 

TTTTGCTTTTAGGAAAAGGGAACCCTNNTGTTNGGNN 

GNNGGGGTTTGGCCCTTTAAAAAAGGGGGGAAAAAGNAAAAAGGGGAGGGGNNAAAAAAA 

AAGNNCCAAGGGGNAAAAAGGCCTTTTNGNAAAAAANGG 

Sequence 2715 

CAGTAAATGAACTAATCTACAAGCGTGGTTATGGCAAAATCAATAAGAAGCGAATTGCTT 

TGACAGATAACGCTTTGATTGCTCGATCTCTTGGTAAAATACCGGCAATCCCTCCNGCAT 

TGGGAGGGAATTTTGGATTTTCCMTGGAGGAATTCCTMNTAACCTGGTTTTGGGNAAA 

AAAMCCGNCCTTTTTCAAAAAAGGNANGGGNCCAAAAAATTAAMCCTTTT^ 

NGGTNGGGGGCCCCCCCTTTTTCCAAAAAMTTTTTGGGTTCCTm 

CGNAAAGGGGGTTNGGGGGAAAAATTGGGAAAAGGGAAAAAAAAAAAAAGGGAACCCCCA 

NACCCCCCCCAAAI I I M 1 1 1 1 II I GGGTTTAAAAGGAAAAAAAGGGGGGTTTGGGGGNG 

AAAGGAAANTTGNCCCTTGGGGCCAAACCAAGGGGGGGGAGGGGGGAACCCCCAANGNGA 

ATTCCAAAAACCCAAAGGGGGGCCCTTTTTAAATTTTTAANGGAAAAAAGGGAAAAATTN 

NGGAAAAACCTTTAAAAAGGGGGNGGNGGTTCCTTTAACCCCCCATTGGGAAAANTTAAA 

MIIIIMM 

Sequence 2716 

AC I I M I I I I I I II I II I II I GTCAGAAAAACTCCTTTATTACCATCTCCCTATTACATT 

TCTATTCTAGGGTTAGTGTTMTCTCAGGGTCTTATTTCTTTAAGCACNGCNAAAAAGGG 

CCTTTGGTAGGAAAGTTAGGTGGTAMGGTTTTTCMTCCTTTCNATTTTTNTM 

ANGGGGAATTGGAAAAAATTCCANAAAGGNCCATAGGGGNAGGCCNTNGTTGGGACCTTA 

GGGGANCMATTAACCAGGTTTAGGGTCCTTAGGGGGGCAATAAAACTTTTCCCCAAAAC 

CCMCCATTTTTMGGGGGGGAAAAMAGGCCCCCCAAGTTTTTGGGGAAAACCCACCNA 

GGAGGCCTAATTAGGTTTTGGGGCCTTNCAAMCCCCCCTTTTMTTTTCCAAATTGGAA 

NCCAMTTTCCGGGTNGGTTTTTTTCNMCCAAATTCCMNTTTTTCCAAMAAAMGG 

MIIIIMM IGGGTNGGGGGNNAMAAGGTTTCCTTTCCTTTGGTTAAAGGNTTGGGAA 

NCCCCCAANCCCCCTTGGGAATTNAACCCTTNGGCCCCCTTGGGGGGGGGGMGGGTTTT 

TTA AI I I I I I I I ICCC 

Sequence 2717 

AGGTACI II I I II I I I I I CM I M I I I I M I I GGTGGGGGTGTATAGGTCTGGGGAGNGC 

CTTTCAGGTGCTGCTCCATAGACATGTGTGTGCCCTGTATAGAAACCGCCCCCCATTGTN 

TAGAAAAAACNNCCAGACNCTTNTCCCAAANAGNCNNGNTTCTTNACCCATGTAAANNGG 

AAGGNTGNGCGTAATTAGGAAAACCAAGGGCTCAACCANANAGGGCCAAACCAATTTAAT 

TAAAAATTCCGGTTCTTGAAGACCCTTTGNCCAAAATGNATTACCTTGTCNCCCMTTTT 

ANAGGGGAAGGCCCCTATNTANNTTTNTNTCTCTTTGTCTGGTGGGCCCCCCCCAACTTT 

CAAGGTTTGCCTTNGGNCTNCTTACCTTAAAANTNAGNNAAACCAANGGCGGNCCAATNA 

AAMANGGCCAAAAGGGGGNCTTTGGTTNAAAAAMTTAAAAAAAAAAGGTTTTTANTTT 

TTAANCCAATTAAAAATTA 

Sequence 2718 
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TCGCGGTGGCGGCCGAGGTACANAGTCTTTTGCTTCCTCCCACCCCTAGGGGGAAAAACT 

GCTTTGTGCTTTGGGAAGTTGTCTCTGAAACCCGGTNGNACAGATTGTACCGTCATTGTA 

CCAGGACCTTACNGCANCGGNNAANGCNCCGGGNGCAGGGCATTNGGGGGNCCTTGGCCA 

AGTCATTGNTTNGNGAAATGNGGAAGGNGGGGATCTTTTACCAAGGAAAGGGGTATGGAA 

NGTTANGNAGGNTTCCCNGGTGTAAAGAAAAGGTCCCAATGTNATNAGGACCCCCCTTGG 

GAAGTTAAMNGTCCCCCCATGGTAAGCGGTCCCAAGAGGGTTNTTGTANTNTAANGGGA 

AGNGGNGATNTGNGGGNAAAAAAAGGGATTGNNAAGANCCCAAATTTACCX3NNGGANATC 

CCTTTGGGGNGGNGCCCCTTTGGNGTGGAAAGAGCCCNCCCGATTNTAAANCCAAACCCG 

TGCCTTA CTTTCCCNTTCNCCNNMTTGGTTTTTAAAAAAATTANGNACNCAACCCCCCT 

1 I I M I iMNGGGNAAAAAAAAAAMMTrTTTTNCAAACCNAAAANGGGTTTTCCCCCC 

CCCCAAANTTNCCCAAACCAAAAAAAAAAAAAAAAAAAAATG 

Sequence 2719 

gccgaggtacaaacgggtttcccaccttgccagggatcctggggacaacagatgtaaaac 

tcctgagtctctgtgtgtgtgcctgagtggccagtctgccagaactccacacagctctgt 

gtattgaacccaaggccttggtggcctgggctcatgagcaggtctcctgatccatggatt 

gcagagatccatgggagaagcatgatttcccaggcagggtcgcacattcactcattgctt 

cccttggctggggattggggttcctttggctctgtgccactcctgggtgggccattgcx;t 

cacccttctttcctcagttcttcgtgggttgtttgcctagtcagtcacaatgtgagaacc 

tggcgatttcagttaa 

Sequence 2720 

AGGTACACTCGCCAGCGGTTTTGCCACAGGAGTGTACGGGAACAAAGGAGACAGGCTCAT 

TTATAATCTGACGCGGNCACCCTNCTGCTGCGTTCGGTTTCCATTGGCTGGGACNGNACC 

TCACCTTCTGTATTTGTCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAAGGC 

ATACAGAGANCAAAGGAAGGAGGAAGTNACTTGTGGAATATTGAGAAAGGTAAAAACACC 

TTTAAATAAGGAAGAGGAACAGGCTATGACCTAATGCTTGTTNGGATCAGTATAAGCATG 

TTAGGGCAAATATTTANGCTAAATTGTGGGAGCTAAGAACATAAAGTATATTGATTTTTT 

ATTATGGCTAGCA 

Sequence 2721 

AGGTACMTTTAATTTTTCTGCTTGCCCNGGAAACAAAGCTTCTGTGGAACCATGGAAGA 

AGATGAAAATGAGAC TGGC AAAGAACAAATGCTGAATCTGAAGAAGAGGACAACTTTGGG 

CAAAT AATCTGCATACTTTTAATTGGGAATAAGATGGAAAATATGAATGCTAAATCAAAT 

TTTTTAANNNATACACCACACGATACGACTCCCCGCGTACATCTTTGCTGTGGCTCACAG 

ATTGTTCCTCCCATTCCCCTTGCCGCTTTTTGCCTATCGATGGGTAGCMGAGTCTTTGA 

AATAAGCCCATTTGAGCCCTGGATAACAAGGGATAAAGTGGAGCGGATGCACATCACAGA 

CATGAAATTGCCTCACC 

Sequence 2722 

CCGGGCAGGTAC l Ml I I II I I II I I I I I C I I I I II I I ll I I i I II t I I I I I M I I I M i 

□ I I I H i I M I I I I II I I I 1 I I I I 1 1 I I I IH I I 1 1 1 TNTTTN I rTTTTTTTTTI I GGG 

GGGNAMAMNNTT7TNNNAANANNNGANAAAAAANNGGGGGAACCNNNNGGGGGNNCNC 

NCCCCCNNAMAMANGNNCCCCCCCCNNMNNNAAAMANNArrnTTCAAAAANNAAAA 

AANG GGAANTTTTTTANCNAAAAAAANNTTTNTNTAAANNNNNNTNTNNGGGGGNGGNGN 

TTTTNAAAAAAAAAAAAAAAAAAAAAA 

Sequence 2723 

GAGAANGACACCATGTGCCTCAGAAACTGCTCGGTCAGACGGTGATAGCGAGCCACGCAT 

TCACAGGGCCACTGCTGCTCACAGAAGCAGTGAGGATGATGCCAGGATGATGTCTGCCTC 

GCGCCTGGCTGGGACTCTGATCCCAGCCATGGCCTTCCTCTCCTGCGTGAGACCAGAAAG 

CTGGGAGCCCTGCGTGGAGGTATGTGGCTGGAGTCAGCTCCTCTGAACTTTCCCTCACTT 

CTGCCCAGAACTTCTCACTGTGTGCCCTGGTTTGTTTATTTTTGCAAAAAAAAAAAAAAA 

AAAAGTACCTGCCCG 

Sequence 2724 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCCAATGA 
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ATGGTMCTGATCCAGGCACGTTATCACACTTCCTAGTCATCTCCACCTTTCCTGTATTG 

CCTGTGGCTTGTTGTTTAAGATTAAGAATCAAAGAGATTAAGAAGTATCACTTCAAGTCT 

TGCTCTGCTCACTTCTATGTTTGCAGTCAAATTATTCCTTATGTTGGTGACCTAAAGAGA 

ATTACTTTCATTCATTTCATTTCCCCCGTAGCAGATGGAAGTGAGAAACCTCTGAGAAAA 

TGAAMCATCCTTMCCACTATCmCCCTTTT 

CAMAGTTTTTTTCTCCTCCTTCTCTTCCTTGTTGCTTAACTTm 

GCAGATATCCAATTATGTGCATCCTGTGMTAMCCACGTCTTGGTCACTGTCATATTTT 

GAACCATCTCATCAGAGATGAATAATA 

Sequence 2725 

CCGCGGTGGCGGCCGAGGTACGTATTACTGTTTCCCATTATATGTTACAAATGAAATGAA 
CAC AT TCTCATAAGTTAAAAAMTATAGAATATATATTTTTCTTTTTCCTTTT C I MM) 
TTTTTCTGAGACAGAGTCTCGTTCTGTCACCCAGGCTGGAGGCTAAGGTGGGAGGATCAC 
TTGAGGCCAGGAGTTTGAGATCAGCCTGAGCAACATAGTGAGACCCCCATCTCTAAAAAA 
AAAATAAGAAATAAAAATCAGCGACGAGGCATAGCGGCTCATGCCTGTAATCCCAGCACT 
TTGGGAGGCCAAG GCAG GCAGGTCGCTTGAGGTCAGGAGTTTAAGACCAGTCTGGCCAAA 
TGGGGGAAACCCCTTTTTTCTTTAAAAAANTNCC I M M M I CCCCCCCATNGGGGGAAN 
NCCCCNTTTTTCCCCNCCCNCCNNNGGGGGGGGGGGGGGGGGAACCCCCCCCCCCCC 
Sequence 2726 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I M M M M M M i M M M M I CCAAAACAA 

MCATGCTTAGCATGCACACTTTTACCACTTTTTTCGAGNGGAMGTTTATTGGCAATAT 

TAMTTTCACCCTAGATAGGATATGAGMTGTTTTGATAAATCACAATTTATAGTATA7T 

AATGCCATGTGAGAATTTTGTTTCCCAAGTAAGAGCTCACATGGAACTTGGTCATTAAAC 

CTTAAAGAAACCTTTCTCACATATCTATAGGCCTCAAATTGAAATAATCTATAAATGAAT 

TTGTAGATTTCTTTTTAGTTTMTTCCTGAGTATACAGGGCAAMGCTTATNTCCTTTAT 

ATAAACTTCTGCTTTGGTCTAAAACTGATATATCTTCACGTTGAGGTTTCATCTGAAATG 

CACCACGTTTGCTGACTTGCTTCAATATGAATTTGTATGGCTATAAAATTGNGC 

Sequence 2727 

CCGCGGTGGCGGCCGAGGTAC I M M M M M M M I M M M M I CGGGACTTTAGATA 

GCTGGATTATTCTTCTTTTCTG I I I I I GTCTTTCATGTAGTTATTAATGAGATGGATATA 

AAACCAACTACTAGGTNCATATCCCCAAAAAATGAAGTCAATATGTTGAAGAGATATCTG 

AACTCTCATGATTATTGCAAGACTATTCACAATAGCCAAGATNGGGAATCAACCTAAGTA 

TCCATCAACAGATGAGGNGATAAAGATAATGTAGCATATNTATACAACAGAATNTATTCA 

GCCTTAACANCAACAAAATAAATNTTGTCATTTAAGACAACACAGATAAACCT 

Sequence 2728 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACAACTCCACTAACCTGGGAACCTT 

GCCCCCATCCCCCATAGCANCCACAGCGAGACCTGCCCAAGGAGAGTCTGAGCTCAGACA 

TGCCTAGCCCTGCCCCAACTTGATGGGCCTTCCTATCTACCCTGGTAGCTGAAGGCAAAG 

GACATATACCCTTGGGAGTTCTAGGGCCCCGCCCATCGCCAGTTCCTCTCCATACTACCA 

CAGCTGATGCTCTCTGGGAAGTGCCACCTCCCAGCAGCAGGCCAATCAGCACAAAAATAG 

AACATTAAACCACCAAAGCTAANAACCCTCAGAGAATCCATTTACCCCCCT 

Sequence 2729 

CCGCGGTGGCGGCCGAGGTAC I M M M M M I (I M I ICCCTGTAI M MCM M ICCC 

GAGATGAAGTCATGCTCTGTTGCTCAGGCTGGAGTGCAGTAGTGTGATCTCGGCTCACTG 

CAACCTCCGCTTCCCAGGTTCAAGCGATTATCCTGCCTCAGCCTCCCAAGTAGCTGTGAT 

TACAGGCATGCATCACCATGTCTGGCTAGTTrTTGTATTTTTAGTAGAGACAGAGCTTCA 

CCATGTTTGCCAGGCTGGTCTCAAACCCCTGACTTCAGGTGATCCACCTGCCTCAGCCTC 

CTAGAGTGCTGGGATTACAGGMTGAGCGACCACACCTGGTTTGTTTCTTAAAAAACATC 

TTATATTTCTCTGCTTMCGNGCTCAATGTTGAACATGTGAMTATAATMCTTTTCATA 

ATCTCTTCTGATTCTGGCTCTATATCATCTTTGGGGNCTGGTTTTAANGGAATTCTAATT 

TTCTTGGCAAT 

Sequence 2730 
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CTATAGGGCGMTTGGAGCTCCCCGNGGTGGCGGCCGAGGTACACGAGTCTTTTGCTTNC 

TCCCACCCCTAGGGGGAAAMCTGCTTTGTGCTTTGGGAAGTTGTCTGTGAAACCCGGGG 

ACAGAGGACNCANGACAGACTAGGANNGGAGCCGNGAGGATGGGCTGCANCTGTNGAGGA 

GGGTTTCANAGGANAGNGGTCNGATAGCACCAGGCCTGAGAAGCCATAGCCTAGGTGGAN 

AGAGGTTTGAMGNGACANAGCGGGCTGATTANCTGCCGTANACNCTTTNATNCCATGTT 

ANATAMCATNNTTNAAAAACCCTTCNTNTTGTTCCCAATNNTANAAAAATTAANCCCGG 

GCNATGGGGGGGCNTGCCCCCTNGTNATTCNCTNTTTTAATNAANAGAAAGGGNTTGNCC 

CCGGGTNANTTTTANTTTTNTNAC^ 

ANAATTGGGGNGNT^^^TCAMNNNATTTNNTTGTTNNAAT^^^^^TT ATATTN I IIHI11 
TTNANCTNNCCNTNNNAACAAAA I II 1 1 1 1 1 I NTNTNNCATATAAAAAAA 
Sequence 2731 

GGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACTAGTTATTTTAAATTCCACTCATA 

ACTTATCGGCCAAAAGTAGTCACATGGGTCCACNTAATNACAAGNGGAGCGGGAAGTGCA 

ATCCTACCTTGCCTGGGGAAGGTATAGAGATAGACCAGCNCTAATGACTACCACACTTNG 

CTAAGGTNACATAATAAATAAGCATCAGGACATTATGTGTGGNGGCTCATGTCTATAATC 

CCAGCNCTT 

Sequence 2732 

CTATAGGGCGNATTGNAGCTCCCCGCGGTGGCGGCCGTGNGCNCGGAGNTGGTATTGACA 

TAGCCTTTGTAGAAACAGTGCTTGAGTTCCGCTTCNTCTTCGGAATAAAACTTGGTCTGA 

TTCACCCCGGGCGTCCCGAGGAGGGTGACAGTGAACAGTGGAGCGATAAATCCGGCATTG 

GCGGTGAGATTAAA 

Sequence 2733 

AGGCGGGCGGCNGCCNCNCNCCNGGTACCTGATAAAAATTTANTNCTCCTTGGCCAGGCA 

TGGNNNCTCACACCNGTAATCCCAGCACTTTGGGAGGCCAAGGCCAGCANGTTGCTTGAG 

CTCAGGAGTTTGAGACCAGCCTGAGCAATATGGCGAAACCCCATCTCTACAAAATATACA 

AACATTANCCAGGTGTGGTGGCNAACGCTTTCAGTCCGAGCTACTGATGAGGCTGAAGTG 

GGAGGATGGCTTGAGCCTGGGMGTGGAGGTTTCAGTTGAGCTTGAGTTTNATGCCATTG 

MCTCCAGCCTTGGGCGACGGGNAGACNCTNTTTTNAAAGAATTTGGAAAAAAAAAAAGG 

GAAAAAAAAAANNNNANGNCCCTTGGGCCGNNATTTNAAAAAANATGCNCCNCCCCCCCC 

GGGGGNTTTNNGAAATTTTNANTTTTANMGTTTTTTCNNNCCCCCNGGGGGGGGGGGGG 

GGGGGGGNGCCCCNNAANNNC I 1 1 ! I ! I ! I I 1 1 ATTTAAGGGGGANGGNCCCCCCCCNAA 

AAAAAMNATNTTTNTTTTNTTTNTNNNCCCNTTNNNNANNNTANAAAAAAAAAAAAAGN 

GGGGGGGGGGGGGG 

Sequence 2734 

CCGCGGTGGCGGCCGAGGTAC I I I I I I I I I! I I I II I I I I I 1 1 I I ATGAGATGGAGTCTC 

GCTCTGTTGCCCAGGCTGGNGTGCAGTGGTGTGATCTCAGCTCACTGCAAGCTCCACCTC 

CTGGGTTCACGCCATTCTCCTGCCTCAGCTTCCCAAGTAGCTGGGACTACAGGCACCTGC 

CACCACACCCGGCTAATTTTGGTTTTGTATTTTTAGTAGAGACAGGGTTTCACTGTGTT 

GCCAGGATGGTCTCGATCTCCCGACCTNGTGATCCGCCCGCCTCAGCCTCCCAAAGTGCT 

GGGATTACAAGTATGAGCCACTGAGCCCGGCCTCTCTGTAGCTTTTAAGATGTTCTTAGG 

TGACTTATGAGMTGAAMMTGGAGMTTTTCCGTCTTCCTGCCATGAAATCAATTAAT 

GGCMTTGCTACTGAMGCTGTTCTGTTTTT 

Sequence 2735 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTA CI II M I M 1 1 I I M II I GG 

GGGGTTGCTATTATTGTTATTGTTTCTAGATGAATGTGNGAAGCCAAATTATTCAGTGTC 

TTAAAGACCATATTAAAAACTCCTGCCAGGCGCAGCAGCACGTGCCCATGATCCCAACTA 

CTTGGGAGGCTGAGGCAGAAGGATCGCCTGAGTCCAGAAATGCTGGGCTATAGTGCACTA 

AGTCAATTGGGTATCTGCACTAAGTTCGGCATAAACGTGAGGGACCACAAGGTTGCCTAA 

GGAGAGGTGAACCAGACCAGCCTGGAAACAGAGCAAGTCAAAACTCCTGTCCTGATGAAG 

TAGTGGGACTGCACCTGTGCATAACCACTGTACCTGCCCG 

Sequence 2736 
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GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGACAGACGAGATCTCGAT 
CGAAGGCGAGATGGCGGACGTGCTAGATCTTCACGAGGCTGGGGGCGAAGATTTCGCCAT 
GGATGAGGATGGGGACNAGAGCATTCACAAACTGAAAGA 
Sequence 2737 

ATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTATTAAAAAAACAGTTTAT 

GTGCAAGGTGTATAAGAAAAGTAAAACATACCTTTGGTAAAAAGATTATAAAGGGGCATA 

AGMTGTGGATTTTTACCTACATTAMGGGTTAAAMCMTTATTGTTTTAAMGTTTM 

GCMGTTTTAAAACGTTMTTATAMGAAMTTCTGTGTGTAMCATATTAGCTAMGTT 

AAMAGGTATCATCCAGTTTTTCTGTGAACTGGACATTAAAGTAAAAAATGCCACAGGTT 

TTTCTTAMGCATCAACCTGCTCTTTAACAAAAATTATAAAAGGTTAAAAAGAGTCTATA 

AMTCTTACCTTATGGTCAAACATGAAAMTTGGATAAATATGTCTCAAGGGTTTATTAA 

MTTTCAGTTTAAMTTMTMCACACTMTATAMGGTAAAATTTAGCTTATCTGGTAT 

AAAAATCATACNAGAAACATTATTAAATATNAAATGGGGT 

Sequence 2738 

TCTAGGGC GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACI I I I I I I I I I 1 1 1 I I 1 1 i 

TTTTTTTTTGAGACAGNCTCCCTCTGTCACCTAGGCTGGAGNGCAGTGGNACGATCTTGG 

GTCACTGAAACCTCCGCCTACTGGGTTCAAGCAGGTCTCCTGCCTCAGCCTCCCCAGTCG 

CTGGGA7TACAGGCACATGCCACCACACCTGGCTMTTTTTGTATTTTTAGTAGAGACGG 

GGGTCTNACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTTAGCTGATCCACCTGCC 

CTGGGCTC CCAAA GNGCTGGAATTACAGGCGTGAACCACTGNACCCAGCCCNTTGACCTG 

TTNTTTATTATTTTGNGGTTAATGCCAMTNTAAMTAATGTTTATGTATAAAGCCCCAT 

NTCACAGGGGGGAANTTTTTTTAAAACAANAATTCC I I II I II I I AAGGAAAAAAAGGTT 

TGT^^TTTTGTTGCANCCTTNTTTATTCNAANGGNTNANCTTTCANAAAAATGANTAATA 

ATTCCI I 1 1 1 I ICC 

Sequence 2739 

TNTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTACGAAGCCATCTTGGCT 

CTGTGGAACCAGCTCTACATCAACATGAAGAGCCTGGTGTNCTGGCACTACTGCATGATT 

GACATAGAGAAGATCAGGGCCATGACAATCGCCAAGGTATGTCCTCAGGGCCACTTAGGC 

TGCCTGGAGGGAGGGCAGCGCTGCCCCCCGCAGTGCCTGTGTCCAACAGTTCAACCTTCT 

TGCTGTGTAGCAGTGCTTTTGTGTCTCGTNAAGCAAGTCAGCTCACCCCTCCTTAGAGGT 

TCTGGTCTGTCCAATAGAGAACGGGNGGGATTAGCATATGGCTGATTATGAGAGAAAGAA 

GCMTNCTAATTTAGGGTGGCCTGACAAGCAAGCCAGAATTGCCTGTGGAAAAGTTATTG 

CACTCCTGTAAGAATTCTGGACCCTATTGCTCCTTTGATGTAATGGAAAGTTAG 

Sequence 2740 

TNTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAAGTGA 

ACTGAGGGCCACCCTGGGAGGAAGCCGACTAGGCGAATTCACTTACTGACCGGCCTGGGC 

TGCTCTGAGACATGGAGGAAGCCAGTGAAGGTGGAGGAAATGATCGTGTGCGGAACCTGC 

AAAGTGGGGGTGGGGGGAGTTAANANTATTATCCCCANATTGNGGGGCGGGATCCTGCCC 

CGGGGGGAAAACTTTGGAACATCTCCGCAATAAGACAGA 

Sequence 2741 

GGGCANGGTACCCACTTGGATGACTGGGGAGAAGGGCTGGGCTGCTGCTGGGGAGTAACA 

CAGGCCTTGGGGCAGGGTTCAGGAGTTCATTAGTCTGGAGTCCAGATCGCCACCCAGGGC 

CCAGCCTGATGTAGTGTTCGCGTTCTCTCAGCGCTGCAGTTTTCCGATAAAGGAGAGGAC 

TCCTGTGTGCCAGAGCTCTGAATGGGAGCCTCTTCTCAGTCCAGCCAGGCAGAGGGTGAG 

GCTGCCACCTTATGGCCACTGGGGGAATTGGCTCTGGGCTTGGACTCCAATAAGGGGCCG 

GGAGCTGCAGAGACCTCCAAAAGGTCTCTTAACTAGTCCTCCAAA 

Sequence 2742 

CCGCGGTGGCGGCCGAGGTACTGCCATACCTGGCTAATTTA I Nil I GTGGAGATGGGAT 
CTCACTTTGTTGTCCAATCTGTTCTCAAACTCTTGGCTTCAAGTGAGCCTCCTGCCTCTG 
CCTCCCAAMTATTGGAATTATTGGCATGAGTCACCATGCCAGATCAAGAAAATATTTAT 
GTATAATTTTATCATACCTCATTGGTCCTMTGTTTrTTTGCTTGTTTAGGTCCCTTCTA 
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GAGATAGGAGAAGAGAGAGATCCCTTTCTCGGGGAGAGAAATNCAAGCCGTCCCGATCCT 
CTTAGGGCTNGGA GGTAA MTCNTTTGATMCTTTGTATTNAAAACTTTGCATCCATAGT 
ATGCTMGGCNTTNTTTTANCCCAMAMTTTTNCCTTAAMGTTTTTTNGMTTN 
AAAAAGGGCCCCNAANACCCAAGNNAAAGGGNNGGNNC I 1 1 I I 11 1 1 
Sequence 2743 

CCGGGCAGGTAC < M I 11 I 11 f 1 1 t 1 1 I 1 1 M 1CI 11 1 1 1 I II 1 11 I 1 I 1 11 I II I I 1 1 1 

1 I I I I I I I M I II I 1 M I M I U I I 1 1 I I I 1 1 1 1 M I U I 1 1 I I I M 1 1 11 I M I 1 1 1 1 1 

TTTTTTCCCCNGGNNNNAAAAATTTTAANNGNNNGGAAAAAAMAMNCNGGGGAAAANG 

NNCCNTTNNTNNNAANCCNTNAANNAAAAAAANNCCNNNAAAANNAAAAAAAAACCCCAA 

AANNNNN^^*NNNMMAAANC^JTNGGNNNAAAAAAAMGGGGGGNGNNA^r^TTNNNNCCC 

CAAAAAAANGGTNNGGNNGGGAAAAAATTNNTTNNCAANCCANAANTTNANTNCAAAAAN 

CCNTNNTTCCCNTGNCCNTNNAAAAAAANGGGNACCCCCNGGGGGGANANAATANNAAAA 

AAATTTANTTTAACCCCCCCCCCAA 

Sequence 2744 

GGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTA C I I 1 1 I 1 I 1 11 1 1 1 I I GAGACGGA 

GTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCCCACTGCAAGCTTC 

GCCTCCTGGGTTCACACCATTCTCCTGCCTCAGCCTACTGAGTAGCTGAGACTACAGGCA 

CCCGCCACCACGCCCGGCTAAI I I 1 I I GTATTTTTAGNAGAGAGGGCGTTTCACTGTGTT 

AGCCAGGATCGTCTTGATCTCCTGACCTCGNGATCTGCTCGCCTCGGCCTCCCAAAGTGC 

TGGGCTTACAGGCGTGAGCCACCACACCCGGCCCAGTCTTGTGTCTTAAATACCATTTCC 

ACATTGACACCTCCAGAATATTTATCTCTAAACCTGACCTCCAGAAGGTGCAAGCANATT 

GTGTAAACCATGTCTCCACTACACGCCTAAAGGCA 

Sequence 2745 

CCGGGAGGTGTCCGAACAGGCAGGTTGGTGGGTTAAAGGTCTTAATCTTGACTCGAGATC 

TCTCCCCGGAGTTCACAGAGTAGGCGACGAAGCCGAAGCAGCTGGAGCGCGACCCGGAGG 

AGTCTGACTTCTCGTTGTCTTCATMTTTTCATTCGTTGCTTTCTTCATGGACTTGCGGC 

TGGGGGAGGATCCCCGCTGGTCGCCGAGCANGCGGGCGGGTAAAGGTAGGCCGCGAGAGC 

CAGGTTATNGAGAGGAGAGGAGGC 

Sequence 2746 

AGGTACCTGTGACTAACAAGGGGTCTGGGAGGATCTGCTGCTCCCATGCCCTCCTTTGTG 

TGTTTTAAATCTGTTTGAGCCTTCTGGGCTCCTGCGAATTAGGGAGTGGCAGCTCCTCAG 

TCTMCTCCTATTGNGACCAGGTTGCCTMTTGGCCCTTTGGTTTGGGCACCCACTGTCC 

TTCTGCGTGGTTGGATAGATGCTGCTCCCAATGTCCCTGATCTCTTACAGACCCCTCTGA 

TTCTTCACTCTTGGCTTTGAGAGCCCCTGATGCCCTGCAGTCTTGACTGAGCTTCTAATG 

GTTGATCAGACCCTTGAATGTTGAGCTCTTTCCATACTAGACTTGAATATTCTCCTG 

Sequence 2747 

GGCGGCCGCCCGGGCANGGTACANGACATTTTCAMGTTGCCAGTGTTACTTTAATTGGA 

CTGCCTTCGTAATTCATTGCCTCTGCTTCAACAATGTGCAACTCATCCTTTGCACCAGCC 

CCTAMCTGACCGTTCTTAMGATAGCTGGTGCTCATTTTCATCATTATCCACCTTAAAG 

NGATAATCTTTGTCGGCCTTTAGTTCACAACCGAAAAGATAGTTCTGGGGCCTNAGGGGG 

CTCATGTCCATGTCCATCGMTCTTCCATNGGGNGGCGGCACNCNNTTTTTNTAGNAAAG 

AAGGCGGIMCGGAANATAAAAAAAACTNTNCTCCAAAAAAACACCCGGNGCANGGAGGGNA 

NTCANACCAGGGGCCCCCGTTTNCCTNGGATCNTTTNATAAAAAAATNGGGGGNCCCCCN 

CNGNGNNNGGNNGNAMTTCTAATNNTAMNTTTTTANCCCCCCCCCCCCCCCCTNGGGG 

GGG 

Sequence 2748 

CCGGGCAGGACTTGGGAAGCTGAGGCATAAGAATCACTTGAACCCGGGAGGTGGAGGTTG 

CAGAGTGAGCCAAGATCGCAGCACTGCACTCTAGTCTGGGTGACAGAGCAAGACTCTGTC 

TCAMAAAAAAAAGACTAGAGAATGTCAGGGAACACATGTGTATATTTAAACAACTTCAC 

TTTGCATTTAAAAACTCGAAGGACAGCGAAGGTGAAATCAATTCACGGGCCACCTAAACT 

TTTCAGTCTAGGACTNAGAGCTTGTANCCATNGATCTGTNGGGNTTGNACCTCGGGCCGN 
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TTCTANAACTAGTNGNATCCCCCGGCT 
Sequence 2749 

CCGGGCAGGTACAACATGAGACATGACGCCCTTCGGGACACATGCCTGAGGTAGTGACAA 

TCCMCTTTG GAAGAG TGGMGCCCTAGTTTCAAATTCMGCATGCTTTGAGTATAAATT 

MGTTTACCTCTTTTTGCACAGCAACATGGCCMTCTTTCCTAAGCTGCTCAGCTTACAA 

GAAAAGGAATCAT ACTGC TAAGAATTCAAACTTCAGCAGTCATAGGTAAAGTAAGGGAAG 

TTTT^^ ^A MCCNT ATTTTTAGCCCCCNTACCCNGMCCCTNGNAAATTTTNGCNAGGGTT 

TrmCMTlTTTCNAGGGACAGGTTGGGGTTTCNCTTTAAATCCANAGGG 

NACCNTGGAANAAACCAGACCCTTTTAAAAAAGG 

Sequence 2750 

CCGCGGTGGCGGGGTTTCGCCATGTTGGCCAGTCTGGTCTTGAACTCCTGACCTCAAGTG 

ATCCACCCACCTTAGCCTCCCACAGTGCTGGGATTACAGGCATGAGTCACCACACCCGGC 

CAGTAGMCTCTTTAMCCTGAAAMTCAGTCMCTTTGCAGACTAGAGGAGGATGTTGA 

ACACCTATGTGTGTA I M M It ICTTTACCMCTATGCACCTATTTTTCAGACACCTAAA 

AGTMTGTCTGTGAMCAGTGGGTTTTCTTTTT 

Sequence 2751 

CCGGGCGAATTGGAGCTCCCCCCNGTGGCGGNCGCCCGGGCAGGTACAATGCTTATAAAA 
TTCMTAATTTGTATTAAAATACAAAATCCNATAACAACCAGGAGTTCTTCGGAAGAAAA 
AAAAAATCACAAAACAACCCCAACAGTGGTGAAGAACTA 
Sequence 2752 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCAAAAGCTCCCAGATTATTTGGAAACCA 

TGTTTTCTTCCTAGTCCATGGTAACAAGAAAAAGCCANTGGAAGCATCATTCCAAACAAT 

AATCTCCAAAGATGGTGGCAACCAAGTGTCAAATGGGGACTGCAGGCACAGAAGAGACCA 

CCCCAAACCCTGCX^TGGGTGGACGAAGCAGGTATGCTAGAATAGTCCTGTCCTGCAGAAT 

AGGGAACGGCAGCTTGGTCGATCTGTGCCCTGGAAAAAGAAAATGAGTTGCAATAGAAGT 

GACTNTAAGACAGACAATGAACCTACTNTTAAGAGAGACAGGGCCAGGCACGGTGGCTCA 

CGCCTGTATCCCAGCACTTTGGGAGGCTTNAGGCGG 

Sequence 2753 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGCAGAGACAATGGAATAAACAGCCAAG 

AATGTTAAAATAGCTATTATAAATATGATCCTTATGCTCATAGAGAAAAGGAAAAATATA 

AGTATAATGTGAAAAGAAATGGAAGATATAAAAAGAAATGCAACTTCTAGAGGTGAAAAA 

TATGTCTGAAATGAAAACACCATATAGATGGAATTACCAGGAAATTAGACACTGCAGAAG 

AAAAAAATCCATGATGTTGAAGTATATTGCAATTAAAACTATCCAAAATGAAACTGAGAG 

GGGGAAAAAAGCCCCTGAAATGTATGAAGAAAGCCTCAGTGACCTGTGAGACAATATCAC 

AATGGCCTAACATAAGTGTAATTTGGAATCCCCAGAAGGGGTAGCAGGCCCGAAAAAAAT 

AATTGTTTGAATAAAGGGNCAAAAGGTTTTCCC 

Sequence 2754 

CTATAGG GCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTT AI 1 1 I I I l I I > l I I 

TTTTTTTGAGANAGTGNGTGACTNTGNCACCAAGGCTGGAGGGNNGNGGNAAGANCATAG 

N TCACTGAAGCCTCCATNTN TGGAGTTNAAGGGATCCTCCCGCCTCANTCTCCNAAGCTA 

AAI 1 1 I I II 1 1 I I I ! I n I 1 1 I AGNAANAN ACATGGTTTCACTATNTTTGCCCAGGCCAG 

GTCTAMCCTTNCTNACTTNAANGCAANTNNCTTCTNCCTTTAANCCTTCCCAAAAGGGN 

TTTTGGNATANNNTNANACNCAGNCCCTTNTNCCCTGGGCTCTTTCNTTNTTAAAGAAAG 

GACAC TTTAM TCANTTTTTNCNCNCNCAGAGATNAATTGNGCAACAAACANTATTANGT 

TGGGGTTTTATTTNAGGGTTCCTNNCCCGGNNNGGTCCCTTTNANAAAANNTNNGGGAAN 

CCCCCCCGGNGTNTGGGGGGANTTNTNANNNTNCMNTTTATTTTATTNCCCCCCCCCCC 

NTCG 

Sequence 2755 

CGCGGGGGCGGCCGGGAANGGNCCNGGAANGGNAGTCANGCAGGGAGCGTCTGTCCGAAC 

GGAGGCTAGGTAAGAATATTTCACCATGAAAATGTTAAAAGACATAAAGGAAGGAGCTAA 

ACAATATGGACCCANCTCTCCTTATATGAGAAGGTTATTAGATTCCATTGCTCGTGGAAA 
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TAGACTTATTCCTTATGATTGGGAM7Tn"ACCTAAATCTTCCCTTTCACCCTCTCAGTA 

TCTACAGTTTAAAACCTGGTGGATTGATGGAGTACCTCGGCCGCTCTAGAACTAGGGGGA 

TCCC 

Sequence 2756 

CTACTTAGGGCGAATT GGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 I 1 1 1 1 1 1 I 1 1 I 1 
I 1 1 1 I I I I 1 1 1 1 I I 1 1 I IGGAGNGAAACAGGAGTGCTTTATGGTCTGAGTGGAGTGTTTG 
GGAGGAGTNCCTCCCGGWTCCTGCCTTGGGGCTCACCTCCCG 
Sequence 2757 

CCGCGGTGGCGGCCGAGGTACATCTTCTCCTAAAAACAAGGGTAGAGCCAATGGAAAGTA 
ATGGTTCTGTTACATAGAATGAGTTGTCGCGTTGATCTTAAATGATGTATTGGTAGATAT 
ACTTCCCMGTGGATTAAAMGTTAAAACTTACAGCATAACAAAGTATTAGACTTACTGA 
GGTG ACTTGAA TATCTCCTTTTGATTTTCACTCTATTTT^ 

GATAATTTTTTAATAAACCMGGCTCTTACCATAGCTGAACTTTAAAACTTAGACTGTCT 
TTTCTGTAAACGATTCTGAGGCAAAGGGAAATGACTAGAAGAGGATGAGTAAACAATAAC 
CTGAAATGGGAAACTCGAGGGAAGCACAGGC I 1 1 1 1 I 1 1 GGTTTGTTTTGGTTGATNCGT 
TTTTTGGTCTTTG 
Sequence 2758 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAGGCCGGTGGGCT 

CCCTGACATCCCTTCCAGGCAACCTGAAAGCACTGAAATAGCTTATGGCCCTGTGCCAGG 

GACCTTGGCCCAAGCTGCTGACCTCCAGGGTGGGGAGGGAGCTACCCCCAGGAGAAGAGT 

CACTCAGACAGCAGTATGAGCAAGCCAGCCAGCAGCTCCGTGCCTGCACCCAGCTCAGGG 

GAATCCCAGGGGGTTCAGATGCCCAGGAAGGAAAAGGGGACAGCGCTACTGCTATGGAAT 

GAGACCACCACTTCTCCTGTTGTCCTTCCCAGCTTCTCCCCAACCTCCCCTTTTCCTAGT 

TTATAAGACAGGAGAAAAGGGGAGAAAGCAAAAAGCTGGAAAGAAACAGAAGTAAGATAA 

ATAGCTAGACGACCTTGGCGCCCCACCTGGCCTGGGNGGG 

Sequence 2759 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGAMATTAGCAAGAGACATTTTCTGCATTGT 

GA GMA TCMCATAGACACCTTAMGACCCCTTTGAGAGTGTGGCTTTTTGMCTTTTCA 

GATTTTGCTCAGTGACCTGCTAACACTTACGTGAGAGGCTCCAGGTGTAAATAGAATCTA 

ATGGCAGAATCTGTAAGTGTAAACAAGCATCTTAGGAGTGAGAGATCAAGACCACAAAAT 

GTCCA GAGCTAT GACCACAGCTATACCTACCCATAAAATACGATACTGGAGTAGGGTATT 

TTTGTCTTTTTTTCTTACCTAAGAGCTAGCTAATCAGGACAGGTGATGCAGGTTCTGGAG 

CTCTACCAGGGCAAGTTCTATTTTCTTTTTTTGAGACAGAGTCTCACTGTCGCCCTG 

Sequence 2760 

CCGCGGTGGCGGCCGGGCAGGTAC I M I I I I I II M I I 1 1 1 I I I I 1 1 CGAATATTNCTTT 

CAGTGTTCTCAGATTGACTTGACCAGCCTAAGACAGATGCCAGGGACATCCTCTTNTNTG 

CCTNTNAACACTTCAGTCAGATGGGAATATGGAAGGATCATATNCAAGAGGATCATATTT 

TNTGAAGCCAATCCATTANATGTCAGGAAA 

Sequence 2761 

AATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTAGATGTTCTTTGGTATCTGGGCA 

TTGAAGMTTAGGTATTTATTATMTCTTCACAGTCTGAGCTTGTTCGTAGTGGTCCTTC 

TTGGAMGGCTTTCTAGATATTCAGAAGGACCGTAGGTGTTGTGATCTAAGCTGTATCTG 

CTTTAGAGGGCACCCGAAGCCCCGTAATGCTCTGGTTCTTGCAGACTTCTGGAGATACTG 

CCTTGATGGTCTTGGATMGATTTGGAAGAATCCTCTGGATTATCAGGCAGAGACTCTTA 

TTCTCTTTCCTCACTTTTTCCCAGAGTCTTTCTATGCTGAGCTCTCTGGAGCTGGGGGAG 

G 

Sequence 2762 

TNNCCGCGGTGGCGGCCGAGGTACTGTCCMCCAAMCTTTCCACNGNGMAATTTTCCT 
GG GTGAGC CTCCCAGAAAAGCCCAGCTTAGTGTAAGCCAAAGACCTCCCAAGTCTGTCAC 
CAAI I I I I ICCCTATTACTCACCTGATCATGTGGGCAATATCCCAGTTGGTCTCTGTAGA 
CMTGGTCCCTCTATTTCMCACCTTTTTCGGTGACAGTGGCGATTTGAAACTGGAAGAA 
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AGCAGAGCATTCAATAATGCCCACGCCTTAAGTCCTTAAATGAAAGGTCAGGTGGAGGTC 

TTCCCCAATGTGAAAATAGGAGTCACACAAGTAAGGCGNATCTGTTCTTCAAAGCATAGG 

CTC 

Sequence 2763 

AGGTACTATAATCTCCTTCTCCACTGGCAAACAGATTATACCAGAAAACAGCAGTTCCCT 
ATGGAG MCMTTTCACM TTATCCCCMGTATACMTGCCAGGTMTTGCmCGGTAG 
TT ATT AC I I I I I I I 1 1 I I IGAGACAGAGTCTTTGCTCTATCGCCCAGGCTTGGAGTGCAA 
TGGCTCGATCTTCAGCTCACTGCAACCTCC 
Sequence 2764 

GCGGNCGAGGNACAANCNACTTGGGGGGGCANAAAACCNGCCCCCCCCACGANGAGAAGG 

GGACNANGAGAANNNTTTACACACAAGNGGGGGANNNCCCCCNAAAAAACCGGGCGCAGN 

GGCNNACACNNNGNAANNCCAGNACNNNNGGGAGGCCGAGGCTNTTTNAAAAAAATTNNT 

TTNGAGGGGGGGGGGGCCCCCGN 

Sequence 2765 

CCGGGCAGGTACGCGGGNTTCCGCGGGGCTTGCTGGGAAGAGAGGCGAAGCCAGGTCACC 
TTTCMGGACCCAGAAGTAGGGTTTTGGCCTAGGTAACCGGGGCAGAGATGTGGTTCGAG 
ATTCTCCCCGGACTCTCCGTCATGGGCGTGTGCTTGTTGATTCCAGGACTGGCTACTGTT 
TNCCT 

Sequence 2766 

ATAGGGCNAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTACCCTCTGCTTTTGCAAG 

GACTCTACTGTGTCATCTTAAGTGAGACAGGTGCATATGTATACTAGTAAAATTCTCTGC 

TTTCCTAGCATTGGACAAAAACAAAAATCAACAAAAGAATTGCCTCAGTGTCTTAAACTG 

GGAT CCTTACTAGTTGACTAGGCACTTAGTTACTGAAGGATATGTGTGGAATTCAAGTTC 

TTTTCAACCTATAAGAAATATCCGGCCAGGTGCAGTGGCTCACGCCTGTAATCCCAGCAC 

TTTTGGGAGGCCGAGGCAGGAGGATCACAAGGTCAGGATTNTCAAGACCNGCCTGGCCAA 

CATAGTGAAATTCCTGNCTTCTACTAAAAATN 

Sequence 2767 

CGGCCGCCCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGGGCT 

TTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGGTAAAGCTGGGATT 

TACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCTATTNTCTTGTAATACCTNCAACA 

TAGGAGGCAAGAAGTGAGGTATTATACAGGTTGAGGAGATA 

Sequence 2768 

CCGGGCAGGTACGCGGGCATCAGCTCCGTGGGAACTCACGAGCCTGGGGAGAGTTCGTCA 
TCCCCACATGGAACCTCAGTATGGCCAACAGGCAGCCCTCTGGTGGAAAAATCAACAATC 
AGTCCTTGCANCAACTTGATGGAACNCTAGTTGACCACCATAAAGATGTCAAGCCAGGCA 
GCA 

Sequence 2769 

AGGTACTACTGCTGAGGTCTCCAGGACAGAAGTCACCTCCTCTGGTAGAACATCCATCCC 

TGGCCCTTCTCAGTCCACAGTTTTGCCAGAAATATCCACAAGAACAATGACAAGGCTCTT 

TGCCTCGCCCACCATGACAGAATCAGCAGAAATGACCATCCCCACTCAAACAGGTCCTTC 

TGGGTCTACCTCACAGGATACCCTTACCTTGGACACACCCACCACAAAGTCCCAGGCAAA 

GACTCATTCAACTTTGGCTCAGAGATTTCCACACTCAGAGATGACCACTCTCATGAGCAG 

AGGTCCTGGAGATATGTCATGGCAAAGCTCTCCCTCTTCTGGAAAAT 

Sequence 2770 

CCGGGCAGGTACAGTTGGACCTGCTGGCATTCGAGGCCCTCAGGGTTCACCAAGGCCCTG 
CTGGCCCCCCTGGTCCCCCTGGCCCTNCTGGATCTCCAGGTGTAAGCNGTGGTGGTTAT 
Sequence 2771 

CCGGGCAGGTACTGTAGATTGAGATATAACAAAAAGATGATTTCTGAAATAATATTGGGA 
MAGAATTTACCGGATGGTATTTTGTATCTTTGCACACCTCTGTTGTTATGATGCTATAA 
GGCAATCTTGTCCAACCAGCAGCTCACAGGCCACATGCCACCCAAGATGGCTTTGAATAG 
GGCCCTATACAAATTCGTAAACTTTCTTAAAACATTATGAAA I I I I I I U I I I I I M M I 




WO 01/070979 



PC17US01/09126 



TABLE 1 

452/467 



ACMTMGGCTCTTGAAMTTGTCATTACTTGTGTTTTCCTATACATTCATCTGTGTGAA 

AGCCTTTTTCTTCTTTGATTTAAAMAATTAACTATACAGTTMTGGTrTAGMCTTAG^ 

ACTAC 

Sequence 2772 

AGGTACACTCAAAGGCTATGTTCTCTCTCAGGACTCAAGATGAATTACTGGCAGAATTCC 

TCACTACATCCTTTAATGGAAACCTCTGTCGGTCCTCATCATCAGTGCTTTCATATTCTG 

ATTCTTCACTAGATAATTCCTCATCCTCGTCTGGCAAAGGAGGTTCCTCAGGTGGCTGAG 

GAGATGTGGGTGGAAGAGGTGCATGCAATGGCATATAGTCTTCATACATGGGAGGTCGCG 

CAGTAATTGGTGCAMAGGTGTGGGCAAATTCATTTTATTCATAAGATGAAGGACCTGTN 

CCTGCCCGG 

Sequence 2773 

CCGCGGTGGCGGCCGAGGTACTCAATGTTTAGCTCCCACTTAGAAGTAAGAACATGCCCA 

GCACTTTGGGAGGCCGAGGTGGGTGGATCATGAGGTCAAGAGATCNAGACCATCTTGGCT 

AACAANGTGAAACCCTGTCTCTACTAAAAACATAAAAAATTGGCCCGGGTGTGGTGGTGG 

GCACCTGTAGTCCTAGCTACTCGGGAGGCTGAGACAGGAGAATCGCCTGAACCGGGGAGG 

TGGAGGTTGCAGTGAGCTGAGATGGTGCCCAACAAGAGGGAAACTNCTTNTNAAAAAAAA 

AAAAAMGAAMCACAGGTATMTTTCCTACCATGTTCTTACNGGATCATAACTTTAAAT 

GGTCACCCGCGTNCCTTGCCCGGGGCGG 

Sequence 2774 

CCGGG CAGGTAC I I I 1 1 1 I I 1 1 1 1 1 1 M M 1 1 1 ) > AG AATAAAAGACCATTTTTATTCTA 

ATTTTMCTCAGAAATTATTATGCTTATTCMTTTAACACTTTCGCTGAAAGGTTAAAGA 

GATMGMGGACAGATTATMTTGCTTAATATTGCTATGGTAACTTCCATTCAAATACCT 

GTGAGTCACCAGAAGTCAAAAAGGTAGCCAGCATTGCAACACAGGATGGATCATGCAACA 

GAAACTAGCACCAGGTTACCTTATCTTATMTATTATTTGCTGTTAAAATGAAATTTTAA 

AACAGCACCAAAAGTTAAGTTGGGGCTAAAACTGTTGTGCAGGAAAGATTTCATATAGCA 

G 

Sequence 2775 

TGGCGGCCGCCCGGGTNGGTACCAAAGCCAGATCCTCCTGTTTTGTAGCAGGAAGCCCTT 

TATTAGTTNNTCTCTATCAATCCATCTTTNATAATNNCCAAAATAGGATAAG 

Sequence 2776 

CCCACGCGGGCGAAATTTTGGGGAGGGCAAACACCCCCCGCGGGNGGGCCGGGGCCCGCC 

TCCNAGTAAACCTAAGAGGGGGAGGNTNTTCCAANNCCCCGCAGNTNNNTTAAAANCCCC 

ATCAAGGCCCNAANCG(3AANAACCCGGGGGGGACCCATCTNAAGGGGGGGGGGGGCCCCC 

CGNGGNACNCCCAAGCCAANNANGGNNNCCCCCCGNAAAGNNGGAGGGGGGCGNAAAANA 

GGCAGCCGCCCNCNNGCCGGNAAAANCAAAGGGGGNCCAAAAAGNCAGGGGGGGACCCNG 

GGCGGGGGGAAAAAAAGGGAAAANCCCCGGCNCCAACCAAAANNNCNANCAACCAAACCA 

ATAACCAAAAGCCCCGGGGGMGGCCAAATAAAAANNGAGGGGNNAAAANGCCCCCGGGG 

GGGGNGGCC 

Sequence 2777 

ATGGGGGAAAACCCCGGGGGCGGCCGCNCNAGAACTAGTGGAGGNIMTCCAGCCCGCAGGN 

AANNAAACCACnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCAA 

CNGGNCCCCCCAGNGAGGGGGAAAAAGCGCGCCGGGCGGAANCAAGGNCAAAGCAGGNGC 

CCGCGGGAAAAAAGGNANCCGCCCACAACAACCACACAACAAACGAGCCGGGAGCAGAAA 

GAGGAAAGCCCGGG 

Sequence 2778 

ATAGGGCGA ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 rTTTTTTTTTi 

I I 1 I I I I I I TCCNCCCNMCCAGTTCTMCCGCANGNCAATTAGTTTTTNAAAAGTCTCT 

CTCTTCTCATGTTTTTTCCTGCTTTGAMCTCMGNGNTCTCTTTTACTTMTANATCM 

GATCCAACACTAATTTGACATTAAATCAAGACTCTNTACAAGTNGACTATCNCTAACNGG 

CTGGGGGACTTCTGCGGAA 

Sequence 2779 
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ATTGNAGCTCCCCGCGGTGGCGGCCGAGGTACATTGCTGGCCTTTGCCCAAATTATGCTT 

NCCCCATTTGGTATGACCTGACACCATTGTGATCAGTCTGATGACCTGGCAGCATCCCAT 

C TGCCTA CCCAG7TCACTNTTGCTCCATTTCAGGGCCTCTTACAGGCAACTNCTNACATA 

TATTTTTGACACTGACTCATGCCTTCTNAGGCTNAGCTAACATCAGCCCATTCATTGATN 

CAGCAAGACAATTTGAGAACCACTATGTGCTCTGCCAGAGTGAATAACAAAACCGCAAGT 

ACCTNCCNGGGCGGNCGGTCTAGAACTAGT 

Sequence 2780 

CTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTA C I 1 1 1 1 I 1 1 1 T 
I II II I I j M I INTNCCTAACCAGTTCTAACNCAAGTCAATTAGTTTTTCANAAGTCTCT 
CTCTTCTCATGTTTTTTCCTGCmGAMCTCMGNGTTN 
Sequence 2781 

GGGGGGGGNTTTGGGGGGGGAAAAAGCCCCGGGCGGGAGNGGACAGAAAAAGANNTNGGG 

GNNGNGAGGGGGTTAGGAGNAANCCCNNGNGGGTTTTCCNAAACCCCCAGNGANGCCGGG 

NCGGCNGNGCGCGCANNGGAGGGCAGNGCTATGNANCCGNCNNGGGNACNCCCAGGCCCN 

GGGNNCCACGNGGCCCNNCCGGCACGNACNGNGCCGCNAAACCNCGGNAGGNCAGGCGAN 

GNANCCCNCNGCANAANNGAAGGAAAAAAAGGGGAAAAGCGGGGGCAAAGAACCAACAAC 

NCNGGGGGAACCACAAGCNAGGGAACCCCGNGAGAANAANANANCNGGGGANAANNNNGG 

GGNGGANAGNAANAACAAAGGGAAAANGGCCCCCGAGGCGNGGAAAACCCAAAAAGAGAG 

GNNAACGGGGGGCGGNNAANNGNACCANNGGCGNAAAAAAAAAAGANAAAAAGAGGGCNN 

GGNGGGGGGGNCGNAAAAAANAACACACGGGACCCCNNNNAAGGGGGANACCCNCNCGGG 

GNGCCGGGGGGNCCCCAAGNAAAACCNNAAAGGGAGGGGNANNCCCCCCCCCGNGGGACC 

CGNANNAANGGGAAAAANCCCCGGAANGAAAGNCAAAAGGCCCNNGNAAACCGGNAAAAA 

ANCNCGGGGNCAGAACCCCCCNCANAANGGGGGGGGGGGGGCCCNAGGGGNAAACCCCCA 

AGGCCCGGGGGGGGGNGNNCCCCCCNNNNCAANNNNNNNNNNAAAGGGGNNNCNAAAAAA 

AAGCCAGCCGGCCNGCGGGNNCGGGAAAAAACNAACGGG 

Sequence 2782 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATGCCGATCTCTGAGAAGTTNTGTTGCA 

CCACTGTGMGGTCTAGATGCAAGCTTGGCTCCCTCAGAMGGCGCTTCCCTTTTGCATG 

GCTGAGGATCCTTGAAGGAACCTGGTCAGTCTCCGGTTCAGCTTCCGACACCAGAGTGGA 

ACCCAGTAAGCACCATCAGGAATGGATTTCACTACAAGTGTGGATAACTCTGATTTTCAA 

AGGAGTAGTTACTTGCAMTTACATCCTTGCTGMTTCAGGAGGTATGAAA(XCTATTTT 

ACCATGTTAGAAAACAGCCCAGGATTTTCTCATTGCTCTGCCATCATATATGTCTATGAC 

TTGAGCCCTTATTTTTCCATCTGCAAMCAATMTGCCTATATGTCTTTGCATATAGATT 

TGGAAATCTTCATTCAAGGTTTAGTAGGATCA 

Sequence 2783 

CCGCGGTGGTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTCTTGAAGTGAGTTTAGATCA 

CGTTTCAGCAAACGTCCTCTGGAGCTCCTTCCTCTGGGGAAGGAGCAGCGGAGGGCTGTC 

ATCACCACTGCACTCTTCCAACCTTCTCTTCTGCTCATTCACCAGTTCCATCCTCATCTG 

ACCATATTACTCCAGGMCTTCCCTTTTCCCTTGTAMTTCTGTTCCATTTTTGGCCAM 

CCATGGTTTGCCTCTGCTGCATTAGTTTGAAGTCA I I I I I 1 1 I CCAGACATTGTGGCGGT 

AGTTCCCAGATGTCCGAAMGATGMGTTATCAGTGCACGAGCAGCCAGGGCTTTTCTTT 

ATGTTGATTCACCTTAGGACACAGCCCAACAATGCCTGCAATTGTCATTAGCCCGTGAAG 

AGGTTCGCTTAGGGCTGCCACAGCACAGAGTCCCAGCTGCGCCCGTTTCTTCCCCCCCC 

Sequence 2784 

CCGCGGTGGCGGCCGAGGTACTA A I I I I I I I I I II I M I I I I M I I GTATTTTTAGTAGA 
GACGGGTTTCACCTTGTTAGCCAGGATGGTCTCTATCTCCTGACCTTGTCATCCGCCCAC 
CTCAG CCTCCCAAAGTGCTGGGATTATAGGTGTCAGCCACCGCGCCCGGCCTGAATATCT 
TTTTTATTTTTAAGCTTTCAATAMTCTTACT 

TTTAATGTATACATTTTGATGAGGTTGGACATATGCATACACTNGTGGTACCTGCCCG 
Sequence 2785 

TTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I II II I I I I I I I i I 
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GAGACGGAGTTTCACTCTTGTCACCCAGGCTGGAGTGCAATGGCGCAATTAGGGTTCACT 

GCAACCTCTGCCTCCCGGGTTCAAGCAGTTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGA 

TTACAGGCATCCACCACCGTGCCCAGCTMTTTTTGTATTTTTAGTAGAGACGGGGTTTT 

GCCATGTTGGACAGGTTGATCTCAAACTCCTGACCTCAGGTGATCTACCCTCCTCGGCCT 

CCCAGAGTGTTGGGATTACAGGCATGAGCCACCATGCCAGGCTGCTMTTCTCCTTTTTA 

GTGAGTTAGGGAACTGAGCCTCAGAAAACTTAAACGATTTCTCAGAAAACACTCAAGTGA 

TAMGTGGCCCCATTGGAMGGAGGTTTTTATCTTCTCATTGGCAGGCCCAGNGTTCATT 

GCACAATATCATGCTACCTCTTGGAATCTTTTAAAA 

Sequence 2786 

TCTTAGGG C GAATTG GAGCTCCCCGCGGTGGCGGCCGAGGTACTAA i I I 1 1 I 1 I I 1 1 1 I 1 

i M i I M IGTATTTTTAGTAGAGACGGGTTTCACCTTGTTAGCCAGGATGGTCTCTATCT 

CCTGACCTTGTCATCCGCCCACCTCAGCCTCCCAAAGTGCTGGGATTATAGGTGTCAGCC 

ACCGCGCCCGGCCTGAATATCTTTTTTATTTTTAAGCTTTCMTAAATCTTACTG 

TMTTGATAMAGTTGCACATATTTMTGTATACATTTTGATGAGGTTGGACATATGCAT 

ACACTCGTGGTACCTGCCCG 

Sequence 2787 

CCGCGGTGGCGGCCGAGGTACAATACAATCTAGATGACGGTGCAGACTAAGTCAAGAACT 

AAAGTTGTGCAGTAACCCGAGTTA AGGCAT GAATGCGGACACACACATGCACACACACAG 

CACCCATGCTATCAAGACACAGGATTTTTTCAGTTGCCTCATGAGAGGCAACCTGGGCTT 

GGCAGTTAATCA GAAC TGCTGAGCATTCCAGAAAATGCCCCCCACGACTTTATGCTAACA 

GCTGTGTGTATGTTTTAATCAAAAAATTAAAGAAGAAAAAAAACCTAAAAAACAAAGAAA 

AAAACAAACAAAAAATCACCAAAAACCTAGAAACCCCTTAATCTCTTACAATGGCTCTTG 

AGCATGGMCTCATGTAGCAGCATCMTGGCTGGCTCTTTAACAATTTGGAAATAAAAGG 

TTGGTTTACTATGTATTTCTTTGGTAGTCATCACTACCAAAGTT 

Sequence 2788 

CCGCGGT GGCGGCCG AGGTA C I I I 1 1 1 i I 1 1 1 1 II I 1 1 1) II 1 1 I GCTTTNATGTCTTTA 

TGTATTTA I HUM I I GAGACAGGGTCTTGCTGTGTTGCCCANGCTGGAGTGCAGTGGC 

CTGGTCATGGCATNMGGCTCACTGCAGCCTGGACCTCCTGGTTCAAGNGATCCTCTTGT 

NTGAGTCCCCTGANANAAAACCCCACCCCCNNCTACANAAATTTTNTGGAAACANGGGCN 

NNAANCTGTTNCCTANGCNTGTNTGGAACNCCTGGGCTCAAGGGANCTTGTANCCTTANC 

CNCCTAAAANAGCTGGGANTTATAAGGCATGANNNAATTGTANCCTGNCCCGGCGGGCCN 

CTTTANAAAAAGTNGGAANCCCCCCGNCCTTGCAGGAAATTTCATTATNCAACCNTNTNN 

NAATCCCCCCCCCCCNCCAN 

Sequence 2789 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 H 1 I I I I I I 1 1 I I I I I 1 I M 1 1 1 1 1 1 ! AG 

NAGANATGGGGTTTCACCATATTGGTCAGGCTGGTCTNGAACTCCTGACCTTGNGACCCA 

CCCGCCTTGGTCTCCCAAAGNGCTGGGATTACAGGCATAAGCCCCCGTGCCCGGCCCACA 

TGGTATTATTTTATATAAAACGCAAGTTMGTNTTTATGTGTGAAMACTTTTT^ 

CTTTNTCAAAAAGAANTTNACTTATTNGTTAAMCCNTTTTTTGNCCTAAGGGCCAAATA 

NGNGAAMA AAANCCC NNATTNNNCTTTTTANATTTTTNTTGGCNAAAANTNNAM 

ATTTNNCNNNTTTTTTTGGNGNNANTAAAAAAAAAGGGTTTTTTTN 

Sequence 2790 

TACTATAGGG CGAATTGGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTA C I 1 1 I i I I I 
I I I 1 1 I I I I I I GAGACGGAGTTTCACTCTTGTCACCCAGGCTGGAGTGCAATGGCGCAAT 
TAGGGTTCACTGCAACCTCTGCCTCCCGGGTTCAAGCAGTTNTCCTGCCTCAGCCTCCTG 
AGTAGCT GGGA TTACAGGCATCCACCACCGTGCCCAGCTMTTnTGTATTTTTAGTAGA 
GACGGGGTTTTGCCATGTTGGACAGGTTGATNTCAAACTTCTGACCTCAGGGGGAATTAA 
CCTTCTTNGGCTTCCAAAAAGGGTGNGGGATNAACNGGGTTGNGCCCCCCCCCCCCNGGG 
GGGGGA AAAAATTC NNTTTTTTTNGGGGGNNGGGGNNNCAANNNCCCCCCNAAAAAAAAA 
NNNNAAAI I I I I I I I I ANAAAAAANNANNCCTTTNTNAAAAAATGCCCCCCNCCCCAANG 
NNGNNGGGN I I I I I I 1 
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Sequence 2791 

GGTCTTCTATGTGGGTGTCAAGGATATGCTCCCTCACGGCTTCCGAAGGCCCCCAGCAAA 

AGATCTAACATTCTTGCTCAAAGTTGCGAGAGAAAGTAGCACATGGAGTAGCTGGGTTGG 

GGCGGCGGCCTCTTCTCTTCAGCTCCCTTAGCTTGGCTCCGTAAGTGGATCACTTGCCAA 

ATGCTTTAGATGATTGCCTCTCAATAATTGAAAGGTGGTGGTAAGTTGTATTGCTGCACT 

GTCGGTGTTMGAGAMTTACTCTCACMGAGCAGAGGCCTGMGATTCTTTCTTCTGAA 

GGGATGATGAGCCTGGACTCTCTGGACTCCTAGATTATGAACTCCTGCAGTGGACCATGT 

CCTAI 1 1 I I I GGAGGGCGTTGGG 

Sequence 2792 

CCGCGGTGGCGGCCGAGGTACCTTCAATACCTTTAGTTGTCTCCCACACACGCGTGTGTG 

TGTGAMTCTTCTACAATATCTTCCCTTTTTTAGACCATGTTCACTGTCAAAAAGGTGCT 

TTAAGAGCAGTCTTTGGCTGGGCACGGTGGCTCACACCCGNAATCCCAGNACCCTGGGAG 

GCCGAGGCAGGCGGATCACCGAGGTCAGGAGATCAAGACCATCTTGGCTAACAGGATGGT 

CTTAAGGGACAGNGAAACCCTGTCTTNAACTTAAAATACAAAAAATTANNTGGGCGTGGT 

GGGNACCGCNCCTGTAATCCCANCTACTCAANGAGGCTNAAGGCAGGANTAATCACTTTG 

MCCTGGGAGGTAGAGGCTTGCAGTTGAGCCAAGATTGCACCCACTGCACTTTCANTCCT 

GGGCCGMNAANAGCCANGGACTTTCATTTTTAAAAAAAAAAAAAAAA 

Sequence 2793 

CCGGGCAGGGACCNCGGGATGGTGNCAACTTATGACAGGACCCATGGGCCCTCCCNATGC 
ACACAGNACTNTTGGMTCTNATCCTTTTCCATGGCTCTGGCTCACACTTNCACAGNATT 
TACTCCTAAATATGCCCCCTGNGTTCA 
Sequence 2794 

T ATAG GGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACANATTTGAATGGCTTTGA 

CTTTTGGCAGCTGCACAGNGCTAGGACTGGACCATGAAATATCTNTGGGCTNTGNCAATN 

ACATTTGGGTTAANCTAANCCTGATCCCATGTGTTCCTGGAAGAGAAGCCCCATGACATT 

CAAAGTCCTTGACMTNTGACACCAGCTTTTNTAACCNTATAAGGCCC 

Sequence 2795 

ACTACTATAGGGCGTCGAGCGGCCGCGCGGGCAGGTACGCGGGCACACTGAGGAATTATG 

ACTACTATGCAAGCCGAGTTCCAGAATCTATTAAAAATGCACTTGTTCCTTAAGGGAAAG 

TTTCATTTGGCCGGGCGCGGTGGCTCATGCCTGTGGTCCCAGCACTTTGGGAGGCCGAGG 

CAGGTGGATCACTTGAGCTCAGGAGTTTGAGACCAGCCTGGGCAATATCGTGAGACCCCA 

TCTCTACAAAAATACAAATTAACTGGGCATCCTGTCATGCGCCTGTCGTCCCAGCTACTT 

GAGAGGCTGAGGCAGAGGAATCTCTTGGGCCCGGAAGGCGGAGGTTGCAGTGGGCTGGGA 

TCGTGCCACTGCACTCCAGCCTGAGTGACAGGAGTTAAGCCCTGTCTCAGAAAAAAAAGA 

CAAAAACCCAAAAAGTACCT 

Sequence 2796 

TACAGAAGCCGGGAGCATAAAGACGTATAAGCCTNGGGGGTTGCTCTAATGTAGGTGAGG 

NTAACATNACATTANATNTGNAGTTGNCGCCTNACTTGCCCCGCTTTTTCCAGTTCGNGG 

TAMCCTTGTCNTTGCTCAGCNTGCATTTTAATTGTAATTNGGTCCAACNGCGCTGGANG 

GAGNAGGCTGGTTTTTGCCGTTATTTGGNGCCGCTTC 

Sequence 2797 

ACTNCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATGATAAT 

AAGA TGCM TTTGMTCTTCATCATACGAAGGATACTTTCTAGCTTGTGAAAAAGAGAGA 

GACCi I l l lAAACTCATTTTGAAAAAAGAGGATGAATTGGGGGATAGATCTATAATGTTC 

ACTGTTCAAAACGAAGACTAGCTATTAAAATTTCATGCCGGGCGCAGTGGCTCACGCCTG 

TAATCCCAGCCCTTTGGGAGGCTGAGGCGGGCAGATCACCAGAGGTCAGGTGTTCAAGAC 

CAGCCTGACCAACATGGTGAAACCTCATCTCTACCAAAAAAAAAAAAAAAAAAANGTACC 

TGCCCC 

Sequence 2798 

CCGCGGTGGCGGCCGAGGTACTGAGCCCTTCATTCCCCAAACTCAGACTCTTAGCTCTTT 
TGTCAACTCTGGGCAMGGTCAGCATTGGAATCGAGCGGCCGCCGGGCAGGTACATTTTC 
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TCTCATCCACTTCCGATTCTCTTCATTGGCTGCMTATCTTTTTCTTCAAATCCTATTTT 

GTTGGCTTCTAGGAAACCMGCACATCTTGTTGTTTCTTCTTAATCGCTGTAGAGCCAGA 

GGAAGATGCAATATATACACCGGATCACCATCCTGGGAACAGCGGCTGCGGTTGTTTGGG 

TCCTGAAAAGGGCTGTGGAGCAGCTGCAGCAATGGCTGGAATCCAGCTAGGGGCTGAAAC 

AACGGTTGGCAGAGAAGGGTGGGGGAAGTGGGAAAAAGGAAGAACTCGCCAGAAGCCCCG 

CCTTCGNCTTTAGCAAGCTTCCACCGAGCTCTTCTAAGCGCTTGAGTTNCAGCCAAAAAC 

CCCCCCCCG 

Sequence 2799 

AGGTACTAACCTCTTACCTTCCAAGGTGGTAGAACATGCTTGAAAAGATAGTAAGTGAAA 

AGGGGTAGCCAGTGCTTTACTCACAAGACTGCTTGAACATGAGACTCAAGGAGGGACCTC 

AGCAGGCCTGGGGTGTTCAGCAACTATTCCTGGCCGGGGCATCTTGCAAAGGAGTTGCTG 

TGACAGTAAGCTCTTCCACTTTGAGACCGTCACCTCAGCCACGGCTCCCACCTGGGCTCA 

GGAATGGTCAGGCAACACGTGGGGCCCAGGATGGCGGTGGATGACTAAACTGCCGAAGAC 

CGCGCCGCTGCGACTACCGAAGTACCTGCCCG 

Sequence 2800 

CCGCGGTGGCGGCCGCCCGGGCAGGTACMGTATGCAAGTTTTCTGTAAACAGATTACTT 

TCAAACAGTTGGGAGCCCCAGGGAGATAATAGAAGGTATCCTACTCAACAGCAGTATATA 

GAATGCTGTAGAAGAGGAATATTGTAAGAACAAGAACTATCTCTTGAAAACTAAAAATAT 

GATAACTGAAATATAAATTTAAATAGGATTGGAAGCTAAAGCTAGGAAATTACCCTAGAA 

TGTTTTTTGAGAAATGGAAAATACCGAAGACCAAAAAAATAAAATAAAACTATGCTGTGA 

MGAGAMGATTAGCATTTGAGMGGCGGGAAGTTGGTCCTGCTCAGATGCCGGTTTTCA 

GATGCCTTATTCTAAAAAATAGNGATAGAAAACAAATTTCTACAAAGCAAAATTACAATA 

AATTTA 

Sequence 2801 

CTACTTAGGGCNATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGACGGGTGCCTGTAG 

TCCCAGCTACTTGGGAGGCTGAGGCAGGAGAACTTGTTTGAACCCGGAGGTGAAAGTTGC 

AGGGAGCCGAGGTTGTGCCACTGCACTCCAGCCTGGGAGACAGAGCAAGACTCTGTCTCC 

AAMCAMCAAACAAACAAAAAAACCCTGTAGCTTGGGATCAGCCTTCTCTTCTGTTGTT 

"nTCTTTAAAAAATAAAAATTAAAAATAGGCTTCAAGTGATCCTCCCGCCATGACCTCCA 

AAACTGCTGGGATTGTAGGTGTGAGCACTGCACCCAGCCGTATGTTTTTTTCTACATAAA 

AAACAGCACAGGATTATCTTCCAAAGCTAACAAATATGTTCAAATAACCACAACCCCAAN 

TNNAAAAAAAAAAATNAAGTACCTGCCCGGGGCGGCCCCTCTAAAAACTAANTGGGATCC 

CCCGGGGC 

Sequence 2802 

NNANGNCCCNNNAGNGAGGGGAAAANGCGCGCCGGGCGNAANCAAGGACAGAGCNGNNNC 

CCGGGGGAAAAGGANANNCGCNCACAANACCACACAACANACGAGCCGGGAGCANAAAGN 

GGAAAGCCNGGGGGGCCNAANGAGGGAAGCCAACCCCACAAAAAANGCGGGGCGCNCACN 

GCCCGCNGNCCAGGCGGGAAACCCGGCGGGCCAGCNGCAANAAAGAAAAnnnnnnnnnnn 

nnnnnnnnnnnnnGNNNGCGAAAAGGGCGCNCNNCCGCANCCCCGGACACCNAAACGCNG 

NGCNCGGNCGGNCGGNNGNGGNGAGCGGGAANAGCNCACCCNAAGGCGGGGAA 

Sequence 2803 

NCCACCGCGGTGGCGGCCGTNCGGGCAGGTACTCCTTTCAGAGGGTCATCTCCTCCACAA 

GTAi mm tGT TTCTT TGGCTGGTCTGGGTCCAATGCTGTTGCCATCCCCAGCTTCAGAC 

TGTTCTCCTTGTTTTGGAGAACTTTCTTTGGACTGTATCTTCAGAGACACTCCTGGTCAA 

GGGGCCTCAGAGGACCCAAACGCTCTGAAACAGCGTCTTAGCTCATCGCCGAGTGTCAGC 

TCTAGCTCTTCGGAGCGCTTTCTTCTCCCCCCGCGTACCT 

Sequence 2804 

CCGCGGTGGCGGCCGAGGTACAGAGAMATATTTTTTAAAAATCTCATCAGGCTAGGTGA 
GGTGGCTCGTGTCTGTAATCCCAGCACTTTGGGAGGCCACGCTGGGTAGGTTGCTTGAGT 
CCAGGAGTTCAAGACCAGCCTGGCCAACATGGCAAAACACCGTCTCTACAAAAATAATAC 
AAAAATTAGTGAGGCATGGTGGCACACACTTGTAGTCTCAGCTATATTACTTGAGAGGCT 
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GAGGTGAGAGGATCACCGTAAGCATGGGAGGCAGAAGTTGCAGTGAGCCTAGAATGCGCC 

ACTGCACTCCAGCCTGGGCGATAGAGCAAGACTGTNTCAAAAAAAAAANATTTGGGGAAT 

AAAGGAAAGTTCCTGCCCCGGGGCGGGCCCGNTTNTAGAAACTTAGNNGGATCCCCCCCG 

GGGCCTTGCMGGMTTTNCGATATCNAAGCTTANTTCGANTCCCCGTCCACCCTNGAAG 

GGGGGGGGCCCCGGNTACCCCAAATTTT 

Sequence 2805 

TAGGGCGAT TTGGAGCTNCCCCCGGTGGCGGCCGCCCGGGCATGGTA CI I U I I I I 1 1 1 1 
MINIMI IGCCAGCTTTTCTAAGCAAATAGATTGTCTGAATTAGTCACAGAATAATTT 
TGTGAAMTTCATGmAAGTAGCAACTACCCTTTCTTTTTTT 

TAGTTTATCTTCTTCTAACTGGNGCAGTCACTTMTGTTTTCATTAATCTTCGACCTGGA 

GAGNGAMTACTGATATTTCTAGAAAAMATTCTACTCCTCTGATTATTTGAAATGCTGA 

GGAAAATGTCCCTCCCATAGTAAAACTTGTAAATAAGGAACTATATCATATTCAGTAGCT 

GNGTTCTGTTCCATCTTTTT 

Sequence 2806 

CCGGGCAGGTACATTCTCTGTTCATTACTTAGTTCTTAAGGATATGTGTTCATCCATTCT 

GTCGCTGGCTCAGAGTTTGCTTCACTCTCTAGACCAGAGTATMTTTCATTTGGCAGTCT 

CCTATACAAATATGCATTTMGTTTTTTGACACGTACGCGGGGGACTCAACAGAAATGGG 

TTTCCAGMGAATMTGAAAAGTTGTGGGTAGGAAAATGAATCATTTGGACTCTTCAATG 

AAATGGAGTGAGCCCAGGAGAGCTCAGCCAACAGAGGCACTCTGGGAACCTGTTAGTAAA 

GCCAGGCTGGCCAMTGCCATTTGATTTTGAACCtCGTAGGTCCCCACTCACCCTCTGCC 

AGGAGCT 

Sequence 2807 

AGCCTCACCCGCGGTGGCGGCCGAGGTACCCCGGGTGTTCC I 1 1 I I G TTCAAAGTCTATT 
TTTATTCCTTG ATATTTTTC I M I 1 M M M I I GTGGATGGGGACTTGTGAATTTTTCTA 
AG GTGCT ATTTAAACATGGGAGGGAGAGCGTGTGCGGGCTCCAGCCCCAGCCCCGCTGCT 
CACTTTTCCCACCCCTCTNCTCCCACCTGCCTCTTGGCTTCTCAGGNCCTCTGNCTCTTC 
CCGACCTTCTCTTCTTCTTGAAAACCCCTTCCTNCCACAGCTTGCAGCCCCATCCTCCCC 
GGGCTTCCCTNCCTMGTCTGGTCCTGGCGGTCCTCTNGTCCCCCGGGNTTTCNAGAGGA 
CAACTTNCCCCAAAGGCCCAAAGCAGTTTTTTCCCCCCCTAGGGGGGGGGGA 
Sequence 2808 

CC GCGG TGGCGGCCGCTCGGGCAGGGTACATGCCACCACGCCTGGCTTATTATTATTGTT 

TTGTTTTGGAGACAAGAGTCTCGTTCTGTCGCCCAGGCTGGAGTGCAGTGGCACAATCTC 

AGCTCACTGCAGCCTCCGCCTCCTGGATTCAAGCAATTCTCCTGCCAGAGCAGCTGGGAT 

TACGGGCACGTGCCACCATGCCCGGCTAATTTTTGTAI I I I I AGTAGAGATAGGGTTTCA 

CCATGTTGGCCAGCCTGGTCTCGAACTCCTGACCTCAAGTGATCTGCCACCTCGGCCTCC 

CAAAGTGCCCGAGGTTACAGGCATGAGCCACTGCACCCGGCCTATTATTATTAACTTAGT 

GTTTGCTMGTGCTTTATAGATACGGACTTGCTTAAATCTTATAATAAGTCCTGAAAGAT 

GGGGTGATAACCTCATTTAAGAAATT 

Sequence 2809 

AGGTACTGTAMTATTACCATTATTTAMATGTTGACATTTCTGCATTAAGTAGAAACTT 

TCTAAATGCCTAAATACCACTCAAACATGACTTAAAAGAAATTGAATGACTCACCACTAT 

GACCTTCAAGAGTCTGATTCATAGAMGGTTACTGGGGGCTGCMGGCCCCTCMTTTTG 

CATCATCTGTCTGCGTCTCTAATTTCAAAACTTTCAGTAATCCATCTTCACCACCGCATG 

CTATGMCCCTTGTTCCTTGTTCCAGGATACACACTGCAGCTTCACGTTATTGGGAATGG 

AAATTTTCTTGCTCAGGTAGAAGAACATCGTGGGATCCCCGAGAGGGTCACGGCGGCCGC 

T 

Sequence 2810 

AGGTACGCGGGGGGCTCTGAGAGGAGTCTACCTTGCCTTCTTATGGGAAGGGAGACCCTA 
AAMACTTTCTCCTCTTTGTCCTCCTTTTTCTCCCCCACTCTGAGGTTTCCCCAAGAGAA 
CCAGATTGGCAGGGAGAAGCATTGCGGGGCAATTGTTCCTCCTTGACAATGTAGCAATAA 
ATAGATGCTGCCAAGGGCAGAAAATGGGGAGGTTAGCTCAGAGCAGAGTAGTCTCTAGAG 
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AAAGGAAGAATCCTCAAC GGCAC CCTGGGGTGCTAGCTCCTTTTTAGAATGTCAGCAGAG 
CTGAGATTMTATCTGGGCTTTTCCTGMCTATTCTGGTTATTGAGCCCTTCCTGTTAGA 
CCTACC 
Sequence 2811 

GGCAGGTACI I I I ! 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 GCAACATTGCCCTTTGATGTCCCCATGAGG 

GCCAGGCCCAGGCAGMCCCATCCCATTTTATCCTTAAACTCANAAGGAAATTTGTCTAA 

ATATTAAAGGATTAATATGGGAATAAAAAATGAACCTTAAACCCTGCCACTGATACACAA 

GCTGTCTNTCTTAGAGTTCMTGAACACTTCAGGAGAGTATTTCCAACAATATTTAGATA 

TTGGMTATCTAMTATTGTTGATTTAGATAACCACCCTAGATTTCTCACCACCCTAGAA 

CATTTAGTGGGGAGACATTCTTTTCTCCTTTTTCTGATAACTTGGTCAGAAGTGATTGAC 

TGTGCAAATGGTATTT 

Sequence 2812 

NNCGGCGGCCGGGCGGGNACGCGGGNGAGCNNTACGAGGGNCAGGAANCCCAGANGCCGC 

NCGACCTGGAGNCAGCCTACAACGCNTTCAACCGCTGCCGGCANGCCCGAGCCCGGGGCA 

CTAGCCCNNGCACAGAAGGGCAGAGNCNGAGGCGANGGCNCCNGGNCCCCNGNCCGCCAC 

ACAGGCCTTTGGTNTTNTCACACAACNCACGGGGCGGCAGCCGCCNGAAAGNAGACNGNC 

CCCGGGGGCAGAACANNGGGGGCCGGGCCCCNCCCCACAANAAAGANGCNCNCCGACAAA 

AAAAAAAAAAAAAAAAAGNACCNCGGCCGCNCNAGAACNAGGGGANCCC 

Sequence 2813 

CGGTACCCAAGCTTTTGGTTCCTTTAAGTGAGGGNTNAATTGNCGNCGNCTTTGGCCGTA 
ATTCAATGGGTCMTAGCTTGGTTTCCTGTGGTGNAAATTGGTAATCCCGCTTCAACAAA 
TTCCCACNCAACATACGNAGCCCG 
Sequence 2814 

CCGGGCAGGTACGTTCTTTTNGCTTTTCCTTTCNGTMGATGGTCTTCAGAGCTNCTTAA 

ACACATTTAGAAAAAAGTTAMCCCCMGACNCTTTGGGGATAGGTTAATTTTAAGANGC 

CCAACTTTGGACTNGGATTAAAGGMNTACCTTAAAAANCCCNGGNAAAACAATTATTTT 

TTGGG 

Sequence 2815 

GGCGGCGGCCGAGGTACAGAGAAGCCATCANTTTAGAGGGCAGCANAAAACCAGAAGCCN 
GNTTTGATCCCTNAACACCAAGANGCCTNTAACAACANGNCACCAGCACCCCCAGGAAGG 
CCAAGGAGTCCCACAGAAAAACCTAGGGNNAGACCAA 
Sequence 2816 

GCGGCGGCCGAGGNACAAGNMNCNCCTTTTTTGGGGGGGGGAAAAACCCCCCCNCCCCN 

NNNNCNACCCAGANGAGGAGGGTTTCNGCCCCCAGGGGAACANCNCCNAAAANCAGCNCG 

GCCNNNGNCGGGACCAGNGCCAGGNGGACAGCCAGNGNCCNGGCCAGANGAAAGGCNGCC 

Gl I II I I I I INTTNGGGGGGGNNCGGGGGGGGGCCCCCCCAAAAAAAANCAGCCACCACC 

AGGNGGGGNGGGGAGGA 

Sequence 2817 

AGGTACCCTGAGGTGCTCCGCTGGGGACTCTGCTCATTCTGGGGGTGCAGTTGACGGCTG 

GTCGTGATCTTTCCCCGTAATCTGTCCCCTCTTACGGAACCTAGTCTCCCGTTCTGGCCA 

TGGCCTTTCTTCTTGGACACTGCTTAGGANCCCAGAMGMGTATTGTTATCAAATTCTT 

AAAGCCTTAGGMGAAAGTCNAGGGAGTGGGAAAACCAGGCTTCTGANAAAGAATACCTG 

NTTGGCCCACCTGNATCTTCCNAGGNCANCCACGGAANTCCCGGGCCCCTTCCAATCAGG 

NAAGGTCGGNAATCTCTGATGGTCNATCGGTTCNATGGCCAACCTGGCCAACCAGTTTGA 

AAAAAAA 

Sequence 2818 

CCGGGCAGGTACTGTTCCTGTTGGCCGAGTGGAGACTGGTGTTCTCAAACCCGGTATGGT 
GGTCACCTTTGCTCCAAGTCAACGTTACAACGGAAGTAAAATCTGTCGAAATGCCACCCA 
TTGAMGCTTTTGAAGTGAAAGCTTCTTTCCTTGGGGACCAATGGTGGGCT 
Sequence 2819 

AGGTACI I I I I I I I I I I I I I I I I I I I I GGGTTAGGATGGTTCTAACCTGATGGGTTGTGT 
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TTACAGTGGGGTTTCCCCCAMGGTTATCTTCCTGCTTTCCTCTGTAAATAGGGCAGTTG 

CTGCAACAGATTAMTACACTCGGGCCACCTGTGGGTTAGTGGGTCMGMTTTTTGACA 

GAAAGGCTATAGGCTGCCGGTGGCCCCCGTGTGTTTGGGTGAGCACCCCTAGAGCTATCC 

CTTTATTCACATTGACGAAGAGGTGGAATGGCTGTTCTAGGGAAGGTAGAACTAAGGCAG 

TTATGAGCAGGTGTTTTAATTCCTCTACTTGTTGGACCTCCCGTGGT 

Sequence 2820 

AGCTTATCGATACCCGTCGACCTTCGAGGGGGGGCCCCGGTACCCAGCTTTTTGGTCCCT 

TTMNTGNGGGNTAMTTGGCGCCGCTTTGGGCGNAANTCANTGGNCANTAGCTTGGTTN 

CNTGGTGGTGNAANTTGGTAATCCCGNCTTCNACANTTCCACACANANNACGAAGNCCGG 

GGAANCNTAAAGTGGNAAANCCTGG 

Sequence 2821 

C GGCC GCCCGGGCAGGTACCATCTCTTGGGAAAACCATGCTACCTCTTCTCTCTGTTCTC 

TATTTTGCCACTAGAGAAATAGAAAATAAGGCTGGGAGCAGTGGCTTATACCTGTAATCC 

CAGCACTTTGGGAGGCTGAGGCGGGAAGAATCACCTGAGGTCAAGAGTTTNAAGACCAGC 

CTTGACTMCANTGGTNGAAAACCCNCGTNTTTTTTNTTTAAAAAATACC 

Sequence 2822 

CCGCGGTGGCGGCCGAGGTACTCCAATCCGGGTGACAGAGGGAAGACTCTGTCTTAAAAA 

GMAAAAAAATCMTAGAAATCGGTTTTTATTTATTTATAGTATGTGCTTTGAGTGGTTC 

TCAATCAMTTGATTTTTCCCCCTTCCAGGGGATATTTGAMTATCTGGAGGCATTTTTG 

TTTGCCCCATCTTTGGGTATCATATTGGCATCTAGTAGGTAGAGGCCAGGGTTGTTGCTA 

AGCACCCTATAATCCACAGGACAGCACCCAAAAACAGTTACCCAGCCCAAAATGTCAGTA 

TTGTCAAGGTTGAGMGCCTTAATTTAGATGTAATGTTAAGAGTTCAGTAAATTGGCCAG 

GCACGGTGGCTCACGCCTGTAATCTCCTAGCACTTTGGGAGGCAAAGGCAGGCAGATTGC 

CTGAGCTCANGAGTTCGAGATCACCCCGGGCAACAAGGTGAAACGCTCTGTCTACTAAAA 

TACAAATCC 

Sequence 2823 

CCGCGGTGGCGGCCGCCCGGGCNNGTACTCCTCTTGCTACCACCTTTGTTGCAGAAGATG 

AAGGGGAGAGGGAGCTTCTCCCTATGGCCTCATGGCTTCTTGTGAGACAGATCAGTCCAG 

CCAGATACAGAGCMAGCAGCTTTGCATCACCGCGGGCCAGTTGCTGATGCCCAGCTTTA 

TGTCTAAAAAAAAAAAGTGGAAGCCTCAAGGGGGATGGAGGATAGCAAGAAGAATGGGTG 

CCTTGGCCCCAGAGGCATTGTAGGGAGAGGAAGACAATGTATCTCATCAGGGTTCTCAAC 

ATTATGAGATTATCACACATCAACTATCTTTGGAGGGGCTGAGTGATTGAGTTATGGCTC 

TGACTCCTCTCTGGGGGTGGAGAGTGAAAGATGACAAANAAGGCCATCTGTCCCCTAGGA 

GACACAGTTTGCAGTATAAGACAGGACANAAGAGAACAGAAAAACAAATNCAACTGGAAA 

AAAGGGGTGG 

Sequence 2824 

AGGTACCTTAGAGCAACATGCAAAGCTTCCCTNCTCAGCAATCCCAGGTTGGGGCCCCCT 

GTCTTCCTATCGTCCTACCCGTCACMCCACCACTGCAGGCTTCTGATGCTCTGTTTTCC 

TCCTCTGTCTCAGTTCAGTTGCTCTGAGTTAGAGAGGAGCTCTCTGGGACTGGAGCAAAT 

GACTGCACCGGCCCTCATGGGACTTCCATTTCAGTGGATTCAGGGGAAAGCAGCACGTGT 

TTTTGAGAGACCTTGGCAACGCAGGCGACCTTGACGTCGACCAAAANAAGAGAGATTTGG 

AATGNTTGTTTACAGCCTCCGGTCAAAAAAAAA 

Sequence 2825 

TTAGGGCGTTTGGAGCTCCCCGCGGTGGCGGCCGCCCNGTCAGGTACCANNNCTTAGCAN 

GGAANNTGGACAACANAAGCTNTAAATCCTCTTGCATCGNCACGNTNAATTTGCACTGAC 

CAATCTGTTGGCACAGTAACTGGTTATAAGCTAAATTTCTACATTTTGGCTACAAGTATN 

CCAAATNCACCTTTTAAAAMTCCTATGTNAGATGCCATCTGGTGTTAATGATTTGCACA 

CCC CTTAA ATTGAAANTATTNCAAATAAATCTNACGGATTTATATANNATNATTAATGNN 

TNTATTTTMAMGACAATCTGANMTMCACTTCCCCTMTTGTTGTCTTAATAATGAC 

CAAGAGCTGNNGAAAAATNATTCACACTGNTACGTCGTTNTGTTGGTTTGCTCACGGGGG 

AAG GGGGGTTG 
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Sequence 2826 

GCG AATTT GGAGCNAAACCNCGGNGGCGGCCGAGGTACTTCGGGGAGAGNNTNTCCTNCC 

NTCATTTTGMCNCCAGCGGCCTCTTCCCCTTCCNGGGGCTGCTTGCCCTGGGAACNCTG 

GCACCTTGGGCTGNGGAAGGCTCTGGAAAGTCCTTCAAAGCTGGAGTCTGTCCTCCTAAG 

AAATCTGCCCAGTGCCTTAGANACAAGAAACCTGAGTGCCANAGTGACTGGCAGGGGCCA 

AGGGAAAAAAAAAAAAGTTGCCCTNANCCNTNGGGGGAAAAAAAAGNGCCCNGGAAACCC 

NGGGGGGNCCCCC 

Sequence 2827 

ACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCGGAACACTTGAGGTCATGAGTCTGA 

GACCAGCCTGGCCAATACGGAAAAGCCCCGTCTCTAACAAAAATACAAAAATACAAAAAT 

TGGGTGTGGTGGTGTGCACCTGTAGTCCCAGCTACTCAGAAGGCTGAAGTAGGAGAATCG 

CTTGAACCTGGGAGGCAGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGAGACAC 

TCCATCTCAAAAAAAGAAAAGAAAGGAAAAAAAGAAAAGAAAAGAAATGTTGAGGCAAAT 

GAATATACMACACATTTTAGATTAGCATTTGAATTAGTAAACTGCATAAAAAAGATCCA 

ACATGAGCTGACATCATCCAATCCATTGAGGGCCCAAATAGAGCAAAAAGGCAGAGGAAG 

AGCAAATTC 

Sequence 2828 

CCGCGGTGGCGGCCGAGGTACAGAAAGAAGAGTATCCATTTCAACTACTAGGTTAACTGC 
CTTTGATGAGCTTGATTTTACCTGGGTCACTAATTCCACAGAACCAATGTAGGTGTCTGG 
GCGGAGCAAAATATGCTCCAATTGTGTTTTCTTTTGATAGATTCm 
TTTCTTAGCATCTTCATTTTC 

CAATGGTGACACTTCCATGGTGACGGTCGTGAAGGGGCTCAAGAACCCTGAAAGCGACTA 
AACAGGCAGGACCCCACGAGACCACCCCCGACCAAGCCGNTTCTCCACAGACGCGCGTCC 
CCCGCGTACCCGCCCG 
Sequence 2829 

CCGCGGTGGCGGCCGAGGTACTTTAAN 1 1 1 I I 1 1 I I I I 1 1 I 1 1 1 1 1 1AM II M I I 1 1 I i 

I M I II M 1 1 I I I 1 1 M I I M 1 M I I I I II I I I I I I I I I I I I I I M 1 1 1 I I 1 I I M I I I I 

I I 1 1 1 I I I 1 1 M I I I I I I I I I NGGGNNGNNNANNNTTNTTTTAAAAANGGNAAAAAAAAA 

ANNGGGGGGNGGNNNNNGNNNAAAANNANNNGNNNNGGGGNNAANCCCCCNNCCNNNNNG 

GGNMNCCCCNNNNNAANNNNNNNTTTTNNGNGGNNNNNCCCNTTNTNAAANAANCGGGG 

TNAAAAAAAMAAAAAATTTTNGGGGNNATTTTTTNNNGNNNCCCCCTNANCNNGGGGGG 

GNNTNTTTNCTNTTTTNANACCCCCGGGGGGG 

Sequence 2830 

CTACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC r I II II I 1 G7TTTGT 

TTTGG I I I I I I I 1 1 I I I GGCTTGACTCAGGATTTAAAAACTGGAACGGTGAAGGTGACAG 

CAGTCGGTTGGAGCGAGCATCCCCCAAAGTTCACAATGTGGCCGAGGACTTTGATTGCAC 

ATTGTTGTTTTTTTAATAGTCATTCCAMTATGAGATGCATTGTTACAGGAAGTCCCTTG 

CCATCCTAAAAGCCACCCCACTTNTNTNTAAGGAGAATGGCCCATTCNTTTCCAAGTTNC 

CNNANGGGGANAMANANCNNTTNTTTTCNGGNAAATTTTTTAAANCAAMTTTT^ 

CCCCCCCCCAAAMCCTTTTTNNTTTNGNNMNAAAMANAAMAMAATTTTCCCCCCC 

CCNCI I 1 1 I I I I 1 1 1 I I 1 1 1 1 CACNCCAAAAAAAAAAAAA 

Sequence 2831 

CCGCGGTGGCGGCCGATGTAC i I M 1 1 I I I M I M I II I M I 1 1 I I I I I I I I I I i I I I I I 

I I 1 1 1 I I II I I I I I I I I I 1 1 I I MCCCTTTGACTNTTTTTTAANGCCNCGGGNGGATNTC 

NTTGCCCANCTCCCANNMTGTTTGCCCTTNTMNTCTGTTCCACTTTTAGGNGGNAGCC 

ACCAGGCCTTANCCATCCCGGGTACCTNGGCCGTTTTAAAANNAGGGGNATCCCCCGGGN 

TNNANGAATTTNNAAANTNAAAGCTTNNNNGAAACCNNCCCNCNNTNGNGGGGGGGGCCC 

CGGGCNNNAAATTTTTTIsnTTNNTTNAAANANGGGNAAAAMNGGNCCCCCTTGGGGNNA 

AAAAAAANG N AA AAA AN 1 1 1 I I I 1 1 I IMTNGGN AAAAA AA I I I 1 1 1 I I ) CCNNAAAAAAAT 

NNCAAAAAAAAAAAANAAANGGGNGGGAAAAAA 

Sequence 2832 
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CCGGGCAGGTACAAAGATTCCTCACTGCGTGCTAAGAAAACAGATCCAGGCCGGGCACGG 

GGGCTCACACCTATNANCCCAGCACTTTGGAAGGCTGAGGCGGGTGAATCACCTGAGATC 

AGGAGTGCGAGACCAGCCTGGCCAACATGGCAAAACCCTGTCTCTACTAAAAACACAAAA 

ATTTGCCGGGCATGGTGGCAGATGCCTGTAATCCCAGCTACTTGAGAGGCCAAGGCAAGG 

AGAMNTTGCTTTGAACCTGGGGAAGGCCGAANGNTTGCAANTGAGCTTGAAGATTCGGC 

AACNAACTTGCACTTTCCAANNCCNTNGGGNTGACNAGGANGATAAGGACCTTCCNTTCT 

NCAAAAAAAAAAAAAAAMGGGANAAAAAAAAAAAMGGGNTCCCTTTTNGGCCCGGTTT 

TTT ANAMC TTMGTGGGMTTCCCCCCNGGNCCTTGNGNGGGAATTTCGNNTNTNNNAA 

AGCTTTTTTCGAATTCCCCGCCCCANCCNTNNGNGGGGGGGGG 

Sequence 2833 

CTAATTGGAGCTCCCCGCGGTGGCGGCCGGGCAAGGTACTTT C I 1 I I I 1 1 1 1 11 1 I M I G 

AGATGMGTTTTGCTCTTGTTGCCCAGGATGGAGTGCAATGGTGCAATCTCAGCTCACTG 

CAACCTCCGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCATCCTTCCTAGTAGCTGGGAT 

TACAGGTGCCCACCACCACACCCAGCTMTTTTTGTATTTTTAAGTAGAGAATGGGGTTC 

ACCATGTTNGGCCAGGCTGGTTTNAMCTCCTGACCTTMGGNGAANCCCCCTTTGCCTT 

NGGCCNCCAAAAAGGGNTNGGNAATNANNAGGGGGGNNACNCNCCCCCTTNNNCNNANAA 

AAAGGGGGNJ INN 1 1 NTNTGGGGGGGGGGAAANATTTTNNAAGGGGGGGNGCCCCCCC 

NNC CCCTNA NAAAAAAAAANAAANCCCCCCCCCCGNGGGGANNAAAAMNNTTTNTATAAA 

ANANTTnTCCCCCCCCCCCCCNGGGGGGGGGGGCCCCCCCCCAN CI 1 M I 1 I I i I 1 I I N 

TAGNAAGNGNNNCAANCCCCCCNAAAA 

Sequence 2834 

GGGGNAMCCCCGGNGGCGGCCGCCCGGTTTGGAACCNGGGTTNAAACCCCCGGNTTTNA 
ACCNCANAACCGCAAGANAACGGGNGNAAAAAAAGGGAAACANANCAGCNGTCCAAAGAA 
AACAAAANGNGGGCAAACC 
Sequence 2835 

GGTGGCGGCCGAGGTACTGATCATGGAACTCTCGGGGAGGAAATGATGTTTTCCTTCTAC 

CCATCTTATGTTCATTGGCTGGGGCTCCTGGAACAGAAGACAGATTTACAAAAGAGAAAG 

GCACACAMTTTATGTAATATMGTTTTACATGACATGGGAGCCTTTATAAGGAAATGAC 

CCMGGAAATGGTTAAACCTGAGTGGTTTTGNGTTAGGTTTGATGAGCAATGAAAAGCTA 

TGGAGAACTATGATAGGAGGAGTGTGAGCTAAACGCAATGAACTGGGGGAAACT 

Sequence 2836 

TACTTAGG GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTA CI I I I I II I H 1 If 1 1 1 1 

M II I 1 1 ICTCAAAACGGCCTTCCTTAGTCCTGTAAAACCTGGAATGCACATAGTCCTGT 

AATGGCCATCCCAGAAGTGAATCTACATGATTATTCAAATTCAAATACCTAANAAAAAAA 

ATCAC7TGAAGTTNTGCAACTTCCCAAATGCAAATTCCTGANAAAGAAACTTGACTGAGC 

CAGTTCMCTTTCTGTATTGGATTANAAATCCTATCTTGCTGGCTGGTCTGTANATTGGG 

TTGCTCTTGAGTCAAAATGANCCTTTTTTTAMGTTMGCCNCTTrTGCCCNTTNGGGGG 

GGGGCCCCNCTNGGGGGGGGNNMAAAMTMTTTNNCCCGGGGTTTTNTTTTTTTNCCC 

CCNAAAAANCTN I 1111111 ICNAANCCCCCCNNAAAAAAANNGGNCCCCCCCCCCCTNG 

NNGGGGGGGGGGGGGGGTNTTTTTNTCCNCCCCCCCCCNCAAAAA 

Sequence 2837 

CCGGGCAGGTAC I I I I I I I I I 1 1 1 1 I 1 1 I I M I I I GGGTTTTTAGTAGAGACAGGGTTTC 

ACCATGTTGGTCAGGCTGGTCTTGACCTCCTGACCTCATGATCCACCGGCTTCGGCCTCC 

TGAAGTGCTAGGATTACAGGTGTGAGCCACTGCGCCCAGCCCTGAGAAATAGTTCTTCTA 

ATTGTCATCCAGTTTTCATCTGAGTCCTGTTGTTCTTTGGATATGTGCCCTTCCAGAGCA 

CAGCAGGGGTTGTTCAAGTCTTCCANAAAAGCAGCTCTTGTTTCTCCTCATGTGGTGGGA 

GTGGAGTCAGAGCGTGGCTCAGGCCCCACATTCTCAGCTGTTTGGATCTGGGGACTCGAA 

GTTTCTGGTGGTTACTTCTGAAAGTCTTTTCCAGGATMTTATTCTTGCTCGGTTTCTCT 

GCATCTCTGACAGGCTGGTTTNCCTGCTTCCCCGCTT 

Sequence 2838 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC n 1 1 1 1 I I I i 1 1 1 1 1 1 
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TTCTTTTTTTCTCTGTGGAAAMGAAAGMTT^ 

CAGAAGACGATAACTCGCTTGCTGTAAGTCAGGAAATAAATAAATTCTAGGAGCCGGGCA 

ATATTTTTTAAC I I I I I I I IGAGACAGGAGTTTGCTATGTTGCCCAGGCTGGAGTGCAGT 

GGTGCGATCTCAGCTCACTACAACCTCTGCCTTCTGGGCTTAAGTGATCCTCCTGCCTCA 

GCCTCCCMGTAGCTGGGACTACAGGCATGAGCCACCATGCATGGCTAATTTTTGTATTT 

TTTGTAGAGACGGGGTTTCACCATGTTGTCCAGGCTGGTCTCAA 

Sequence 2839 

AGGTACTTTTTTTC I I! I I I I I I I I I I I I I I GGAG ACAGGGTGTTTATCTGTCACCCAGG 

CTAGAGTGCAGTGGCGGGATTACTGCTCACTGCAACCTCGACCTCCTGGGCTCAAGTGAT 

CCTCCCAGCT CAGCCTT CAAGAGTAGCTGGGACTGCAGACCTGCACCACCACGTCCAGCT 

GCCCGGTTMTTTTTTTCTGTCGGTTTGAAGAGGGGAGAAGGTCTCACTATGTTGCCCAG 

GCTTGTCTCAAACTCCCGGGCTCAAGCAATCCTCCCACTGTTGGCGTCCCAAAGTGCTTG 

G GGTT ACMGGTGTGAGCCACCACCACACTGGGGCTCTGCTCTGCCTTTCTGAGTTTTGG 

GTTTTCTGCTTATGGNGGGGGAGCTTTGTTCCCGTTCTTCCCCACAAAGAACCCAGGGAT 

GTGGCACMGCTTCCCTGCCCGTTTTTCCTTTAACTTCAAGTTGGG 

Sequence 2840 

CCGGGCAGGTACAACTGGAAACAGCCACCGGAGAGAGAACTGTCTCGCCTTCGCCGGCTT 

TACCAGGGTCATCTCCAAGAAGAGAGTGGCCCCCCACCTGAGTCAATGCCCAAGATGCCC 

CCTAGAACACCAGCGGAAGCCTCCTCCACTGGGCAGACAGGCCCTCAGAGTGCTCTGTAG 

GAGCTGTAGACTGGGAAGAGAGGCCAGGCGTGGTGGCTCACTCCTGTAATCCCAGCACTT 

TGGGAAAGCCAAGGTGGGCCTTGATCACTTTGANTCCCMGGAAGTTTTTGAGACCAGCC 

TTNGGCACCATGGTGAAMCCTTTGTCTTTACCAAAAAATACAAAAATTTAGCTGGGTGT 

GGTGGTGCACACCTGTAGTCTTAACTATTGGGGGAGGCTAAGGTAGGGATTCACTTTGAT 

TCCCMGGAGGCGGAGGGTTTTGCAfSJTTGAGTTTGGCANTTCMCACCCCTTGCANTTNC 

AGCCTTGGGGTGGACAAGCTTAAMCCCTTTNTTTTCAAAAAAAAAA 

Sequence 2841 

CTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCATGTCAATGGAGTAAT 

GCTCCCAGGAGAGTTATGGCTGCTCTGCTATGTCATGCAGGTTGTTAGGGAAGTAGGGGA 

AAGCTAGAAGTTACAGGCCTTACCCAGCTCCCATGCAACCCAAAAGGCCAGTCTCACTCC 

CACCGTGCCCCACCCTGACAGCACCMGTTTGTTTCCAGGCAGTGAGTGAGCAGGGCTGA 

GMCTTGTCCCAGGCTACCAGCCTGCCAGCTGAGAAAGAAAGCATGGCTTTTGCATCTTT 

TTG CCTG TTGAGTCTGCGCACTGGATTTATGCCCTCCCTCGAGTTTTGGCCGGGAGATTC 

ACGTTTTGGTTCAAGTGGTTACCAMGTTTACTTGGGGAGGTTTCCTTTTCCTTTGGG 

TT 

Sequence 2842 

CNAA TTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGGTA Cl I I » I ) I I ) 1 1 I ) I I I I 

TTTTGTATTTTTAGTAGAGACAGGGTTTCATCATGTTGGCCAGGCTGGTCTCGAATTCCT 

GACCTCAGGTGATCCGCCTGCCTTGACCTTCCAAAGTGCTGAAATTACAGGCATGAGCCA 

CGATGCCCAGCCTGAGGAACAGATTTCTATATGGCAAATAATAAAGGCAAATAAAAATTA 

ATGCTAAAATAGAATGAGGAMGTATTNTTTTNTTCACCAGAATGGTTGTNANCANAAAT 

GNTTTGCACCAGGGTGGNNTTNAAAAAMCCCCNCNCTTNNATTTTGGGTTNTNCCTGGG 

GGGNTNTNGGGNNCATNAMNACCNTTITANNNT^ 

Sequence 2843 

AGGTACTTTAACTTC I I I I 1 1 I 1 1 I I ! I 1 1 GAGATGAGTTTTGCTCTTGTTGCCCAGACT 

GGAGTGCAATGGCGCAATCTCGGCTCACAACAACCTCTGCCACCCGGGTTCAAGCGATTC 

TCCTG CCTCG GCCTCCTGAGTAGCTGGGATTACAGGCATGCATCACTATGCCCAGCTAAG 

TTTGTATTTTTAGTAGAGACGGGGTTTCTCCATGTTGGTCAGGTTGGTNTCGAACTCCCG 

ACCTCAGGCGATCTGCCCGCCTCGGCCTCCCAAAGNGCTGGGATTACAAGTATGAGCCAC 

CGCACCCAGCCTAAGATCCMGATTCTTATGTTTTCTCTCCTTGCCTTTTGGAACCTGCC 

CGGGGCGTGAGCGGCCCGCCGGGCCAGGTACCAACNAGAAACNCAAACACCTTGCNCAGT 

NTNTCNAGGCACCNTTTCCAAAMCCAAMTTTTGGANAAGGTGAAACNTTAACTTNATA 
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TNGGCTTAAATTTTAA 
Sequence 2844 

ACCGCGGTGGCGGCCGAGGTAC I Mill 1 NTTNTTT A I mm I ATT A I 1 1 1 1 1 NTGGG 

GACGGAGNGNCCCTCTTGNTGCCCAGGCTGGAGCGCNATGGCGTGATCTTGGCTCACTGC 

AGCCTTCGNCTNCCGGGTATCAAGTGATTCTCCTGCCTCAGCCTCCCNAGTAGCTGGGAT 

TACAGGCATGCNTNNACCATGCCCAGCTAATTTTGTATTTTTTAGTANCAAAACCGGGGG 

TTTCACCCATATTGGGTCAGGCCTGGTCTCGAACTCCCAGACCTCAAGGGTGGATCCCGC 

CCACCCTCGGCCTTTCNCNAAACCTGCTGGGGAATTACCAAGGCCGTTNAAGNCCAACCC 

GNCGCCCTNGGCCANGGGGGACCTNATACTTCTTTrrrrAAAAAAAAAGACATTTTTGTN 

GGGGGGChfrCACCACCCNTTATATTTNAAAAATTAGGTTNCCTTGCC 

Sequence 2845 

CCGGGCAGGTAC I I I I II I I 1 1 I I I I I I I I I I I t I t I I CCTCATCTTTCTTTGATAATGN 

GNGMGCCAAGGATAGGCAGGMCCCCMGTTCCNTNTNTCCTGGGATTGTCACAAAATT 

CCCCCTNTCCCCATCGCATCTATTTTTTGTTTGTTTTI^^ 

ATACCATGGGCTTTANAGGAATCATCGCTCACTGNGGGAACCTTGCCCCCTCCCCAAGCC 

ACCCCACTGNGCCCATAAACGTGCTGCCTGTAACCAATTGTTCCTGTTGAATAACAATGC 

GAGCTGAGGGGCTTTTTNTGCCTGAGCTGCAAATANATTAGGCTGCTCCCTTTTATGTGN 

GCAAANACATTACCCAAAAGC 

Sequence 2846 

CCGCGGTGGCGGCCGCCCGAGCAGGTACCTCAGAATGTAACTGTATGTGGAGGTCTTTAA 

AGCAATGATTAAGTTAAAATAAGGCTATTAGAGTGGGGCCCTAACTCTAAATGACTGGAT 

TTATATGAAGGAGCTAGAAGAAGGACAGACACACCAGGGTCCTGTGTGCACAGAGGGACA 

ACCATGTGAAGAGGCAGCAAGAGGCCAACTGCAAGCCGAAGAGAGAGGTCTCAGGGGAGA 

CCAACCCTGCCAGCACTTTGATCTCAGGCTTCCAGCCCCCAGACCAGTGATAAAATAAAT 

TTCTGCTGTTTMGCCACCCTGTCTGTGGCATTTTGTTCTAGTGGCCCTAGCAA 

Sequence 2847 

CCNGGGGCGGCCGAGGTACCATNANGCTTGCAGGGGCTGAAGCATGGTTTGTCCANAACC 

CCAACCACCAGGTCTATCGNNCTCTTTCTGNCAC C 1 1 I I I NCTCI Mil I CCTTCTNCCC 

TTGCACCTGAGGNCCTGGAAGGCCTTGATGAGGCCCAGCAAACAGGCATTCTCACAGCTG 

GGTTTATAGTCTTTGGGCCCCTTACTCAGTATCCTGGGAACCCTGGGCCAGGAAGTTAAC 

AGTGGTCAATCANAAANTNCTGAANAAAATCCCCCTCCCCCTG 

Sequence 2848 

CCCCCCGNG CNGGN NCANNTTTTGGGCNNTTTrTGGGTTTTCAGNANGGTTNGTGGAGNA 

TCCCCNGNGGTTTTTNNNAAACCCCCCCNCNNAACANAGACCAAANGGGGGGNNGNGNAG 

GGGGGNGGGGNCNNTNAGAGAGGNGGGGCGGGGGCAGCGGGGGGGNAAGNNGGNNGNISINA 

GGGGANGGGGAGGGGCNNNCCCCCANACNNGGAGGNGGAAGGGGAAAGAACGGCNAGGGG 

NAAAGGCCGGGGGGCCACCNAGCNCNGGGGGNNCNACNGANGGGGGAAGGAACGGGGGAA 

ACCAAAGGCCCNNCCCCCACCCAANAANGGCCNGGGAAAAACCCACANNCNGGGNAAGGA 

NAAAGGGGCCNGANGGCGAAGGANGGCNCCCAAGCAGGAGGCGGGNNGGGGCCGCAACNG 

CCCCNAAAAAANGCCCCCGGGNNNACCCCAAGGGGGGANGGGGGNCANAAAAGNNGGGGG 

GGAAGGAACNGGGCCNNAGGGNGGCCCCCNGNNAGANGNGNNNNGGCGGAAANCCCANGC 

GCCNGGGGGGNNNANCCAAGGGGGNGGGA 

Sequence 2849 

GAGATGCAGTCGATTNCATACCTANTGGGTCCCANTCCTNNNTNNGGNCNGTTGNGAAGC 
CGGATAGTGACTGAGATCACTGGGTAGACCTTGTCCACCTTGGCATTCTTGTCTGCCAAG 
GTCCATGGCCCATGGGGATGGGGACAATTTGAGTGGG 
Sequence 2850 

GGCAGGAACTNTTCTTTNNTCTTTr^ 

ATAGGCTGGGCGTGGNGGCTTACGCCTGNAATCCCAGCACTTTGGGAGGCTGAAAGTTGG 
GGCNGGATTCATCTGAGCTCGGGAGTTCAGGGACCAGCCTGACCAACATAGAGAAACCCC 
GNCTCTACTAAAAATACAAAAATTAGCCANGGCGTGGTGNGCACCATGCCTGTAATCCCA 
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GCTGTTTCAGGGAAGGCCCNANGCCANGANAAATTTGCNTGGAACCCCGGGGAGGGCCGG 

GAANGTTTGTTGGATGGAGCCCCGMGATCANCCMTTTGNNNANCTNNCAMCTTTTGG 

GNTTGAACAMGMGCCNAAAMNTTCCCCMTTCTTTCATNAAMTACAANGAAMCNT 

TANANAAAMTTTTTTGAAAAATTAATGGGGACCCCNTGGGAAANGAGGCCCNNTAAAAA 

AAAAAAAAAA 

Sequence 2851 

CNANCGGAAGGGGCCCCNGGGGGGGGGGGANAAGGGCAAAACCCNGGNCTNAGCAACCAC 

ANGGGGGGGCCGGAGCCNNGGGGGGCCAGGACCAGGGGAGAGGGAAGCCCCAGCCCNGAG 

GCGNNCGCACCACNCNNAGCACCAGCGCACCAANACNGCAGACGAGGAAGGAAGCACAAG 

CNCCCCACNNNACAAAGGGGAAACCGAGGCGCGGGNAGCGCGGNCCCGGGGACGGCCGCA 

CAAGAACNAGGGGGACCCCCCCGGGCGGCAGGAGNGCCGGNNAGAAGCCAAAACGAANCC 

GGCGAACCNGGGAGGGGGGG 

Sequence 2852 

AGGTACGCGGGGATGCGCAGTCGTGAGTCCTCTTGTCCTTGAGCGTCAACCTTCTTTCCC 

TGMGTGGCTGGGGTTCCTGTTTCCTTCTTTGATTGACAACTTGTGTTAACCCTCGCACA 

TCTCTGGGCCAATTTTTGCTTGAAAATGGCAGCTCCCGAGCAGCCGCTTGCGATATCAAG 

GGGATGCACGAGCTCCTCCTCGCTTTCCCCGCCTCGGGGCGACCGAACCCTTCTGGTCAG 

GCACCTGCCGGCTGAGCTTACTGCTGAGGAGAAAGAGGACTTGCCCGAAGTACCTGCCCG 

GGCGGCCGCTCTAGAACTAG 

Sequence 2853 

CGGNGGCGGCCGCCCGGGNATGGTACCCTCTGTCACGGCTTCCTTTTNCTGGAAAAGGGA 

ATTTCCCAACCCCGGGTGAGGCAATGCCCCGCCCTGCTCCGTGGGCTGCACCTGCTGTCT 

GTCAAGCCCCAATGAGATGAACCCTGTACGCGGGGGCCTGGGATCTCAAAATGGCGGCCC 

CGTGCGGAAACAGCGTNTGGGAGCANNCATGTTGCCTNCTGAACAAAGCCGTTGAAGATG 

AAGAATGGGCAAAATCGCCCCATACGGAACAAGCGCANCCTNGGGAGCCCGATACCTGGC 

NNGCGAACACCAAACGGGAGAATTTCGCCAATATGGATGTGACAGCGGTTCCCATTAAAG 

CGGTGATAGGGATTTTT 

Sequence 2854 

CCGGGCAGGTACGCGGGGTGGGCATTCTGGGTAACAGAGCTATTTACTTCCTGCGGGTGC 

ACAGGCTGTGGTCGTCTATCTCCCTGTTGTTCTTCCCATCGGACGAAGATGGCCCTGGAG 

ACGGTGCCGAAGGACCTGCNGGCATCTGCGGGCCTGTTTGCTTGTGTTCGCGTGGTCAAG 

ACTAGTACCACCAGNTTTAGAATATGATGGCTTGTNGACAACATGTTGATGTCATATGNT 

ATCAAAATCGAAACGGNGTCANCTCCGMGMGGATGGGTTATTATTGACTTGCACCTTA 

GCCTNTTCGCTTTTGCATGGGGATANCCA1TTNGCTCATTNATGAAGTTNCCATGTANTG 

TACAGGCCTTGGGG^^^C^^^^TCAMGGTNTNNNAANCTGCAGNTCCAGTTAAAACCTTT 

Sequence 2855 

CTTTCATGTGATCTTTGTGGCAGTGGGACAGGAAGTAGGCGCGGGCCCTCAGGTTCTCCC 

TATCGAAGCGGTCTATGGAGATAGTTGGATACTCGGCCATCTGCCCCTCGAAAGAACTCA 

TAGCGCCGTCGATCCCAGAGTCCGGGACCCCAAAACCGCAGCTGAAGCCAAGGCCAGCCC 

TGACNCGCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTGGGATTCCCCCGGGCTGCAGG 

GAAT TNGATA TCAAGCTTATCTGATACCGACCGACCTTCNAGGGGGGGGCCCGGTTACCC 

MGCTTTTTTGTTCCCTTATAGTGGAGGGTTTAAATTTGCGCCGCTTGGGC 

Sequence 2856 

GGGCGATTTGGAGCAAACCCCGGGGGCGGCCGCCCGGNTTGGTACCAAAANTNCAAACNA 

CCANTTTNGAANCCGGCGNNGACGNNNGCGGNCCNAGCTACTCTGGAGGCTGAGGNGGGA 

GGANCGCTNGAGNCTGGGAGGCAGAAGTTGCAGNAAGCCGAGATCATGCCACTGCACAAG 

CTAGGTGACAGAATGAGACTCTGTCTCAAAAATAATTAAAAAGCCTCTGCCCCAAACTCG 

TTAAMGATTTTATAACCACAACTGCTGNTTCTGNGNAGATGCATCTGCATGCCCAGGAG 

CAGTAMTGCMTMAANCATTTGGNTATACTTTGAACACAAAATAAACGGGTGAGGCTT 

TTACTTTCGAAAAAAAAAAAAAAAANAAGGGNCCTCGGCCGCTCTAAAACTAGGGGGANC 

CCCCGGGCCGCANGGAAATCGATA 



• 
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Sequence 2857 

ACATTAATTTGCGTTTGCGCTCACCTGCCCGCTTTTCCAGTCCGGGGAAACCTTGNCGTG 
CCAGCTTGCATTTAATTGNAATTCGNGCCCAACCGCTGCNGTNGGAGAGGCCGGCTNTTG 
CCGTATTTGGGGCGCCTCTTCNCGCTTTNCTCGGCTTCACTTGACTC 
Sequence 2858 

TACTTAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGTCCTCAGCTTGGG 

CTTCTTCCTCCTNCATCACCTGAAACACTGGACCTGGGGGTAGCCCCGCCCCAGCCCTCA 

GTCACCCCCACTTCCCACTTGCAGTCTTGTAGCTAGAACTTCTCTAAGCCTATACGTTTC 

TGTGGAGTAAATATTGGGATTGGGGGGAAAGAGGGAGCAACGGCCCATAGCCTTGGGGTT 

GGACATCTCTAGTGTAGCTGCCACATTGATTTTTCTATAATCACTTGGGGTTTGTACCTG 

CCCGGACACATCCAGTAGGCTMGGGGATGCTTTCCTTTTCTGGGGI I I 1 1 CGGGGGGTT 

TTTTGGAGCGGGGAGAGGGATGMNGAGGTGCTCCCCTTMTTTCTTTATTGAGAATGAT 

GCCGTGGATACTTGAATTTAAGCANTTGTCACATGGGCAGTGTCCTACCTGGGG 

Sequence 2859 

AGGGCGATTTGGAGCTCCCCGCGGTGGCGGCCGGGCANNTACTTTGCGGI I I I 1GGGACT 

TGATTTTNGCAGAGGGATCGGGCACTGAAGGTGCAGTTCTCAAAATCACACCTGNAGGCT 

GGCTCCTCGCTGTGGGTATCCAGGTGCTTCTGGAGGTCAATAAGATTCTTGCAGCTGTAG 

TCACAACAGTCACATTTAAAGGGCCGGTCCTCACTGTGACGAAAGCGCATGTGGTTGCGG 

AGGGAGGAAGGCAGCGGGCAGGTCATGTCACACAGAGGGCACTTATAGTGATTCACATGG 

TTGCGCA 

Sequence 2860 

ATGCGTTGCNGCTCACTGCCCCGCTTTCCAGTCGTGGAAAACNCTGTTCGTGCCCAGCCT 
GCATTTAATGGAMTCGGCCAMCCGCCNCCGGGGGAGGAGGGCCGGTTTTGCCGTATTT 
GGGGNCGCTTCTTCCCGCTTCCTTCGCTCAACTGGACTTCGCTTGCGGCTNCGGGGTTCG 
NTTCCGGGC7TGCTGGGCCGAGGCCGGGTATTTCANCCTTCAACTTCAAAAG 
Sequence 2861 

CCCTAGGGCGTTTTGGAGCTNCCCCCGGTGGCGGCCGAGGTA CI I I I I I 1 1 I I I I M I I N 
CCCGGAGNTTTNTAANAAGATTTATTTAGCAAAAATACATATAGCCATTATTGCAAGACT 
TAMTGAGATGNTAAATGTTCMCCCAATTTTCTTTCCTGGATAAG I t I I \ CTTTCATAT 
CCCTGTCAGTTTTGAAAACATAATACCAGAAGAAGGGGGGCCCAATTCCACAGAGAGCTC 
CCMGMTGAGTTTCTGGGAGTGAGTCTGAAGTTGAGATAMCCTTTGCTGATCTTGCTT 
ACGTTCAATGCATCTGGGCAGCGTCTTTGATGAGCCCTGGCGGTTAGGCTGGTGGCACTG 
MGCAGGCCTCCAGGGTCTCCTGTTTAAGCAGGATTTTAAGGCCAACCCTGC 
Sequence 2862 

CATCTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTGGGA 

GGCTGACGCAGGAGGACCGCTTGAGCTCAGGAGTTCAAGACCAGCCTGAGCACCATAGTG 

AGACCTCATCTCTACTAAAAAAAAAAATAAAATACCAGGCATGGTAGCATGTGCCTGTAG 

TCCCAGCTACTCTAGTCCCAGCTACTTGGGAGGCTGAGGTGAGAGGATCACTTGAGCCCA 

GGAGATCGAGGCTGCAGTGAGCCATTATCACGCCACTGCACTCCAGCCTGGGCAACTAAG 

CMGACCCTGTCTCAAAAAAATTTTAAAAAATTTAAAAAATAAGAAAATCCAAGCTAGGT 

TGAAATCTGAATGTTGAGCAGNTCAGTGAGGCACAAACTTAGCTTAAGAAAGTCAACCCT 

GCCCACTTGCCATTTTGAAGGTTATTACTAGCCAAAATTACN 

Sequence 2863 

TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAGAAAATTAGCAAGGAGA 

CATTT TCTGCATTGTGAGAAATCMCATAGACACCTTAAAGACCCCTTTGAGAGTGTGGC 

T7TTTGMCTTTTCAGATTTTGCTCAGTGACCTGCTAACACTTACGTGAGAGGCTCCAGG 

TGTAAATAGAATCTAATGGCAGMTCTGTAAGTGTAAACAAGCATCTTAGGAGTGAGAGA 

TCAAGACCACAAAATGTCCA GAGCTAT GACCACAGCTATACCTACCCATAAAATACGATA 

CTGGAGTAGGGTATTTTTGTCTTTTTTCTTACCTAAGAGCTAGCTAATCAGGACAGGTGA 

TGGCAGGTTCTGGAGCTCTACCAGGGCAGGTCTATTTTCTTTTTT 

Sequence 2864 
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AGGTACAGCTCTTCTCTTGTCTTTCTGAGCTCTTACCAGAATTGCCTTCCGTGTCTTTTT 

TTTTGGAGATGGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCGCAATCTCAGCT 

CACTGCAACCTNTGCCTCCCTGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGGGGCT 

GGGACTACGGGTGCACGCCACCATGCCTGGCTMTTTTTTGTATTTTAGTAGCGACAGGG 

7TTCACTGTGTTGCCCAGGCTGGCCTTGAACTCCTGAGCTCGGGCAATCTGCCCGCCTNA 

TTCTCCCAACATGCTAGGATTATAGGCATGAGCCACCACGCCCTGCGGTGTCCATATTTC 

TAACAGCAGTCACTTCAGAGCCATCTAGG7TTCTTCTAACATGCACCTAAAAACTCTTTG 

GCCTNTACTACCTAGNTNTGAAACCATTTT 

Sequence 2865 

CGGCCGCCGGGCAGGTACAGNTGCATCANCTGCTCGTAGGACATGTCCAGCAGCTGGTCG 
AGGTCCACGCCGCGGTAGGTGAACTTGCGGAAGGTCCGCTTCTTCTTCTGCTCTACTTCT 
GCCACCCGCGTACCACGGCTATCCTTATAGCTTTTTAAT 
Sequence 2866 

CGCCCGGGCAGGTACTTTCCCCTCCCCCAGAAAAGCAGGACTTGCCCGCTAAGGGTGAAG 

GACCAAGGCAGGCGTCCCTGAGTGGTCTGACACCTTTGAAACGTGAGTGAATAATCAGAG 

AGGTGTCCCTGCAATGATTAAACACCAAGGAAAGGCTGCCTTCCCAGTCTGTGACXJAGCG 

CCAGAGTTTTGGGTCCACGGATAAAACGTGTCTCGTTTGTCTCTACCAGAAAATGAAAGG 

AATTGAAATTAAGAGAAGGGAGAGATTAAAAAAAAAAAAAGAAAAAAAAAAAGTACCT 

Sequence 2867 

CCGCGGTGGCGGCNCGCCCGGGCAGGTACTTTCCCCTTCCCCAGAAAAGCGGGACTTGCC 

GCTAAGGGTGAAGGACCAAGGCGGGCATCCCTGCATGGTCTGACACCCTTGAAACGTGGG 

TGAATAATCAGAGAGGTGTCCCTGCAATGATTAAACAGCAAGGGAAGGCTGCCTTCCCAG 

TCCGTGACCAGCGCTGGAGTTTTGGGTCCACAGATAAAACGTGTCTCCTTTGTCTCTACC 

AGAAAATGAAAGGAATTGAAACTAANAGAAGGGAGAGATTAAAAAAAAAAAAGAAAAAAA 

AAAAGTACCTCGGCCCGCTCTAGAACTAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnTGTTCCCTT 

TAAGTGAGGGTTAnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAGCTGTTTCCTGTGTGA 

AAATTGTTATCCCGCTCACAATTCCACACAAACATACGAACCCGGGAGCATAAAGTGTAA 

AAGCCTGGGGGTG 

Sequence 2868 , 

CCGCGGTGGCGGCCGAGGTACAAATTGTCG 1 1 1 1 I ATTCCTCTTATTGGGATATCATTTT 

AAAAACTTTATTGGG I 1 1 1 1 ATTGTTGTTGTTTGATCCCTAACCCTACAAAGAGCCTTCC 

TATTCCCCTCGCTGTTGGAGCAAACCATTATACCTTACTTCCAGCAAGCAAAGTGCTTTG 

ACTTCTTGCTTCAGTCATCAGCCAGCMGAGGGAACAAAACTGTTCTTTTGCATTTTGCC 

GCTGAGATATGGCATTGCACTGCTTATATGCCAAGCTAATTTATAGCAAGATATTGATCA 

AATATAGAAAGTTGATATTCAACCTCACAAGGGCTCTCAAAGTATAATCTTTCTATAGCC 

AACTGCTMTGCAAATTAAAACATATTTCATTTTMCATGATTTCAAMTCAGTTTTTCA 

TACTACCCTTTGCTGGAAGAAACTAAAAATATAGCAAATGCAGAACCACAAACAATTCGA 

ATGGGGTAGAMCATTGTAMTATTTACTCTTTGCAMCCCTGGTGGTATTTTATTTTGG 

CTTCATTTCAATCATTGAAGTATATTCTTATTGGAAATGTACCTGCCCGGGCGGGCGCTC 

TAGAACTAGTG 

Sequence 2869 

GCGAATTGNAGCTCCCCGCGGTGGCGGCCGAGGTCTAATTTGAATTTGTAATGAGTCTGA 
TGGTATATTTC AA I I I I I IGCTTTGAGGGACTGGCTGCTACATTGCAGAATATCTTATAT 
CCCTGACTGCTTTCCACTAAATGTCAGTGGTGACCCCAATCCAATATTATGACAACTGAA 
CATGCTTATGCATCCCTCATGCCTTTA I I 1 1 1 1 ATTTTGGGAAATCTTTCAGCTTCAGTT 
TTTGCTGATATTTATGTGATTCTTTGTTCTGCAATTCAAATTTCTGGGAGCCAAACAGTC 
TCCTTGGTTCAGATTACTG 1 1 1 I I IGACTAGAGCTTCTCGCTTCAGATTCTGTCATAAGA 
TTATGGCTTAACCTATGGTTGTCCTrrGATTTGGTGCCATATGAAATAMACATTATTTT 
CTATGGCTATGTATTAAGAATTTTGTGCAATTCTG I I I I I CTTAGAAGGCTGAGGGTGTG 
TTGTCAGACACCATGACTGATGTGACAGGTGTATTTTATTATGC 
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Sequence 2870 

ATAGGGCGAATTGGACTCCCCGCGGTGGCGGCCGAGTCCTACCCTTTACTTTTTCCCCAA 

GACCATCTCAGGGTGGAGCATTCTGTCTAAGAGAAGAAAGATAAGGAGGCTCCCACCCAC 

CTCTCCCAAGAGCAGACATTAAACATCT7TGTGCTTTGAAGAGAGTGAATTTGGATAGTC 

TTGTGATTCTCAAGACTAACTTCCAGAATTATACTTTAACCCCTTCCAGATATGGTCCGC 

CTTTGGCATTGTGTGTACCTGTGATGGGGCGTGTGGTTTCCGGTTGTCTCACCTTTAATT 

GTCMCCTCCAGTGTATGACTCTAGAMTATGAGGAAAAGCTTTTCAGTTTTTAAAATTG 

CCATTTAAATTTAGTCTATTAAAAACAAACCTAGAGGTC7TGGGTTGGAGTTGATTTCAG 

AGTATATTAATTTAGTGGGTCCCNAAAGTATTACATNTATTTATATTCTGGAATGAAAAG 

G 

Sequence 2871 

CCGCGGTGGCGGCCGAGGTACTCCTTCGTAMCCATGGAGAGCCAGCCCAATGCACAGCA 

GTGGATATCATCTTTCTCAGAGTCCAGTATCACAGAATCACGACTTTGTCCAGCTGCAGG 

TGCCTGCAGGTCACACTGGCTAACTACTTCTGTGATGGGCTCTTCTTTCTGAGGTTCTGC 

CMCTTGTCTACTACATAGGGTTGATCATCCTGTTCAGGAAATATTTCTTTCATTTGCTC 

TGAGCTTAATATTGTAATTTGTATTTGATCTGCTGGGTCTTTGGAGTCAGGACTGGTTTT 

ATCAGCAGTTTGATCTTCTGAGGTCTGGTATGTAGTTTGCTGGCCCACAGAACCTTCACG 

TGTATTCACAGCCTCAATGCCATAAGGAAACTCTTT 
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Sequence 2872 

CCCTTA6CGTGGTCGCGGCCGANGTACAAGGTGAACCCTGAACATTCTGTGTCAGAAAGC 
TAANGAAGTGCCCAGAGAATGATAAATCAATCAAAAGAACAAAGCGACAAGCATGAAAGG 
CCAAATA TGAGATAATTTGGGAATTTAAAAAATGAACATAATGGATCCGTAACACATTGA 
ATTTTTTAAMTTCTTGAGCCTGTMTGATACTGGAGGAAGGAGTCTTTTGTTTAC 
Sequence 2873 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGGGGATATTTTGTCTCACAGATTG 

TAAGAAAGGGGTATGGAAATCCCCAGGCAACAGTGTGCTCCTCAGCTTGCTGAAACAGAC 

CAAAGACTATGTTCTAATCAAACCTTCCAGGAATCTCATGGAAATTTCATTTAATGCCTC 

TCCAGGCACTTTTCTGAAAGCCCCCACGTTAGGGATGTCTTGGCTAAGACATCTCTCATG 

GTATCCACAGCAACCCTGATGAAGCTCATTTCTGGAGAAGAAGAAAGTCTCTCAACACCT 

CTGCTAAGTCATCATTCTCCCATNCTCACTGCAGCAGTTCCTGGAATCTCATGAAGGGAA 

GCTTGGGACCCACCGCACACCCTNTGCAAATACCTCACAAGTAAACTTGGNAAATGCCG 

Sequence 2874 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCCTAGCCACAGTAGTAATCACCACTGGCCT 

GACTGAGCCCTCACCCTTTATACAGTGTCTCCTGCCACCCTCCTGGGAGAGGCTGTTCTC 

GGCACAGCTGGCCTGGGGTCACACAGCTGGTAGGTGTAAAGCAGGCATTGGAGTCCAGGT 

AGTCTCACTCCGTAGCCTGTCTCTTTAGCCACTGGAAATGTAGAGCAAAGCGAGAATTGT 

CCAAAGAGATAAGCTAATAAAGAGGAAAACAGGCTGGGTGCAATGGCTCATGCCTGTAAT 

CCCAGCACTTTGGGAGGCCAAGGA 

Sequence 2875 

CCCTTAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTCA 

CCACACTCTACAAAGGCAGTCANCTNCNTGACACATTCCGCTTCTGCCTGGTCACCAACT 

TGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCCA 

GCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGCT 

CCACCTACCAGTTGGTGGACATCCATGTGACAAGAAATGGGAGTCATNAGTTTATCAACC 

AACAAGCAGCTCCAGCACCCAAGCACTTCTACCTTGAATTTCACCATCACCAACCTACCA 

TATTCCCAGGACAAAAAGCCCAGCC 

Sequence 2876 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAATAGAGCTGGAATGATGATGATCACAATGA 

AGATGACAACAGTGGTGGCAATGACACGGCTGCCACTACTTGGAGTGGCCTCGGAGTTTA 

ATATCAAAGGCTGGCCTGGGTTTGAGCTGGTTGAGGGAGAAGTGAGTGTATTGCATACAT 

GAGAAAACCTGAGCAAAGGAAAGATGAGACTCAAATGGCAGCACTAAGACCATTTTGCAC 

TGGAGTATCAGATATATTTTGAAAAGAAGACTGTAGAGTGACTTTTTGAAAGACATGGGG 

GATTAAGCAGGTAAAGAGAAGCTTGAAGTGGTATTTAGAGATGCTACATTTAGTGACTTC 

AGAAGGTATAAACTGAAGCAGCAATGTAGATTAATATTCAAGATATGGGGATAAAAGGGT 

GACTAAAGTGGGATCCAMGCAAATGGGTGCCCGAAAAACCANTGAAAGAAGAACTTGAT 

GGAGGCTATGATCTMTTTACATTTAAGGGGAATGAGGAAAACCAGTGGGAAGAATTTGC 

CACCCTTGAAAAATTAAATACTGGAAGTTCTGACCCAAAGAAATTAGGGTTAAAAAAAAG 

AAATTAAAANGCCTTTCTTTTTGGA 

Sequence 2877 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCTTCAGTGAGTTGTTGGCAACTAGGCAGTG 

AAATGAGGGAGTGACCGCTCATGGCTCATGAACTTTGCAAGTTGTGCAACTCAACTGTCC 

CACCTTGAAAGGGCTCAGGAAGGTAAAGAGTGTTGTTTTGGGACACAGGGATTGTTGCAT 

TTAMTCTTTGTGACTGTGGTTTGGTCTCAGACTGGTTTTTCATGCATAAGTTCTTCTTA 

CCCTCAGGCATCTGGGATTTTACCTGTTTTTCTTCCAGTGGTGTGCCCTCTCCGCCACAT 

TGTGGAAGCGTGCTTTCTCAATCCTTCAGGAAGAAATTCAAAGACTTTN I 1 1 I 1 1 AA 

Sequence 2878 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTATTTAGTGTAATGCCTAATGTTAGTCCTCT 

TTATAGCATATTTTATACMTTTCTATTATTTAACAGGCCTTGGGAATTCAAAGATGAAA 

TGTGTGTCCCTCAAGTAACTCACTAATCTATTGTTATAAGTAGATTGTAATTCATGAGTG 
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CTGTAACAGCTATCCTATGACAGCACTGAAGAGGATGTGGACTTCCTAGATGAATATGTA 
TTGAGTTGTAGGGGAGTAAGAATTCACCTACCAGTGAACTAGTGGACCTGAAGTGGTATT 
CCAGATTG 
Sequence 2879 

CCCTTAGCGTGGTCG CGGCC GAGGTACAGTTCTCAGTTTTTCTTATAGGAGAAATATGGT 

ATATGTTTATMGAATCTTTTATGAGATTATAGATTTCAATGCTGTGGATAGTGTCTTGC 

ACCCAMCMGAMGTCCATMTGGAATGATCTTCCCTCAGCTTCCTATCGATTTAGTTA 

CCTCTTGMAGCACAAAMTTAMACATTGCCATATGTTGMTTTTTAAAAAGCACTTGG 

AGTGAGCGMCATTTCCTGATAMTGCCTTTTAGAGATAGGTTCTTGATATTCAGACATC 

TGCAGAAATGTTCTGGTTCCCAAAGTCATTTCACTTCGAAATAAAACACAGCTCCTTCAA 

ACAGCACTTTTTCCACATAAATCTAAGTTGCCTCTCCCTGTGGACATTCAGAACTGATAG 

AACAMCACTACTCTTTTGAATTTGATGGTTCGTGTCCTTTAAAGTGTTTGAGGACCTAT 

GCAGAGCCTGTACACTTGGGGTAGTACCTGCCCGGGCGGCCGCTCGAA 

Sequence 2880 

CCCTTAGCGTGGTCGCGGCCGAGGTACAMTTTATTAAGCTCTAGGTTCATCAGATGACC 

AGGAAAACATAGACTATCAGGACACAGACAAAGCAGAACTGCAGAATTATAGAAAATTCA 

AGGTCTCATGGAGGAAAAGCAGTATCTACAATAAGAAAGAGACCCCAAACAGCACTCTAG 

ATTTCTTTMGAGGGATTATATTTCCTCCTTCCTCCCATTCTCCCTTCATTTCTTCCTAC 

CTCCCTCTTTTCATCCTCTTCTCCTTTTA 

CTTAGTTACTACTATGTTCTAAGCACTG 

Sequence 2881 

CCCT TTGAGCGGCCGCCCGGGCAGGTACMMTTGCTMTTTTATTCCAGTGATGATTAT 

TTTTMCTTTGGTGATTACGTATCAAATTAAGGTAATTCTATAAAAATCTACAGCCAGTA 

MCTGAAACTATAGCTAAAACTGTAGCTACTGTTTTTATATTTTCTTAGATGCATGTTGT 

TTTATTATMTAGTTTAATGTAGTGGTTGMTGGMTATGTGGTTTTCTTCTAGAATACC 

TTATGTGATTTATTCTATGACTTTTTTCCTTTGMCCCTTATGACTC 

TTTCTT AMTTAT ACTCTTTTGTTGTTTATTCTAAACTACTT G AGG CAG ATCTC AA AAGT 

TGMTMTTACTGTGCATCTCAGAGMTTGTCTTGTGTCTTTCAAATATATTTAGTTGTC 

TTTAGCAGTMCTCTTACATGGTTATTTGCATGACTTAATAAACATTTCAATGCCCCCAA 

GTTACCTAGCAGAAAMGTCCACTTTTAMGACATCTGTMGAGAGAACTTTATTTTTCT 

TAAATTGGAAGCACATCATTTAGTCCT 

Sequence 2882 

GTACACAGCAAATACMTCTTATGTCAGTTATAMGMTMTAAATAATTTTTTGAAAAG 

CAMGTGACTTGTCCATAACCACMTATTTTTCATTTTCAAATCTC AI I I 1 1 A TTTCTT A 

TGCCACATTGCCTATAATTATACAGCTAACAATTATCCCATGCTCAGAAGAAATAAAACT 

GACGTAGTTAGTAATCAGTNATATATCATTCCCTTAAAACAAGTATTGCTGACTTAATAT 

GCATAAAACTGCTGTCACATACCAAATATGACCAACAGGTAAAGGGTGAGAACAATTTCA 

CTGACTACAATATTTATAGCAAAATAAAGTGTCTATATAGTGGGAAAGAAATATGCTTAA 

AAAGAAAATAGGGAAAATGCCCAGTAGAAGAAATAAACTAAATTATGCAACCTGCCCTTA 

AAAMMAGGCCTTTTATTGGTATTTCAACCTACCCAGAATT 

Sequence 2883 

CCCTTAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 1 1 1 1 I I I 1 1 1 1 I 1 1 I 1 1 I 1 1 I I I GCGTGT 

GANACGAAGTTTNNWI^rTGTTGCCCAGGCTGGAGTTTGACCCACAAAATAAGGTTCCC^ 

NATCACCATCAACTAAAGTTCAAAATAGACAAACCCTATCCATCCTANCCAGNGATTATT 

TAGTATTTGNGGAAAGCCTNTAAATTTAAAGGGTCCACGAACAAAGACNGAGACNAAAGA 

ATNAGAGCNACATGTAGGAAAAAGAGATTTACACAGACTNTAAAACATTAACAAAACCAA 

GAmGTATTACCAGAAMAGAGTTlsnTTTGTNTMGAMCAMMTMGNTGNTNTNGG 

GAAAAAAAAAAAAAACAGNTGGAAGCTTAAAAGGAAACTTAAGGAAACCTNCCNGAAAGA 

AGAATNAAATGNGNGAAATNGAAATAGGGAGAGAAAACTTNAAAGCCCAAAAATAAAAAT 

TGAAATGACNCATCNTTTTNNGGAACCCAAAAAAAAAAGAAAAAAA 

Sequence 2884 
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CCCTTAGCGTGGTCGCGACCGAGGTACAGCAGGCCTAATGATAAGACAGCCTACCTGGGC 

TCCAGCCTGCCTGTMCTGTGTGMCTTAGCMGTCCTTCACTCAGTCAGACTTTGCTTT 

CTACATCTGAAAAAGTCAAAAGAAAGAAAATAAAAACCTCAGCCTACCTCCCTCTCAGGG 

TTGTTACMGGGGGAMAGAGCATAAAACAGATGCMGMGTGCTTCCTTAAAGAGTTCA 

ATATGMTTGTTTTTCTGTTTAGGTTATGTTAAATCTATTTCATATTATTAATCCCTTCC 

AGATGACACCCATCAAACAAACACCCAMTGGTCCATGTCTGAAAGACCACAGACTTTTC 

TTTTGGGAAAAAAAAAAA 

Sequence 2885 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I 1 1 I I I I I I I I 1 1 1 I IC! I I I I I GAGA 

CAGTGTCTCGCACTGTCACCCAGGCTGGAGTGCAGCGGTGTGACAGGCACATGCCACCAT 

GCCTGACTAATTTTATCGTTTTC I I I I I I I 1 1 1 CAGGTAGAGATGGGGTTTCACCTTGTT 

GTCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCTTACGT 

GCTGjSGATTACAGGTGTGAGTCACCACGCCCAGCCATTGATCTGTTGCCTCTTACTAGAG 

CTTCTTGTTGGATTCCAG I I 1 1 I I CCCACTCTATTTTATTCATTTGTGGCCTTTGGAAAA 

TAGATCTGTTCATTTCATTTACCCACCAAAAAAGGATMGTTCTTACTCTTTGAAATAAA 

AATCAAACTCCTTAGTCTGCCTCTGAAATAAAAATC 

Sequence 2886 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTGTATCAGAAAAATGCTAATTA AI Mil l 

GCACATMAGGGCATTTTAMCTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATG 

GTMTGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTAGTATATGC 

CTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCCGGAAGTTCACGTTTAGCC 

TGGGCAGCATAGTGAGACACTTGTCTTTTATAAAMCAACAGCAAAAAATGATCAGTTTT 

GGGGATAAGTAAAGACAAAATGGC 

Sequence 2887 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGAAAAAAATA I I I I I ATCTTTTAG AATATCAG 

TTTGTCCCTTACAGTMTGTAAAATTACATTTATTTTATCTTTAGGATATAACATCTNAA 

ACAGAGGCTATTAACTTTTACACTATGTGTAMGAMCAACTTGAGAGGCMCTTTATTA 

TGCAACCACGATCATGAAGGGGATGAATAAACCAACTACTTAGAAAAAAAAGTGCTCTAT 

TATCATGGMTGGTTTTCATTGATCCTTTCTTGTATTTCTGGAATCACTAGAACTAATCT 

CCAATCTATGCACTGMTTTTTGACATACGATAAMTGCCATGATTTNATTAATGGATTA 

AMTACTTGTCTGGMGTATANCTTTTTTAMTMTTNCAGTGGATGATAATTTNATTGA 

CMGGTGACANACCTAAATTCTGTTTTCNTCCNTGCCTTGCAAAANGAAACTTTTAGGGG 

GATTAAAA 

Sequence 2888 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAATAAAGTATTCCAAGGGTTCAGAATAGAAA 

ATGATTTCTTCCAGCTTGGGGACATTTGGGAAATTGGGATATCCTTTGGGGAAATGTAGT 

AATCANTATATTCTGGGAAAACATAGTAGAAGAATGMTAAATAAATTCCATTGAATTTG 

GAATATGTTGCCATTCTCCCTGTAACTAATGCTATCANGATAAAGTAGAAATACCACATT 

TCANAAACAGCTGGAGTAGACAGGTCTTCATAGGCTAGCTTGGGAAACCTAATAACTATT 

MTAATGAMTTTTMTTATACTCTTGGATTCTAMCAMTGAACACACAGTGATCTTTT 

TGACTTGCTGCTTGGTTAT 

Sequence 2889 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTGTTGAACTCCGAGTCACACTCATTATGA 

CCTGGGAGGCAGATGTCTAGCCTTCAGCTAATTATGATGGGCAGTATGGAGGAGAGTGTG 

AGTCAAACCTTCCATGGAGGAAAAGGAGTGAACACTCAGGGAGACTGGAGCCGTTTAAAA 

GGACATGGGGAGGATCTMTCAGGATCTTGAAMTTTAATGTTCTCAAAAGTTATTTCTA 

TCAGTCTTMGTAATAGATGAATTTCTTTTTGCCACTGCAAAGATGATACTGTCTTGATA 

ACCATTCTCTATCATCATGCC 

Sequence 2890 

CCCTTTCGAGCGGCNCGCCCGGGCAGGTACCACCTGACTCAGCTGGGTGCATTTGACCAG 
TTTTGCCCCCATCTGTAAATATCCCTCAGTCCCCATGGAGCTGTAGAGGTGAGTGATGAA 
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GCAGTGACAGCTCTGGGTAGGAACTCAGCTTAATTTCAAGTTCCAGACCCTCTCCATCCT 

CAGGTTCTTCTTCTGTAAAATGAAGATCCCTTTGCGGTGAAACGTTTTGCAGCTCTGGAA 

TCTGAGGGTGTAGGAGGAGCTACAGAAGAGGGGTATAGGACTCACCTGAATAAAGGTGGC 

ATCTGTGATTACTGTGGGCGAGGGTGAGAGGGAAGAGGATACTGACCGCTAAGCCTTGCC 

TTCTTAGTCCAAATTTTGGTTGTGCATTAAATATGTCTTAA 1 1 I I 1 1 I IATAACTTAACC 

TCACC 

Sequence 2891 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGGCTAAGTATCGCTAATTTCTATTCAGAG 

ACACAGGGACTCTACCCTTGTTCCTGGCTTTATAAAGCTGCTCAGTTCTAATGTGCACTG 

CACACAA CAGCT GCCAGGGCCACAAACACCCCCAAGCAGACGTTAGGCTCTCAACCCCTA 

AGATACAGTTTTCCTCTCAATAGCTCATMGACTCTGCCCTCTGACGTGAGAAAATAGAA 

TTCTGTTGTGCTTTTTAAGTATGCCTATGGCATCTTTTAAAATATACCATATATGATCCA 

GTATTTCTTTGTGTTTGGAGTGTGAATCTGCAGGTGAAAGAGTGTGTTCTACACGTGCCC 

GATCCATCCTCATTACACAAATTCACCCTCTACTTTAAAACAGGGAATTTGGGCCTTTGA 

CAGGAAACAAGCCGGACAGTCATGGGGCCAAGCTGGAATCAAATGTAAATATTTAATTTC 

CTCCTGTTAAAAGCAGAGTGGACCCACAGTCCCTTCCAAAGTAA 

Sequence 2892 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCAACTAGGAATTGGGGCTCAGCAAAGTGC 

CCTGGAGGAAGTGATACCCAAGCTGAGAGATGAAGAATAATGAGTGGGGTAGCCAGGGAT 

AGGTGAGAGGGAACATCCTCCAGGCAGAAGGAGAAGCAGACACAAGGGAGGGTGTGGCAA 

GAGATGAACCTGAAAGGCAGTCTTGGACCATATCAGAGAGGACCTTATAAGCTCATCATG 

AAGCTTAAAATGAATCCTTANGTCATTGGACAGCTGTGGAGAAAGAGTTTGTAAGGGGAG 

GGAAGTTATATGAATCACAGGAATTTTTTAAAGGTGGCTATGGTAGTAGTGTGAAAAGAG 

AAATGATTAACAGTANGCAAGCTCAGAGAAAGAAGCCCGCCAAGGAGGCTGTCACCATAA 

TCCAGCAGAAAGAAGATGGTGGCCTGGACTGGGGAAAGTGACTGTAGGGGATGGAGAGAA 

ATGGATGGGCTTGGGAAATGAGAAAGGGATAGGATCCACAGGGCTTAGGATTTGAGTGAA 

TAGAAAAGAGAGAGAAAAGTTAAACCAGACC 

Sequence 2893 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTGCACTCCAGCCTGGGCGACAAAATGAGAC 
CCTGTCTCAAAAGAAAGCCCTCTCCTTAGCTGAGCAGAGGAAGGGAAGGAGTGTGGCTAT 
GAGAATATGATTTATGCCATTTTCTGTTTTTAAATCTAGAAGATCTTCTAAGCACAAATA 
CA GCTACM TGAMTATTTTACAGACAAMTGTTMTAGACCATATTCTTTGAATTAAAT 
TTGTTTTTAATTTTCTCTACACA 1 1 1 1 1 1 1 1 I I CCTGGAGTCTCTTAGCTCTAAATATAT 
CAATCAGATTTATAA 1 1 1 I I I I I ACCTG ATTCAGATGTCTTACATTTTTATATTAAATG A 
ACCTTAAGCATGATTCTTTTGGTAAGCCAGTATGMTGCCAGTGGTTGGGGGGCGGG 
Sequence 2894 

CCCTTAGTGTGGTCGCGGCCGAGGTACAGTCCACAAAATGGTTTGCTTCTGAAAAAGCAG 
TAGTAGTCTTACATCCAANATTATTCCTAAAATAAAGTTTCGACCCACATATATAATGAA 
ATTGAAACTGCCTACATTGGCAAAGCCAGAAAGAGAGTAAAAAAGATGGGGTAGGCCAGT 
TGCGGTGGCTCATGCCTGTAATCCCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 2895 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTCTGTGACAAGAGCAAGAAATACATTTTGA 

AGTGGTTTGTTTTAGTAGCTAAAGTTATCCTGACTGATCATTTGATAAAGGATATTTACC 

AGCAGTTCACAATGAACATACTACTACATGTATATATTAAAGATCATAGCCTGCACAATA 

AAAAGAAGAAAATAAATAAATTAGAAAATAAATAGTTTAGAAACAAAGACACAGTATTAG 

TTCTAGTTACAGAATATGATTCTCCAAATAGTATATGCTATCAGCTTCATCAACAAGTAA 

CCAGAATACCAAAGAAGACATAGAAATGGCTAACAAGTATATAAAAACATGCTCAACATC 

ACTAATTATCAGAGAAATGCAAATCAAAGCCACAATGAGATATTAAGTCACACCTGACAG 

GATCACTATTATCAAAACTACAAAAGTCAATACTTATTGGCAAGGATGTANAGAAATTGA 

AACAGCATGGAGGGTTTCTCAAAATATTAAAAATAGAACTACCATATGATCTGCAACCAC 

TTCTGGGTATTTATCCAA 
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Sequence 2896 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 1 1 1 1 I I II 1 1 1 1 1 1 I I I I 1 1 1 1 1 I I 1 1 I GGA 

GACGGGGTNTNACACTGTTGCCCAGGCTGGAGTGCAGTGGTGCAAACATGGCTCACTGCA 

GCCTCGACTTCCTGGGTCCAATNAATCCTCCTGCCTNANCCTNCAGANTAGCTGGGACTA 

CAGGCATGTGTCACCACTCTAGACTAATTAAAAACAAAAAATTGTAGAGACAGTGTCTCG 

CCATGTTGTCCAGGCTGGTCTNAAACTCCTGGCAATCCTTNTGCCTTGACCTCCCAATNT 

GCTGGGTTACAGGTNNTGAGGAACCTGCCTGGCACCCAG I 1 1 1 I 1 1 AAATN AANTTTTCC 

TACTGTNCCCMCCAAAATGACTTCTTATGMGCTTNTCATCANTTAATGAGCTTTATTA 

ATGANANCTTCAACACTGGNCAAGGGGGGAAAAAT 

Sequence 2897 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCGTGAGCCACCATGCCCAGCCTGAATCCCC 

CTTCTCAAAAGTAACTTCCATTCACTTTGTCCCTGGCAGTCTGCTGGTGACCATGATTTC 

TAAGGCTCACTCATGGGACCAAAGGCAAGAAGAAAGGGAGGAGGGTGGTAACCAGATAAA 

CTTTGCAACCCCTTTGATAGGACTTTTTGGGTGAGAATTTTTATGAAAAATAATATATAC 

TTCTACTATAGATCTGCCTCTAGTTTCAACCTCTAGTTTTAGCACTG A I 1 1 1 1 I CCCCTT 

AATTTCCAGAAGCATGATATAATAATCTTTTTCAAAGAAAGTGGG 

Sequence 2898 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGGGGTGTCATCAACCAAGATTAGAAATAT 

GGGMGATGAAATGGTTTTTAGGAAAGATAATGATTTTAATTTTAGAACTGTCAAATCTG 

AGGTGAATCCTTCAAAAAAGTCAAATGATAGTTCCAAAGAGTGACCATGAAATCTGACAA 

ATAAGAGTTATCTTAGCAAGGAGCAGTCTCATGGAAATAATAAAAGCTGAAACAAATAGT 

AGTGATTGAGGAGTAAATGAGAGGTGAAGCAGTGGAGATAATACAGGTTCTGTTTGGAGG 

AGACTTGGCAATAAAGGTGAAAAAATAGGATGGATGAGATAGCACTCAGCAATGAAATGT 

AACAGAAtTGATGCAACACGGGTGAATCTCAAAATCATGCCAAGTGAAAGAAGTATAGTC 

CCTATAATCACCTATAGTCCCAATTACTCAGGAGGCTGAGGCAGGAGAACTGCCTGAGGC 

CAGGAGTTTAAGACCAGTCTGGGCCAACACAAGCAAGACCCCCATTCTTTTAAAAAAAAT 

TAAAAAACATTANCCAGGCATTGGTGTGGTGCCCCCCNTAGTTCCCCAGCTACTCAAGAG 

GCTTGGGTTGGGAGGACTACTTNGNNCTCNTGAGTTNAAGACCAGTCTNGGGNAATCAAG 

CCAGANCCTNNTTTCTTNAAAAAAACAANCCATAAACCTT 

Sequence 2899 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTCCTATCAGTGATGTATGAGAGTTACAG^f^GC 
TTCACATGTCTGTCAACATTTACACTGTCACTG I I 1 1 I I ATATTAGCCATTTTAGCATAT 
ATGAMTMCTGATTTTAATTTACATTACATTTCCCTGATTAATGAGTTGAGCACTTTTT 
CATATGCTTATTTTTCATTTGTATATCTTTCMGMGTGTCTTTCATGTCTTTTCTCATT 
TTAAAGTTGGGTGTC I I I I I ATTGTAGGTGGTTATTCTTTGTATTTTGAATATAAATCCT 
TTTGATAGATTATGCCTATGA I till I AAAGACTCTATGTNTTCACTTATTGGGGATCTT 
TCGAAGGAACAAAA I I I I II I I ATAAAAATCCAACTTTTATCAGG 1 1 1 1 1 1 1 AATNTTAA 
TGGhrTTTTTATNGACCCTCAAMGTCACCMTAGGMCATNATTTTTNTTTCCTTANAAA 
GTTTTTATGGGTTTTGGG 
Sequence 2900 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTCTCCATATGCAGCAGGAATGTCTTTTT 

TATTTAAGGGCACATTTACACAAAGAGCAAATGGTCCAGACTCAGTCTTCCATAACCTAG 

AGTCTGA ATTGATCACTCTATAAAATGGAAAAATGTTNCTTTTCI I 1 1 1 I I I 1 1 I 1 1 1 1 I 

TTTTTTTNGGNTTTTAA C I 1 1 I 1 1 I GAGACAGNGTCTCACTTTGTCAGCTAGGCTAGAGT 

GCAGTGACACGATCACAGATCACTGCAGCCTTGACCTCCTGGGCTCAGGTGATCTTCCCA 

TTTCAGCCTGCTGAGTAGCTGGGACCACAGGGCGCGTGCCATCACACCTGCCTAATTTTT 

GTATT 

Sequence 2901 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTAGTTATAAAACTGACACTGTTTACAATT 

MCAGTGTTCTAGAATCCANTTGTTTGGAGGGTATTTTACATTATGAAATATTGACTTCA 

GATGGTCACTGCTATnTCGAGATCTATGACTATGTTTCAAGGAGATCCATTGGTCTGAC 



# 
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AAAATAAGAGATGTATATTCCTGAAAATTGCATGTCCTCTGGAGTCTGTTGTCTGGATGG 

TATCAGAGAGGTATTAGAACTGTCCTCAGAGGTCATTACAATTTTCTCATAGTGTTTGTC 

AAGGAAAGAGTTGGGGTGTGAAAGGTCTTCTATAGTATTGGGTCCTAACCAAGTCAGGGA 

AGAGAAGCAAATGCC 

Sequence 2902 

CCCTTA GCGTGGTCGCGGCCGAGGTACTTAAGTAAAGAAATTAACCTCTAATAATACAAT 

ATTTTTATTAGTTAAAAATAAAGGACATATGTATCTACACACACATATATGCTATACATA 

AATACATATGAGAAAGACAAAAATTGAGAGATTAAGAGACAGAGAGAGTTTGAGATAGAG 

AGTTCAAAAAAAAAGCAAATGATATAAATTTACMGAGTAAATAGAATAATCATGTGAAG 

GGGTATTAGGAGTTCTTTGTTTTATCTTTTAACATTTCTGTAAGTTTMMTTATTTTCA 

AMTAAAAGATCTAAATATTTTTCAAAAAATAAMCCAMTTTTTGAAAATCTAAAAAAT 

TTTCAAAAAATAAAAACATAAACATAAAAAC 

Sequence 2903 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACAAGGCCAGAAGCCTTCTACCTTCAGTCTT 

GCTCTGGCAACCCCACCTCTTCTTTCATCTTCTCCCATCTAGGGAGATGTCTAATGGGCA 

TGATAGTTAGAGGTGGTGAGAGGATAGGGACAGGAAAGTCCTGCCTGTGGGACAACAGGG 

ATCAGGGACTCAACAAGTCTTAGGCCTCTCACCAGGACCAGCATGTTGGGAAGCTGCCTC 

TCCATCCATATTCAGTCTCAGAATGGGCAGCTGCTTCCCCTGCACCCTCATCTTGGTCTG 

GTCTTGGTGATAGGGTGGGG 

Sequence 2904 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGGTGACAAGATCTCAGCTCACTGCAACC 

TCTGCCTCCCAGGTTCAAGTGATTCTCCTGCCTGAGCCTCTGAATAGCTAGGATTACAGG 

CACGTGCCACCATGCCTGGCTMTTTTTGTATTTTTAGTAGAGACAATGTTTCACCATGT 

TGCCCAGGCTAGTCTCAAACTCCTGACCTCAAATGATCCACCTGCCTCAGCCTCCCAAAG 

TGCTGGATTACAGGCGTGAGCCACTGTGCCTGCCCTAAGCCTGTGTGTTTTATTCTTCTG 

ACTTGCAGGCTAAAGCGGCAGCTCTTCCATATCTCATTGCTATCTCCTAGGGCTTCCGCT 

AGGAGACTGATCTGGGGCTAGAGGCCTCCCTCTGTGTACACGAGAATGCTGGAAATGTCA 

CCTCTCAGGGCTCTGCCTGCCTCTCAGCCCTGAAAGCCATGGTGGAAAGGGGTGGCGCTT 

GACATAGACATCTGAGGAAAAGAAGTGAGGGAGGGTAAAGGGTGGTGCAGTAAGANGAAG 

GGGTNGGGAAGG 

Sequence 2905 

C<XTTGGCCCGCCCGGGCAGGTACATTATCATTATTTTATATCTTGCTCAATCTTTTAGG 

CGTCA ATCTCACATCAAAAAGTTTATTGGCCTATAACGGCACGAGCCAACTTCAAATTAT 

TTTTTAAMGTTTTGTGTATTTGTAGATTATGAATCTCTGGTAACTACTTGTAACATTTG 

GCTCTGTTTTCTGTGAATATTTATCCCTAGCTAAAAAAAATTCTTACATCTTCAGAAGAG 

CTATAATGTTGACACCTAACTACACTGTAATACTACACAGTAATAGGACACTAAGCAGAT 

AGATAGGTTTTTAAAAAATATTTGTATTTTCAGCACCTGGTAATACAGTGGTCTA 

Sequence 2906 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGTTGGTGCCTCAGTCTTTAAGGATTAACTA 

GGMGAATTTTCTTTCTGCATAGAAACTTTATAAAATAACGACATTGTTAATAATTCAGG 

CATAATATTACATTATACCTTTCTTGAATGCTGACGTTGCATACAAGGGTGATCTGTAAA 

CCTCCATCATTTCCTTGCTCTCACTTTTAGACCTATTTCCTGACATAANAACCTTGGTGG 

GTAGTTCTGGA I I I I I 1 1 I I I NCTTCTTCTTTTNTTATTTTTGAGACAGGGGTCTCACTG 

TGTCGCCCAGGCTGGCATGCANTGGNTGCTCAAGTGATCCTCCAGCCTGTGCCTTNCTGA 

GTNAGCTTGGGACAACAAAGCACAANGCCACCAGGTNCTGGCTAATTTTT 

Sequence 2907 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 

TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCA 

ACTTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACC 

CCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGG 

GCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAAGTTTATCAA 





WO 01/070979 



PCT/US01/09126 



TABLE 1A 

7/599 



CCAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCA 
TATTCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGA 
Sequence 2908 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTAGTATTTGTGGGTTTTGTATTTTACAT 

TTAMTCTTMTGTMGATTTAAATGTMATCTTAMCATCTTAAACACATATAGTTTM 

GGTGTGAGGGGAGATTTAACTAATCTG I III! 1 CCTTTTATTCCACTTATTAAACCCAAA 

TGT TTMT CAGTTGTCCCTAATATTGTTTAGTGAATMTAATTGCAMTAATATGGTTTT 

TATATTTTGCAAGGCAATTTTCCTTCATCCTTTATTC 

CTATTTCTACATTATCATCATCCATCATCCATTATTATT 

Sequence 2909 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATGGATTTGATACGTAGATATAGATTTAAGA 

CTAGAMTACTTATAGATATATTGGTATATAAATGGTATTCCAGTGCCCTTTTATAGGAT 

AAMTTCATTCTTATATTAGAAAAATCCATTCATACATMTTTTTGATTATTCAAGACAT 

AAATGTTGAACAACTAAGTGCTAGACAATATGGTAGGTGCAAAATTAACACTAGAAAATT 

CTTCCCCAGAGCACTGATTTATCATTACACAAGCACAAATCTTTAATTCTCTAATCACAT 

AAMTTATTTTCTTCTAATMCTTCATCTCAAATTCCCTTTGGTTTCTGTGAAAAGAATC 

TTATAATATGTCACTATACATACAAATTATGAAAAATTTATGCAAACATACATCCTTTTC 

AGGMGMCCACAAATCTTCCTGCTTGAGGATCATTAGAAGGCAAATTATTTAATC 

Sequence 2910 

GGTCGCGGCCGAGGTACTTAGAACACTGTTGATGGAGTATATCTGTTGTGAGCCTGGTTT 

CTGTGTATGTGTCCAATTCAGTGATAGGAGAAGAAAGCCTGTAATTACATTTGCATAAAG 

TGGTTGGCTGCTAAAGAGATGTAATTCCATTATTCCAAACTTTTMTTCATATTTTAAAA 

TATAAAMCTAGTATATATATCAAGGAATATTTTAGGAAATCTTGTAGTTACCTGTAAGT 

GTCTAACTGTGTATTCAATCAGTAACCAATATGGAAATTGCAGAG7TTCTTCATCAGAAG 

ATATGAGTTTAMTTTTATATTTGGCATGCACAGCMTATATTAAATGCTGTGCTTAACT 

AGAMGTATTGTGCAGTGTGATGGCCTTTTAACCTCACAATATACATTTTAI I I I IATTC 

CCTAGACTTGCACATGAAGTGCATATGTTCATATTTACCCGTTTGGAGATGGGTANGATA 

CMCCAGCATAGCTCCATCTNCATGGNCCATCTTTGATTTCATGCCNCCTTTCCTTT 

Sequence 2911 

ACC CNTAN CGCGGTCGCNGCCGAGGTACTATTTGGGGGATCAAGATNTGNAANATTTAAA 

CTGTTTTTGGTAAAAACTAGCACTGTTGGGAAGAATGCTGTGGAATACCACAAACTAGTT 

TNGCAMGGGGAAMGAATGTTTNANMGTGCTGATTGTATTTTAAACATCAGTAGTGAT 

AATACAAGGAAAGCTTTTA 

Sequence 2912 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTCTCAGTTTTTCTTATAGGAGAAATATGGT 

ATATGTTTATMGMTCTTTTATGAGATTATAGATTTCAATGCTGTGGATAGTGTCTTGC 

ACCCMACMGAMGTCCATMTGGMTGATCTTCCCTCAGCTTCCTATCGATTTAGTTA A 

CCTCTTGAMGCACAAAAATTAAMCATTGCCATATGTTGAATTTTTAAAAAGCACTTGG 

AGTGAGCGMCATTTCCTGATAMTGCCTTTTAGAGATAGGTTCTTGATATTCAGACATC 

TGCAGAMTGTTCTGGTTCCCAAAGTCATTTCACTTCGAAATAAAACACAGCTCCTTCAA 

ACAGCACTTTTTCCACATAAATCTAGTTGCCTCTCCCTGTGGACATTCAGAACTGATAGA 

ACAAACACTACTCTTTTGAATTTGATGGTTCGTGTCC7TTAAAGTGTTTGAGGACCTATG 

CAGAGCCTGTAACACTTGGGTAGTACCTGCCCGGGCCGGCCGCTCGAAAGGGGC 

Sequence 2913 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATTGGGTAGGCCCAGAAGAGGAAAGAGAGCA 

AAATAGAGTAGTCAGGAAAAGAGGGCCCAGTTTGGGCGCCTGTTAGCTCCTGTGTGGTGT 

GAAAGGCACTCAGATGTTCCTGCATCTCTGATGGAAAACACAGAACCTGGCTCAGCTGAG 

AGACAACAGCTCTGTCATGGGGAGGTTGAAGTGACCCCACAGCAAAGTGGAGAGGAAGTT 

GTTGAACAGAAGCTGTGGCAGAGACTCAAAGAGGCCTATAATGCTGGTGAGAACTATGGT 

GGCCTGAGTCATC 

Sequence 2914 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTCACCTGCCACATCCTAATCTCAGCTCCTCTCT 

CTCCCACCCTCATCCACCTTCCATAACATGCTTTAGTCCCACCCTACTGTCAGTTATTCC 

TGCAAAGAATACAACTTACAGCCGGGCGCGGTGGCTCACACCTGCAATCCCAGCACTTTG 

GGAGGCCGAGGTGGGTGGATCACGANGTCAGGAGATTGAAGACCATCCTGGCTAACACGG 

TGAAACCCCATCTCTACTNAAAATACAAAAAAAAAAAAATTAGCTGGGCATGGTGGCGGG 



Sequence 2915 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTTTGTTTATGGATCTGTTGAATCTGAGGAGAA 

GTGATTGCTTTGAGTTAGCTAGTTTTAAATTCATGACACTTTCCCAACATAATTAGGTAT 

TTGMCCTMGTGTGTGCTAGTGTATTGTATATTTTTCATTMTTACTTTATTGAAAGTT 

GCTTTGGGAATCAATTCACTTCAATATATTTTACTGTTCTCAGTGAAGAATGTGACTAAT 

MGTATTTGGACTrTCAAAMGTGATACAGTCmGTGATAGTTTTTTACCTTTACATTA 

ATGAGTTGGAAAATAAC 

Sequence 2916 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTCACACCAGCCTGGGTGACAGAGTGAG 

ACTCTGTCTCGGAAAAAAAAAAAAAAAAACGAAAACAAACAAAAAAATAAAATGTTCACT 

TTTGGGCTCTATGCCCAACAAGTGAGGTTGCTGGACTGTGACTACAAGGACACCTGAGCT 

GTMCTGTGTCCATGCATCTCATTTTCTCTTGAGAAGACTAAAGAACTGACCTTTAAAAT 

AAACACAGCTCCATGGTGGCCCCTITCAAAGTCATCACCTCAGGAGGCCACACACGTGCC 

TGAAGGATGCTGCCTTGGCTTGCAAACCTCTCAAGCTCCCCCAGAGTAGCCTTCANGGTC 

CCCTCCCCGCTACACAACAGCAGCCAGCTTTGCTAGCAGTCACTTCTATGCTTCTCTCCC 

ACTGACAGTTACTGNGAGTGAGCCTCTGCAAGTATTAACAGCGCCTAATTAATGCAGTGA 

CCXDAAGATACAAGCGGTGACAAACTCCTTACCCTTCAAGTANGGCCTNTGTGGCTGAAAA 

TTTTACAATGGGCTTGTGAAGGGGA 

Sequence 2917 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTACAGAAAGGCCACTGCAGCTGCATCATAG 

TTCTATAACTCTTCAAAGTCCCCAGGCACCCTAAGTAGATAGCTTGAAGCTTCACCTTTA 

CAAAGTCCAATCCATTGCATCAAAAGCCTACATTATCCCATTTCCTGTGGCCTAGAGATT 

ACAAATCACCTGAAGTAATACCAAAACCCAGTGAGTAAAGACGGAAGTAAATCTAGTGAG 

TTTCCAACCACCCACCGCCCCCGAGATCTTAAAGGAAGCAGTAACAAGCAACTAGAACTC 

ACATGAGAATTTATAGGCCAAGAGATT7TAATGTAAGCATTCTTATAATTAAATACCTCT 

TACAAAAAATGCCATTTAATCAGACAAGGGGAAAAAAGTANCATCAAAAGAGATGCTGAC 

AAGGGAGACAATGAAATCAAAT 

Sequence 2918 

CCCTTTCGAGCGGCCGCCCGGGCAGGfACTTTTAGTAGAGACGGGGTTTCACCGTGTTAG 

CCAGGATGGTCTCAGTCCCCTGACCTTGTGATCCACCCACCTAGGCCTCCCAAAGTGCTG 

GGATTACAGACGTGAGTCACCGCGCGCAGCCCGCTTTTGTGGTTTCAAAAGTTCTCACTT 

GCTAATGTCATGTTAGAGATACAAATTTAAAGTATGCTAAATCAGTGGAGAGAACAGATG 

TTTAATCTATAGACACTTATACATGCACTAAGAAAGTTGACTACTATACTGAAGTCCCTT 

ATAAGAAGGGAGTTGTTAAGGATAAGGAATGTGGATTGGGCTCTTTCAGAGACTCCATAC 

AGGTATATTTAATTAGCAAAGGAGTCAAAAAAACACCAGTTGTTATCAACAGCACTTTGC 

ACATGTTGGGATATGATTTGCCAACTGGTGAGACTATTTCAGGTATTAACATANAATATA 

TGTCAGCTTTTGGGGAGAAAAAAGTAGTCTAGGACAGTAAAATAGTCTTATTTGCTTAAA 

TGAACCCATAAACNTAGGCAGCATTTCTTCAAAGTGGTATTNCATGGATCACCAATCCTT 

ATAAAA 

Sequence 2919 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTATTTTAATCTTTAGGGGATCAAGATGTC 

AGATGCAAACAAAGCTGCCATTGCAGCAGAAAAGGAAGCTCTGAACTTGAAGTTACCCCC 

CATTGTCCATCTCCCAGAAAACATAGGCGTTGATACACCAACACAAAGTAAGCTGCTAAA 

ATACAGAANATCCAAGGAGCAGCAGCAGAAAATTAATCAGGTTAGTAATTGATGGAGCCC 

AAAAGAAATTTAGACAGAACACTGGGTAAAAAGAACACCTCTATTACCACCACCCTGATT 



TTGCC 
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ATNCCTCAANACTATGACCAGTGAAAATGAAAAAAAAAAG 
Sequence 2920 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGTTTGTGTTGTTAAGAGTTAAGGCCTTAAA 

CTTGGCTCAAAATAMTTTMCTGTGATTTCTCTAATTTTTAGTGCCTACTGTTTCACCA 

GACACCTAGAGTCAATAGTGTCCTAGAATCTACGGTGTCCAGGGCTTGAGCAAGATACTT 

TAGTGAATATAAACACTAACGAGACCTTGCCTTTTCTCAAGCCTACAGGATATCAGCCTA 

TTTGAA AAGTGACACTGGCTTTACACCCAGAAGCCCACAAAATAGAATGATGTAACTGAA 

I I I 1 1 IGGTAGCTCTCTGGGTAATTTATGTGGTGTTAGGACTCTTTGGGTTTGAAAGNAA 

AGAGACTCGTGATCCCATTCTGGCATTGACAGTAAACTTCATTGGA 

Sequence 2921 

CCC7TAGCGTGGTCGCGGCCGAGGTACAMTTATMTACACATACCAGACAMTTTTATT 

AMTMTAMGAAGGGAGAGAGAMGAGCMGACACTTTTTAAGCACCATGTGCCAGGCC 

AGTGCTTG MTCT CTTCCTACGTTACTTCTCCTTATTATTTMCCGTTATTTAAATGTTA 

CTACTCCCATTTTACAGATGGAGAAATTTAGCTTAAGGTAATGACAAGATTGAACTTCAA 

GTTTTCTGACTCCAMATATGCCCTCTTTCGACCACACCGTATTATCTCTAAATATGGAA 

AACATTTCAAAAGTAGCAAGCGTNTTCAGAACAAAAACNAAAACAATCTAAGGGGGCTTA 

CACATTATAAACATGGTTTCGGGGTCAT 

Sequence 2922 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGAGAAAATGCACAAAATCTGACTAAGGAGC 

CAT MGAC TCTGGGTGCAMTAATTGAAAAAAATATTTTAGAAGCATAATATCAATTCAT 

CTAGTTTTAAAGTTTTCACAMTTATMTAGGGMTTCTGCTTATTTCACAAAATAATTA 

TCTGACCTTMGAGGATTTTTCCTAACATCACATAAACCTGATGGCTTTACACAGTGATG 

ATGAGCTATTATTTCATTTTCATCCTGATAAACTACATAAGMTTGCAATTTTTATATGC 

MTTATTCATMTGTATGTTTGGATTTCCCTGT1TAMTTCTATTAGAGTCCTACTTTAT 

GAAAAATCTATCATTTAATATTCTATTTAATACTGAGATGAACATACATAAAAGCAAACA 

GATGAAGAAGATGAGTAATATCTCAGGATCTGTAGCCATCAGACTATGAGCAAATCATAA 

TATATTATTATAAGTCCCTTCTGTTACAGTCAGATATTTCAGAAAAATAACAATAATGTA 

TTAAAMCGGAACTTCTCTGGTCTTTAAATAGCACAAGTAATTCAACTGATAAATCTAGA 

TMTCTTATAGCTCTCTATACCTATNGGTTGGGTTTGCCTTTTCTA 

Sequence 2923 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAMTTGCAAGGGCAAACTTTGTGTCTTAC 

CACTATGATGGGAGAAGAGTTAAATAAACAACATAACAACAAACTAACTTATATACTCTG 

G TGMC ACCTCGATTTCATGATNAMGGGMTATACATTTATTTTCAAGMCTGAisnTAC 

ACTTTTACAAAGTTGACCATATATTAGTTAATAAAGCAAATCTGANAACATATTAAAACA 

ATTATCATATAAACTACATTCTTTGATCAGAATGAAATTAAATTAGAACTCAGTATAAAT 

AAAGAACACCAAATAATGTGCAAGTCTGGAAACATCCTTCAAAGTAACCTATAGGTCCAC 

CNNNNNGGANANAAACCAAANNCAANTNATGTTCCTGCCCGGGCGGC 

Sequence 2924 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCATAGGAAGGAAGCTGTCCAAGCCCTCCATTG 

CTCTTTGAGCTCATCATGTGATTATAGGGAAGGGGAAAGGGAATGATTTCCTCAGAAAAA 

TATACTGATCACCATATATTCTTTCGGGATGCTAAACAAGTATCCAGAAAAACATTTACA 

TGTAATACATCTACAAATCCTCTTTTCCAGTAATGCTTATGTCCTGTCATCTGAGATATA 

AMTTCTTTCTGGGTTACTMTTTCTTAAmGGCCMTTTATTTM 

GTTTTAAATTAATTGACT 

Sequence 2925 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTTCCACTCTTAMMTTTACTAAGGTTTGC 
TTTGTGGCTTMGATATGGTTAATTTTTATGMTG^ 

CATTGTTAAATATCTAATGTCAATTAGCTGAGAAAGAGAAATGAGGCAAACAAATTAGAA 
AGGAGAAGGTAACATTATTACTATCAGATGTTATAAAAGAACCAACAGGACAATCTATAT 
AAACATCCCCGCGTACCTGCCCGGGCGGCCGAAGGG 
Sequence 2926 
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. CCCTTNTTGTGGTCGCGGCCGAGGTACAGTCCACAAAATGGTTTGCTTCTGAAAAAGCNG 
TAGTAGTCTTACATCCAAGATTATTCCTAAAATAAAGTTTCGACCCACATATATAATGAA 
ATTGAAACTGCCTACATTGGCAAAGCCAGAAAGAGAGTAAAAAAGATGGGGTAGGCCAGT 
TGCGGTGGCTCATGCCTGTAATCCCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 2927 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTMTGTTTCTTATACTTGTTTCTTCAGAA 

TTTMTTAGTTTTAAAGGMTTTTTCTCATTAT 

TGTTTTGTTTTGTTTTTTTGATGTMGTTCTCGCTCTGTC^ 

TGAGCCGAGATCACACTACTGCACTCCAGCCTGGTGAC 

Sequence 2928 

CCCTTAGCTTAGCGTGGGCCGGGGCCGNAGTACATTTACAGAAAGGCCACTGCAGCTGCA 

TCATAGTTCTATAACTCTTCAAAGTCCCCAGGCACCCTAAGTAGATAGCTTGAAGCTTCA 

CCTTTACAAAGTCCAATCCATTGCATCAAAAGCCTACATTATCCCATTTCCTGTGGCCTA 

GAGATTACAAATCACCTGAAGTAATACCAAAACCCAGTGAGTAAAGACGGAAGTAAATCT 

AGTGAGTTTTCAACCACCCACCGNCCCCGAGATCTTAAAGGAAGCAGTAACAAGCCACCT 

AGAACTNCCATGANGAATTTT^JTAGGCCNAGAGATTTTTMTGGTMGCATTNTTATAAT 

TAAATACCTTTTACAAA 

Sequence 2929 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAGCCAGTTTTGAGATATACCTGGTTTGCTTT 
AATGTTATTAMTTGCTTTGGTGAGTTTTGCAMTGGACAATTGAACTTTGTTCTGCCM 
ATTCTT TTTTA TTGCATTTAAACTTCAGGG I WW I ATTTCCGGCTTATTATGAATGG AT 
TAGTCATTTTGTGAATAACTCTTCATTGAGTTTAGGGAGAAATAGGACGTTAGATCCGAA 
GATGCTATTTGTTTMTCACCAGMTGGACAAAATTATACTTCATTTACTATCAGGGAGG 
CA TGGGGAGMTAGAGG CCTAGGGGTGCCGTCTTGTGGCTCTTACTGTTTTTGTGTATCT 
GGTTTTTTTTTTTTTTTI IGAGAGGGCTTCCATTATGTTGCCCGTGCTGGACCCCAACTC 
CTG 

Sequence 2930 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAAGTCTGCATGGCAAAAAAGGTGTCC 

ACMGTGTGMTGGCTCATTTTTAATGACTAGCCAACAGCCACTTGTAAAAGATGTAATT 

GMATTGTTCAGAGATTAGGTTGCGTCTGCTTTGNCCTCCTTCTCAAAAGTTTTCATGGA 

TCCMGCTATTCTTMGCATTGTTTAATCTAGGAAATAGCCTTTATGGACTAATNATAAG 

AMGAA AAAG GCANATTTTTAAMGATATTCCAAATTCAAAAGAAAATAAGTTTGGGCAG 

CCTGACTTTTGATTATCTGTAAAAMTCANGGCCMTAGTTTTGAACGGGAAGAGTAAAT 

ATGMN GGTTTTCT AMCCAGTTTTTTCTTGGMGAAGAAGGGGTTGGNAGGTTAAGAAA 

GTT^rlTCTTTTTTTNATCNAGCCATGTGCCCTACCAAAAAACATAAAATGGTGGT^TCCT 

GTGAACCCTCAAAAAAGTAAAATCAGTGAGTGNGATGNAGGGAATTNGGG 

Sequence 2931 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAAACTCTGATTCCCAGAGGGAGGGTAACA 

TAGAGCAAAGCCCCCTACTTACCCACAAAGAATATTCGGTGTGTGGCAAAAAGGGGAAAC 

TTGTTATTTTAAGTCACTAATTNAAAAACCTAGCTCAATCTAATATACTAGCTCAATCTA 

ATAC ACTMTTTTGT TTTTAMTTAGTGTAMCTMTTTAAACCTAGCTCAGTCTAATAC 

ACTMTTTTGTTTTTAAATGATAATACAGTAATGAATACCTAGAAGACAAAGGTTAAGGG 

AAAGGAAAAGAGAAAGAGGTGCTGAGAAAAAAAACAAGGGGAGTTTGAACTGAMGTTAA 

AGAGCTCATTAAMTTTTGACAGATCATCCATCTTTTCATCTGAACTCCGTATCTATAAA 

TCCTGAT 

Sequence 2932 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCCCATCAGTGACATTAACATTACATATTAA 

TTCAACAGGACATCTCCTATATGCCAGGTAGTGTTCTAAGTGCTGAGTGAGTTATAACTG 

TAACAAAACATGCCTGCCACTTAAGAAACTTACAGGGTAATGAGTTAAAAATGAACACAT 

AAATAAGGTAACCTGNTGATAATGGGGAAATGCTNGGAGGAAAATAAATTGGGGAGGCNG 

GGCGGGGGGGT 
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Sequence 2933 

CCCTTTGGCCGCCCGGGCAGGTACTGAAACATCAAAACACCAGAATGAACATCAGGAGGG 

AAACATGAAAGTAGCCACTCCAAGTAAGGCTCCAGAACATACTCAAATGAAGGAACCAGG 

GCTTTACTGCGTGACCTAGATCAACAACAGAGCTGTTCTCCTTCTTTCAGCTAATCAGGA 

GCATTTAGTTGGGATTGGGAMGAGGCAAAATATACATAGAGGTAGAAAATGAAGATTTA 

TATGGATMCTTCACAGCTGTTTTCCTGTGAACCACATTTCTAGCAATAAACTAATCCAA 

TTGGGAGGGAAAACAATATGTGAAGAA 

Sequence 2934 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACTTGTGTTGTTTGAATGGTATTTTGAAAGCAA 

TTGCATAGTTACTATTGATTCCTCAAAATGCATAATGGGGATGCTTCTGACCCGACTTGC 

CTTTTAGCMGTTGAAGGTAGGTATGCACCGACAGGGCTCTGACTTCACCAGAACTAATA 

AGTTAGATTGCAATAGTAGGAGACAGATATAAATAATGAAGGAAGCTAGAGTTATGACGG 

CTTTCTGGAAAAATGTTGGGAATTGGAMGAAAATGTGGAAAGAGAGTTGAGTGGAAGAA 

AGACTAATAGAGTAGGAGTATTAGTTTTATGAGAATGTGAGTAAATCTAATATTGGATAA 

ATGMTCTMGGCTACTMTACTACATTTTTGCAACTTACATTTTTGAGTATTTGGGTAG 

TAAM TCACTCCGATAAAMCTTTTAGAGTGGTTCACCTNTCMGTCACATAATTTTGTG 

TTTTATCNACATATACTTGGTTTTTTTAGTCCAAAATANTGGTTNGGAN 

CNCCT NACTTTGGAMN ACANTAAMCTAGCCATTTAAAMTTMTTCCMTTMTTTGC 

ATGTTAI 1 1 1 1 I I I I I I I AAAG CATTNTCCTN G G G G G ATNT ATN G NCTTTGC AAAATTT 

Sequence 2935 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCAAGCAGGTGTTCCATGAGCTGAGCCA 

GCAGACCCATGGCATCACCCGGCTGGGCCCCTACTCTCTGGACAAAGACAGCCTCTACCT 

TMCGGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGTCTGGTGGAGCMGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAAC 

Sequence 2936 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCAGGCTATTAGTATTATCTAATGAGT 

GGCTTAAAGATACCAGAAACACTGACTGAGGTCTCCACCTGCTTCTGGCTGAATGAATGG 

GAGC TTCTA GCCATTGMTAAGAGGCAGTAGCCAATGTTTCTTATTCTGAATGGTCCAGG 

TTGACTTTTATAAGAGAMCACTCANCCTTTTAATTGCTGAANGTCTGGCCCATAGACTA 

AGATTGCACATTCTTAGTCTAGGTTCACTTGAACTAGACTGCACCCACTGACGATATATT 

CAGTTCAGGTGTTAACTCACTTGGATAAGCATNTGGCCTGTCCT 

Sequence 2937 

CCCTTAGCGTGGTCGCNGCCGAGGTACTAAANACTAACATTTATTGAGCACTNACTAGAT 

NCCATAAACTGANATTGNCNTTGATCTNTGATTMTTMTCTCACMTCCTTGCTTTTCT 

GMGTATlsrfNATTCAATCCTTTGAATGTCCCTAATGCACAGATAAGGAAATAGGCTGCTC 

TNCANATAAGGAATACANATCCTTGTGGATTCAACCCAGATCTGACTTGAGGCTAAACTC 

CTAACCA 

Sequence 2938 

CCCTTTGCCGCCCGGGCAGGTACGTTTGTTTATCAAGCTAGAAAATTCAGATAATAAAGT 

CAGCATCTGGATGAGGTAACACA I I I I 1 I CTGCCATTCCTAACTTCCTCTCCTGGTATTC 

MGTCATAGATACCGGCCTTTATCCCCAMGAGTCMTTCTATTGTTCTTTCTTTCATAT 

AGATGAGAGTCAGAGAAACAMGTMGGTTTGGGAGAAATGGACATGGTATAGTTTTAGC 

TAMCATTCTAATATACAAAAAAAAATTTMGTTGTTTTGAAACAAATAACACCCAAAGT 

CTACACATTTATAGTMTAMTMTTATCCAGCTAATTCAGATAAAAATTTGTTTCTAAC 

TGGGMGGCCAGMGTCTGTATTTCTACAGACAATTTAAAATCGAGCCTGGAAGCAAATA 

TCCAGATMTTTGGATCCCCTTCCTCCAGTTTACCCAAANGAACAAGTTGTTTCAAGGTA 

GGGCACAGTTATACCATGTTTGGATCCACATGGATGAAAATTTACTACT 

Sequence 2939 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGGACCAGATGATTGATGGGTTCTACC 
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ACGAGCATCTAATAGCGACTGCTGCAGAACTGGTGTGGAAAAGGTTTCTATTTTATAAAA 

GAAAGTATCCAGAAGGCTAAAGGCAGTTGTGGAATTTATTTCTTCCCAGTGCTCTGATTG 

TCAAAATTTGAATAAAGCTCAGTGAAAGGAGGACAGTAATTAATGACTTGATAGCCAAAC 

ATCGTAATGATGATTTAGTGATATACTAGACTGGATGAAAGAGAGGTCACTGTCTTTTCA 

CTATGGATTCATCATAAACAGTATCATT 

Sequence 2940 

CCGTTAGCGTGGTCGCGGCCGAGGTA(XAACTCATTATAAGCAGATCACAGTCATATAGT 

GAGAGAGAAGGAAAAGAAAAACCTATGTAGATCTAGAGGAATTACCTAAGAATTCCTAAT 

TACATA GGATTMGCT CTGGGCTMCATCAMTTTTAAGTAATTACTAAAATAATTTCTT 

TTCTTTCI 1 1 1 1 1 1 1 1 IGAGACAGAGTCTCATTTTGTCACCAAGGCTAGAGTGTAGTGGC 

TTGATCTCAGCTCACTGCAACCTCCACCTCCCGGGTNCAGGTGATTCTCCTGTCTCCAAG 

TAGCTGGGATTACAGGCATGCACCACCACCTCCAGCTCCTTTTTTTATTTTTAGGT 

Sequence 2941 

CCCTTTAGCGGCCGCCCGGGCAGGTACAGTTCTGCTCAGAATGCCCTATCTCCTNANTAA 

ANNNNAA NGNN GGAGANANGNCCTATTTTGGGAGAACTAATTTTGCAATTCCTGCCAATT 

TTTATGCATTTTGCCCTTGTTTCCATAATTCAGCACCTCCATCATCTCTTCATCACCTCC 

ATCMGATACTTT CACTTC CTTTTAAAAGCAAAGATCTCTATTTAATGTAATGCTTCTCA 

GTTTATTATTTACATTTTTATTTTTTCACCATGCTATCATTTTTACTGGGATTGTCACTG 

CTTTGGTTAATGCTCTGGTTACAAAGTGGCATTGCTGTGGGGCAGTCAGCTGTAACCC 

Sequence 2942 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGATACATTCTAGCCTTCTACAAAGTGCA 

CTTAGACCANGATATTCTTTCA TGAT GGCAGACAAATGAGGAGTTTCTTTTCATTATCTA 

ATGAAAAMGAGTTGGTCTATATTTTCTCAGTGTATTCCTATAGGGAAGAGAGTCTTATT 

GTTGATAACCTTTCAGACAAGTAAGATGCTTCTGCATCCTATGAGGTATTCCCAAAGCCC 

CTCTTTMT CTCC ACCATTGTGCATMTTTTGTGATAATGAAGCAGTTATTTTCTTCTCT 

TGATAGACATTTTATGAAGGCAGAGACTATGCCACTCTTGCTTACAGTTGTAGCTCCAGC 

ATCTAACATGGTGGCTTAACACATAGAAGATGCTCAGTAATTACTTGTTAAATGAATGGG 

ATGGGTGGGTGGATATGCCCTAATATGATGCAGCTTGATTATGCTNGAANTCTGGCTGGA 

TTAAGACATCATTCCAAGAAGTAAATACCAGTANTCTTTAAACTGTTGCCCTGTATCTTA 

CACACCTGAAAGAGACATCTTTCCAAGGGTGATNAAAAAAAAAGGTCATACCCTTTGAAA 

AA 

Sequence 2943 

CCCTTAGCGGCCGCCCGGGCAGGTACTTAGATTTGCTTAGATACCTGTAAAAGTGGGATT 

GGTA TGGGATAAMCGTTCTTGTGCTGCTTGCAAAAGTCTTTGGAATATTCTTTGGGATA 

TTTTGGTGCTTAGGAAGTGCTTTTCAGGTTATATTAATATATGCTTAGTCTTCATGCTTT 

CMGTCCTGTGGGACGTTMTGTTAGTCTTTTMGTTGAGTCCTTTTTGGTTATATTAAG 

AGGTAGTTCTTGATGTTTCAAAGGCCATCCAGAAATAGGAATGCCTGAACAGGAATTTCC 

AATTAAGTCGGTCAGAATCCTGAA 

Sequence 2944 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGACACAAACTAACCTCTAATGTCAATATA 
CTGTGAAAAACACTGTGATACAGATATGTGGAGGGTAGTATGAGGACACAAAAAAGAGTG 
ACAGCTAACCCAACCAAGGTGGTCTGGAGAGGCTTCCTGGGAGACTGATTTAGACTTAAG 
TGTTATGGACTAAGTAAGAGCTACCTGAGTGAAGAAGGAGGGAAAGGAGACTCCATACAG 
MGAGCTGAGGAATGAGGAGTGTCCTAGGGTAGTCATGGTTTC CI I 1 1 1 I I I 1 1 1 I ATGA 
Sequence 2945 

CCC7TNCGAGCGGCCGCCCGGGCAGGTACCAGTGATTACCTGCCCCTCCTACCCTGGGCC 

TGCCCCATCCCCCACTTAAGAACTACAAACTAAACTACTGATGAAAACATTTATATATGT 

TGATACTGAAAGANTCCCTGTAGAGGAATAGCAACTGGATANGTAAGCNACTGCAGAAAA 

AMGGTGGGNAAMmGNTTAGGGCATATCCTTTANNTTTAMCTTGMCTTTCTTCCN 

ACNACCNAAATTATAGNACCCCAAGGNACCTTTGGCTTAACCTGCACNCTTAATGGTTNT 

NCAAAATTAAAAAAGNGGAAAACCMGGTTNGGCATTMTTGGTTTTTACNAAAAAATTT 
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TTAAAAAAATTTGGGGGNATATGNAACCAACNANAATTGGTNANCTTAANATAACNNACC 

NMATTNGNTTGGGNGGAAMTTCNCC^NGAAMTTTTGGGGTMTACCCCTTTGGGGG 

AAACCCANNGAAAAAAAAAAGGGGGAACCAACNTTTCNAACCAAAAAAAAAGNTTTGGGG 

GAAAAAANAACCTTTTGGGGNTTAAAAAAAATT 

Sequence 2946 

CCCTTTGAG CGGCC GCCC GGGCAGG TACTATCTTTTATTTAGATATGCTGAGATAATTAC 

AGATGAAATG I I I I IGGGGI MINI I CTACATAATCTGTTGTAATAACTGGTGGGAGAA 

AGTGGGTG TATAA ACACATTGCTGCAATTAAGTGATGGAGACATGAGTGTTCATTGCACT 

ACMTTACATTTTATTGAAAATTTCCTCACTCAMTTTATGGAATAGGTATCTGTTAGAA 

ACTATTGATCATTCTCTCTAMTTTGAAAAAAGAAGCTGTATTTGACTCTTATGTCCCAA 

TAAMCTTAAAAAATGCTGCCCGAGAATTGTTTGGTGTGAAAAAAAAGGAAACTACAAAG 

TCTTTT 

Sequence 2947 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTACCCAAACCTAAATTTAGAAACAGGATTA 

GAAAAATATCATTCCTATTCTTCTTGGCTATAAATTTACCCATCAAAGTTAAATTTAATT 

ATAC ATTCTTA ATAGTCTTGGATAGACAGGGCTTCACAGATAAATTGTAATTTAAGCAAG 

MTTATTTTTTCCTGTTTAACCCTAAACACAATAATGTGGTCTTTACTAGCTCATCTCAA 

TTGMTATCATGCCTTAGTATTTGGGCTTTATATMTTTAGTGTGTATATTAATTTCTGC 

TCCTGAGCTCTTATAAATGAAACTGCTGGGAGCTGTGCACAAGGCTTAAACTAAAGAAAC 

CTCTTAAAGACAGTGTGGATATCACTGAMGTATTTTGGGGGAAMCTAAATTTTAATGT 

AAMGAGMCAACTTTTAGAAAGAAGAGAACCATAAAAATAAAATGCAGCACTCCTTTGA 

CTTTGNCTAATTCCTTGNGTCTTTCTGGGTGGMTTCTGTAGTCMTGNGGTTTAAAAAT 

ACATCAGCACCCTTTGCTTCTNCCTATMTGGAAAMTTTAAATTTAAAACAAAA 

Sequence 2948 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTTTTTGGCCACAGGMTCTTAAGTGACTT 

AATTAACAGGTGAGTGGCATTGCTCCTGAACAGAGCTACCTAGTTATAATCTGTGTTACC 

TTTGCTTTAAMTGTTCTCTTTACTCCATTTCCTTAGTTGATATGCTTGAGGCATCT^ 

TGMTCCATCATTTATTCACCCACTCATTCATTTCACATGTATTTGCAGTTGCAAAGCAG 

GCAGTAGGAATAAAATTAGGATCAAAATAAGGTAGTAAGTAACGAAATTTGCTGAGTATG 

TTCTGAGAGAATAGCTGAATATACATTTCTAAATGGACGACAAATCCATTTGGAAGTCTT 

TCTCCTCCTGTTATTTTGGTAA 

Sequence 2949 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTAAATGGAAATTATCCCGCAAATTACGGCAT 

CTCCAAATGTAGCGTGGAAACTAATATTGACATGTCAACACAGGATTAATACATAGTAAT 

CAAAGAGTGCTTAAAAATTCATTAAAAATGAAGTCCCACCTCTAAAAGTGAAATGTGCAA 

ATTAMGTAGCAGTTAGATMTGTTTTGTCATTTAGGTAAAAATTACAAAAGAATCGGCC 

GGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTCTGGGAGGCCGAGGCCGGCAGATCAC 

CTGANGTCANGAGTTCAAGACCAGCCTGGCCATGGTGAAACCCCGTCTCTACTAAATATA 

CCANGAAATTAGTTGGGGCCGTGGTG 

Sequence 2950 

CCCTTAGCGTGGTCGCGGCCGANGTACANCAAGATAAGTGACCTACTGAGGGACAGAGTT 

CAAAATAAAATAGGTTTCAGTCACTCAATGAAGTGCTTTGCTGGGAGATCTCGCCTGGTC 

CTGTGGTCCTTTAGTGAAATATGGGGAAACCAGCAGGGGACGTAGGTCAGATAGTTTATA 

ATGGTGAGTTATAGGTTGTATATTATMGGAGCATTTCTCAGCACTGMGAMTTTCACT 

AGATTCCAGCTCACCTTTCCAMCTATTAMAGCAAMCGGGACTGTTITTCAAAAATTG 

GMAGTAMCCTGGCTTCTTGTTAGAMTTTGGAAMTATTGAGMGTTTTAGACCCAGT 

CCCTTTAACCTTAAGGAGCTCACATGCAATAAGATGGAAGGGCAGGGGAGATCANGACAG 

AAMCTACCGATATGGCCGTGAGMCATGGMGCTTATATCAAGTGMTTCTTCTTTGAA 

TTTACCTTTTTATAMTCTTTTAAAAACAAATTTGAC^ 

TCGGAAATGCTAATTAGCACCTTTAAAGTTAGATGAAACATATCAGTGGAATCAAAGCCT 
ACGCCTCAAATGGATGTATTTTAATGGTTT 
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Sequence 2951 

CCCTTAGCGTGGTCGCGGCCGAGGTNCMACATTMGTGTGTMTTCMTGAGTTTTGAC 
MA TAATGCA GTTTTGTAAAMCTTTGGTGAAATTGGAAAATAACCGCACCCCAGTCACC 
TTGi M I 1 1 IGGCTACTACTMATTGACTCTGATCACATGGMGTGTMTAATTTTCTTT 
AGTGTGMTGCCCTGAGCCATGAGGTAACCCTGTTCTGMGTGGTTTCCTTGCTTGTAAA 
TA MTAA TGTTGACATGTAAAGCAGGACCACCAAACTGTMGTCTTGTAGTMTTTTAAT 
GTATTTTCCA CTCTG GACAAAAAGATGTGTCTTTATTCCTGATAMTATTMTAGTTCTA 
GMGAGGACATTTTCCAAATTAAAGAATTAGGTATTThTrrCATMTTCCCGGGTAGTA 
Sequence 2952 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTATTAAGCTCTAGGTTCATCAGATGACC 

AGGAAAACATAGACTATCANGACACANACAAAGCAGAACTGCAGAATTATAGAAAATTCA 

AGGTCTCATGGAGGAAAAGCAGTATCTACAATAAGAAAGAGACCCCAAACAGCACTCTAG 

ATTTCTT TMGA GGGATTATATTTCCTCCTTCCTCCCATTCTCCCTTCATTTCTTCCTAC 

CTCCCTCTTTTCATCCTCTTCTC^ 

CTTAGTTACTACTATG 

Sequence 2953 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCCGTGTCTMGGAGCTGGTTGGAGAGTTTT 

TGCMTTTGTTCMCTTGATAAAGAGGCCTCTGATCCTTTCAGCCTAAATGAATTACGAG 

ATGMTTATCMGGAMCAGAAAGMGAATTATGGCAAAGGCTGAAGAATTTATTGACAG 

ATGTGTTGTTAGAAAGCCCAGTGGATGGGTGGCAGGTAGTGGAAGCCCAGGGTGAAGACA 

ATATGGAAACCGAACATGGCTCAAAAATGAGAAAAAGCATAGAAATAATTTATGCAATTA 

CATCTGTGATTCTTGCTTCTGTGTCTGTAATAAATGAAAGTGAGAACTACGAAGCCCTAC 

TGGAATGTGTTATTATATTAAATGGTATTTTATATGCA 

Sequence 2954 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 
GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 
AGATTATATTAATGCTNATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACNGA 
ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAAAGGG 
Sequence 2955 

CCCTTGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACACTGCATAAAGCCAGAGTTAAAA 

CTTCACTGCCAGCCTCTGAACAGAAGGCTGTTCTATCCACACTATCACAAGACCTGGTGG 

AGTTGAGGCAACTGCTGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGC 

AAGATAGGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAATTGAT 

AAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTAAGCAATCTGAAATGG 

ACTTTAAATMTGATGTTTACAATTCTCTAAGAGGAAAAGGAGCATTAGCATCAGTGAAA 

CAAMGTAGGGCTATAGAAAAAACMTACTTATGAAMAMCCMTTGGAAATTTTTAGA 

TGGAAAAGCGCGAAGTAAAAAATTCAACCCCATGGTCTAAAAGAATAAAACTGCACCCAG 

CTGGMNGGGAAMTTANTTMTTTTTACGAAGAAACCAATTAAATC7TACCAGAATGTA 

MGGAG ATMA GATNTTTTAMTAMTCNGGAGTTTAGGAGATNTAAACTTTTTTCCATA 

TGGAGTNTITTTAAATATCCATATGGTTATTATGTATTCCATATATATCCCNAAAGGGGAA 

AGGG 

Sequence 2956 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAACTATTCTCTTTCCTATTGCATTTTCCCTTG 

AGAACATGAACTGACAAGGAACAAGGTGAAGGAGTTTGACTGGAC7TTAGGGATAATATA 

ACTCCCTTAAMGMGTGTTAAAATGAAGGAGAGATTTTACAAATGGCAAGTAGCATAAA 

AAATGGGMTTGTAMGAATTAGTATAGATGATTTTTGACTGGGGAAACTTAAACACTAA 

TTACTTTCAGAMGMTTTGAGATGATTTTCTTTAGTAGGGGTGATAGTGGTAAGGCCCT 

TCTATGMGT ATGTG ATGGATTGGACTACTTCTGAGAGCCCTTTCTTCTCTTAAAATCTT 

ACGGTAAMGTTTTTGMGMTCATA7TTCMGMC 

TCTTCAGATAATAAGAAACCAGATACCTA 

Sequence 2957 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATGGCT 

TMGMGT CTGT CTTTTAACTGACTACATTATTTATATGAMTAGMTTCTAGTATATTT 

TGACTCAGTTTTCCCMCTTATTTC^ 

CATCMCCCCCTTCTTTTGGGTTGGTTGTGTTTTACGCACCTCCTCCTCTTTTCCTCACT 
CCACTGGTTTGCMGTTATACATTTGATTTCTTTTCTTTCAGTGCCATGCTCTGATAAAA 
TAAAGGACATTTATTACAGAAAA 
Sequence 2958 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAAGTCACGATTATACAGTTTAATGAGTAAAC 

ACTGATCACACCCATATAAACCACTGCCAGGCCAATAAGTAAAATCTTACAAGCAACCCC 

AAMAMCTCTAGGCCTCTACC7TTAGMTGCGTTTGCAGTATTTAGGACTATTGTAGTT 

CC AAMTTA CTAAAAGTAATGAATCATTMTGTATGTGTATTACATGTTAGAMTTTTAT 

TTATTTTTTGAMGCATGCATGTTTATCATTCTTMTATAC^ 

TATAMCCTTAMCTGTAGTGACTNTTAGGAGAGTGAAATTCATGAATATAAAGGTAGTC 
CATAAMCCGTGATTTGTAGATTTTAAATCTGAAAAACATTCTCATATGCACCATAAATT 
TTGTCACTGTTCTATTTGATTTGCNTATCTCTACAGGTGMTGMTTTGTTTNNTTTGM 
GAGGATGGGGGMGCNTTTNCCATTTTAAACAGGGATAAAAACTGAGGGAAANTGA 
Sequence 2959 

CCCTTAGCGTGGTCGCGGCCGAGGTACMATTTATTAAGCTCTAGGTTCATCAGATGACC 

AGGAAAACATAGACTATCAGGACACAGACAAAGCAGAACTGCAGAATTATAGAAAATTCA 

AGGTCTCATGGAGGAAAAGCAGTATCTACAATAAGAAAGAGACCCCAAACAGCACTCTAG 

ATTTCTTTMGAGGGATTATATTTCCTCCTTCCTCCCATTCTCCCTTCATTTCTTCCTAC 

CTCCCTCTTTTCATCCTCTTCTCCTTTTATCTTTTCATCATTCCm 

CTTAGTTACTACTATGTT 

Sequence 2960 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATTGCTTGAGTCTGAAGAACCTGCTANGGA 

GCATATACATCTTCAATTAACCTACAACTGGTCTTCAGTAAAACCTCTGTCCCTGNCACA 

CTGAATNTGGTGTAAGTCATTTTTAAAACTTCTGGCCAAAACCCAACCATAATATGCTTT 

CTTGTAAGCCANCTTCATATACCTAAAGAAAACATGTGAAAGGCCGGGCACCGATGGCTC 

ACTCCTGTAATCCCAGCACTTTGGGAAGACGAGGGGG 

Sequence 2961 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACTGATGTCGTCATGGTGGCAAGTCAGTGTT 

GGCCCTGTCCTAACCACAGGGAAGGGGTTCTCTACAGAAAAGTAGAGTTTAGATCTGAGA 

AGGTAGTTGAGMTGAGTGCCGTATAGTGMTMTAGTAGATTTTTACCCCATTTTACCC 

CTTTGTCTTTGGTTGTATATATATTCACATACCATTCTAATTATACATATAGTTTCAAAA 

ATGCCTCTGCTTCTCCAAACACMCTATACTTTATATATATTTTCAAAAACAGTTCTACC 

TCCTTCTTCCAAAGATAAATATCTGTGTTTTGTGTCCTCCATGGCCACCCCTAAGAGAGG 

TGCAAGGAGGATTTCATTCCTGGGAATTACCTACTTTAATAGCCT 

Sequence 2962 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I J I I I I I I I i I I I 1 1 I I M I GGAGATGGA 

GTCTCCCTCTATCGCCCAGGCTGGAGTGCAGTAGCACAGTCTCGGCTGCCAGGCCTCCCC 

AATCTCTTCTTCTCACAGGGCAGGGCTGAACAGTATCTCCTCCTGGCTGCATCCGAGCCC 

ANAAGTCAAAACCTAAGGGGTCCCTGCTTGGCTGGGACAGAGGCCGCANACCTAGGTCCA 

GCTNTGACTCGACAGNGGCACATCCCTGTGAAGTAGGGCTTGGGGGCTTCCCATGAACAG 

CTTTCANA GTGA GTGCAGTAGAGTGGGGCTGGAGGACAGTTTTGACAGATCTTGAGCAGG 

TGCTTGMTTTTAACCCAACATCCACCCTTACCCATGACCCAGGTGACATTTCAGAGGAG 

GGTTCACCTGCCCTGCAAAGTAAGAGCTGCAAMTCA 

Sequence 2963 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAATGAGGAAGAGAGTTTTGTAAAAGCAAGCAG 
GCTGGCTGTCATTAAAAGTTATCTTAAATAACTTGTCGCAGCCCACTCCCACCAGTCCTG 
AAAATAGTTCATTCAAGTGGTAAAACAAGACAAGGCAGAGGACGATGTCTCTAACTTCCC 
TGATGTGAGATCTAAAGCCCCATTCCTMCTCTTGGTrTTAGAATTGAGGAAAGTGGAAT 
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AMTGCATTTGGAAAGGATCTGTTNTCTTCCCAGGTTTCCTGCCTGGGTTGAAAATAAAG 

GGTTCAGGGGATGGAAACAACTTTGAGGAACATAAAGAGGTATTGGGGGTTCATCAATTC 

ATCTTTG7TTCAAGATGGGTCCCCCCCACCCTCCNCAATGCAAGTTAATTAGGGAGATAA 

TTTTAGCCTACCTTTGGGAATTNATNTIvn"AMNATAMGTTATCTTTTTTTAANGCTTTG 

TCAC TTTM TTGNCCNCCCCTGNATTTGATMNGAAMGTAGTTTTTTTCTTATTTGACC 

NCTNTTn"NGANTGNCTATTNGGMNNCNTTTTATTTTGGGNACTTTTTTGGGGGGTGGG 

AAAGGAAAGTTAAATT 

Sequence 2964 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAGCTGAGTGATTTGTTGAGGTCCCAGTG 

GAGTGTCAGACCTAAACTTCCAGTTTCCCAATTACTTAAATAAGGTTCTTCTCATCAGAC 

CCTCTTTCCTCATCTCTCTACTAAAAAACTACAGTGAATAACTTCCACTGTCATCAAATA 

GAMCTTTCTGTGCTGGTTTCCCCTACCCCACCTTTCTGTGCTTGATAACAGAAGCTGTT 

GGGAGCCCCACCTTCAGTCTTATTTGTCCTTCCTTGCNGG I 1 1 1 I CTTTG 

Sequence 2965 

CCCTTGGCCGCCCGGGCAGGTACAATAATGGGATTGTGGTTATAAGGGAGAATGCCTCTA 

TTCTTCAGAGAGGCACACAGATTTACTTGCTTTTAAATGGTCTAGCAAAAATAAAAACAA 

ATCCAC TCATA AAACTAATATGACAAAGTAGATGGTTCTATAGGTGTTCAATGCATCATC 

CTTTCMTTTTCTAMTATTTGAAATTTTCTTAATAAAAAGATAGGGAAACAAAGGTGGC 

TTGGAGGAAACAAAAACAAAAACAAAACAAGAAGATCCAGTCTAATGGAAAGATGCAATG 

GACTCAGGGATCCTGCAGCCAAAG 

Sequence 2966 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTGTTCCAGACTGTATGATTGAAATAGCTGT 

TATTTTCCCAGTTTCTGTAGATCACATATAGGAAGTTCTGCATAATCATAGTGATGAAAA 

CTCATGTT TAAA AAATCCATATATAATTAGCGTGATACAACACAGCATCTTAACACTGAG 

GCmMGTrrrAATAATTCTGTTATTCTCAGTAACACTGAAAGTTGCCTGTGCTCTTTC 

TGTCACACAATTGATTCCAATGTATTTTAAMTGTGTTTTTCTGAGTCATTTGTTGCCTT 

GTTACTTTTTAAA 

Sequence 2967 

GGNACTTAGCTGGGMTCTGCATCTTTAGAGNTCAAMCTGTGCAGTTTTTCCTCTGATT 

AGGTATTATNATGTTGAACTCCAAAGGGTCATTTACATTCC7TTATAACACTGGAGCTCT 

GGTGTATCGAATTGNGTTATGAGATAAGCCACTNGCAGGGACTTGAACATTCCATTTTCT 

TTAGAT7TTGTNGTATCAGCATGTGAATATGCTGAATACAACTTGTATCCTAAAGCATAC 

AANCTATAACATTTTCACGTTGGACTCAAATTTC 

Sequence 2968 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGGAAGGCCCCACTGTTACTTCTTCATACAGG 

CAAAAGCTAATCAACTATTTCACCTTGCAGCTAAGTCAGGACAGAGTGACTTGGAGAAGT 

GCAGATGAACTCCCGTGGCTTTTTCAGCAGCAGGGAAGTAAACAGAAGCTGCATGATTGC 

CTTCTTMTCTCTTTGTGTCTCAAMCCTTTATAAAAGGGGACACTTTGCTGAGTTGCTG 

AGTTATTGGCAGTTTGTTGGCAAAGACAAAAGTGCAATGGCAACAGAATACTTCGATTCA 

TTGAAGCAGTATGAGAAAAACTGCGAAGGCGAGGACAACATGAGTTGCTTAGCTGATCTT 

TATGAAACCTTGGGGCGATTTCTCAAGGATCTAGGCCTTCTCAGTCAGGTAAGCTCAGCA 

GATCMTGGCAAGCCAGAGACAGGTGGGATTTTTGTGTTCACTCTTCTC7TTTTCCAAGA 

TGTTMTGTGGT7TTCATTTGTTGTGCTATAATCCTTAATATTTAATCAGATGACAGATC 

TTGCAGCATTTCACTCACTTTAACTGGCCTTTCACCCCTTT 

Sequence 2969 

CCCTTCGACGGCCGCCGGGCAGGTACTTGAGTCTCTTAACTCTGTAAAATCAAAACCTAA 

AGAAAACAAAMGATTATCCCTTGCATTCGMTACTGTTTAGTCAGTGTATATCAATTTT 

TTTTTACTGTATCACTGCATTCAGAGGTATCAMTTTTGCTTGCAGCGCTGTAAAAGTTT 

ACCAGTCAGATTTGTCGGCCCGGCATGGTGGCTCACACCTGTAATCCCAGCACTTTGAGA 

GGCCAAGGCGGGAGGATTGCTTGAGGCTGAAAGTTTGAGACCAGCCTGGGCGACATGATG 

AAACTCCATCTCTACTAAAAACACAAAMTTGGCCAGGCTTGGTGCCATGCACCCGTGGT 
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CTCAGCTACTTGGGAGGTTGAGTGGGGAGGATCGTTTGAGCCCAGGAGATTGAGGCTTCA 
GTGAG 

Sequence 2970 

ccctttcgagcggccgcccgggcaggtacttgtgttgtttgaatggta7tttgaaagcaa 

ttgcatagttactattgattcctcaaaatgcataatggggatgcttctgaccgacttgcc 

ttttagcaagttgaaggtaggtatgcacgacagggctctgacttcaccagaactaataag 

ttagattgcaatagtaggagacagatataaataatgaaggaagctagagttatgacggct 

ttctggaaaaatgttggaat tgaa agaaaatgtggaaagagagttgagtggaagaaagac 

tmtagagtaggagtattagttttatgagaatgtgagtaaatctaatattggataaatga 

atctmggctactmt acta catttttgcmcttacatttttgagtatttgggtagtaaa 

tcactccgataaa aacttt tagagtggttcacctctcagtcacatattttgtggttttat 

ctacatatacttggtttttaagtccaaaaatattggttggatttctggtataccctacnt 

ttgt aaaaagcataaactagcatttaaaattaatcnaattaattgcatgtt ai 1 1 1 1 i 1 1 

ttttaaagccattttcctggngatatatggcttttgnaatttta 

Sequence 2971 

CCCTTAGCGGCCGCCCGGGCAGGTACGTGTCTGTGGTCCCGACTACTGGGGAGGCCAAGG 

TGGGAGAATTGCTTACGACCAGGAGTTTGAGTCCAGCCTGGGCAACATAGCAACACCCCA 

TATCT TATTT AAAAAAAAGCACTCTATGTTTGTTTTGGGCCTCTTTGAGAACATTTACTA 

TGAMTTTTATTTATCTTTGTTTCCTTTCAGTTCTTCTTTTGTTTATTGTGATTATCTTT 

CATATAACAATGTGCT TAAAT AGCTGGTGGTTCTTGATAGGTCACTCAACAAGTGAGCAA 

ACTGAT GGAT CCTGTGTTTTGTGAGCAGTGTTTATTGGCTGTGATAGAGGGTGGGGACCT 

AGATGCTTTTAGGGGATCCTCCTGTTATCCATTTCTG 

Sequence 2972 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAAGAATGAGATAATTTATTTGGCAAAAT 

TCATATGTATATGTTATGCCAAACACTTGGCTAATATCTGGATGAGATGGGCAATTTACA 

GACTATGTAATCAACTAGGGTTCTATCTGTAGTTGTGTTATGAGAAACAATGGTTCATTA 

ATTCACGGAAATGTGAATTAAAAATGTCA7TAAGCGAAAGACTCTGTTAGCTTGAATTCC 

TATTGGGATATGCMGACACATAACATTTATGCATATTTGTGATGTTCTAATCCATTTTT 

AGGGAATAGGATATTATATAAAGCACCCTAGTTTAAACAAATACATGATTACGGTTGTCA 

ATAGAGATAGATATAAATAGTGACCTGTGTMTTATTTTGCTAATGCTGAMTTTTTTTT 

CAGACAAGTGGATCCAAAA TCTACC AATGATCTTGCATTACATTAAGGGGAAAAGTATCT 

CCTTAATGGGGAATCTTTAC I I I I I I 1 1 I I CCAAATTGTGCCTATCACATGATCTTATGG 

ATAGATAATGGTTGGTATTCCTGGTGGATTCTTATGNGCAAAAAAAAGAGAACTTGATAC 

ATTGGTTAGTTACATTGCTCTCTTTCTGNGCATCAAGCTTCAACTATCAAGATTTCTAAG 

TGGCAAAAAAGTTTGGGGGCTGNGTTATAGAAGTGGAATAAAATNTTACTGNACATCATT 

CTTTTAATTAAAATCCCN 

Sequence 2973 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAGCTTCCTAACTGGTGTCTCCCTTCCTC 

TNAGCCNTGCTGTGCATCATTCTCGCACCCTGCAGAGAGTTATGTCTTCACAATGCAATT 

TTGGTGTTACCCCTTAACTTAAAAACTTCCAGTGCACTTAGGACAAAATCCAATATTCTT 

AAGCCCCCAAAGACTCTTCATGATCTGACCCTATCTTGCTTTCAACATTCATCCCCTCCA 

ATGTTCTCTCTCAGGTTCTAAGCTTTCCACAAATTGCTACATCTGCAAAGATTACTGCCC 

CCAGCCTTACTCCATCTTCTTTACCTAAATCMTCTACTCAGTTTTCAATTCATTCTTGG 

ATTAAACTTCAAGTTCTTTAGGGGAAGCCCTTT 

Sequence 2974 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATCATTCAATGAGAGAATATGTCAAAAAA 

TAGTTGGTGCATAGTAGATGCTCAAGAAATGTCAAATTCTCCTGCCTTTTCACTTAGATT 

CTTAAMGTATGMTGGTTTCATATCCTCATTGACAAAGTATTTCTCTGAAAAATTCTAA 

GAATAAAAAATCCTACATCTCTGAATAATTACATTCATGACTCAGGGTGAATTAAAGCTT 

CACTTTGCCTGGAAAGACGCAAAAGAAACTTGAAGACAAAACAAGAAGCAGATCACAAAG 

ACATAAAGTATAGTG 



# 
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Sequence 2975 

CCCTTAGCGTGGTCGCGGCCGAGGTACACACTTCTGTAACTTAATATGTCATTTGGATAC 

CTTTTCTCMGMGACTCAMTAAATMTTTTATTATGCCTTAAATATTACCAAGTCAGA 

ATACTCACAGATGGATACTCTGTCCAMTGAGTATTTGTGATTGCGCATTTACACACACA 

TATMTTTGTCATTGGTMTTTTGTTGCAGAMTTATTGTGAGAAMTAAATTTTAAAAG 

AAMTACGATTCTATGMTACATTTTATATTTTACCTTTTTCTGGCACATACTGTT 

CAMCTGATTMTTAATGTAATTATGTTAAACTTCTCCAGTTAAAAAAGAGAATATACAC 

TGCAAAGCTGAATGTGTATACTACTTGTTGAA 

Sequence 2976 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAAGAGCTCGTGGTGTGTGCCAGGAGTGTGT 

TTTCCATGCA TTCTT CCTGAGAAGTAGGTTTGATTATACAGTATCTATTTTACAGATAAA 

GGTTGAGGTCTTTTCTTTCTAAGGTGTTATTAGACAGCTATAGACATGGACACCAAAACT 

NGNCGAGCCTNCGGCATTGTAAAGGCTTGGCTTACCTTCCATCACCCTCAGCAGTTCTGC 

TGGMGGGAAAAATGGAAACAGGGCCCTTMTTTTTTCTCATTATTGGATTAATTGGAAG 

CACTAGGCATGGTNTGCTT 

Sequence 2977 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAMGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTACTTTTGTCT 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGNTTATATACCATTATTTT 

Sequence 2978 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACACATTTATGTGTCTATGTGTATATACTA 

TTTATGTAAACATATAATATATGCAAAACATATATGCATATACACATACCGATATATGCA 

MTCTGTATA TAGA AAAACTTAGTTTACTCAAGATTATTAAAATTGATCCTGGGAACAAA 

ACMTACACCTTTTCTAGGCATTTATCCCTACTATAGAGACAGAGAAAGAAAGATTGTGA 

GAGGGAGACACACACATTCAGATGAGCCTTCAGGGMTTGTATGMCTTTTGAACCAGAG 

ATGGAGMGCCAGAGCCCAGCCtGTTCCCACTTTMTAAACATTTTTTTCTTCAATTAAT 

TAAGGTTTGGGAAAGAAAAAAAAACCCCCAGAAGAGAAAGTAATTTAACATGCCATGCAT 

ACTTTACAGATGGATCCTCCNTCNGATGCCTATTAAATCTATGCATGATTGCNCTGGAAA 

AMTTMTTGCATTTGGTTCTCACTATTGGGAAAATAGGGTGCCAACAGCTCAAAAATAA 

AAANGGAAAATGAAACCANGGTGGNTGNTGGTGGTTTA 

Sequence 2979 

ACGCGGGCTCCMTTTMTTCTTTTAGTTGMTGAGCTTCTTTCTCGCTTGTTACAGACT 

CACTTAGGGCTCATTCCTCCCTGCCTTAGTCCCAGTATGGTCTCAGTAATGACATGCAGT 

ATGGGGACTTTGGACTCCTGTTTGMCAMCCAGCTTTGAGATGATAAAAATTTGAATAT 

GMTTGAGTTCTTGAAGATAAGAAATTGTTAATTTTGTCAGGTTTGTTAATGGCATGGTA 

GTTACTCTAAAAACAAATTTCTGGGCGAGTGTAGTGGCTCATGCCTGCAATCCTAGTACC 

TCGGCCGCGACCACCGCTAAGGGCGAATTCC 

Sequence 2980 

CCCGCGTCCGCTTTCTTATTTGGAMGAAAACAACACTCACCACGGCATTCACAATGCTG 
GGGACCTTATGAATGGGAATGGAGAGGCTGCACTAATGTAAGTGGGGTCAACATCCCTGC 
TGGAGGGC AGAT GCAAGTGGGGTCAACATCCCTGCTGGAGGGCAGATGCAATTTTGGCAA 
ACTMTGACTTTTGGMGCCATTTTCTAGACTC 

TTTCTCAAGGGGAAAAAGAAAGCAGAGGTGTAAATGGTATCTGGCCGTTCGAAGAGCCCG 
TCTGGGAGACTCTCTGCTGACCACAGCACTGTCTCTCCCCAGGGCCCAGTCCCACAGTGT 
CACTGAGTCCAGAGTCGGGACTCCAACAAGCCCTCCGCATTCCAGCATGACTGTGGTAAA 
MCAAMAAAATCTATTTTATTCTAGTCCATCACATTTTCTATATTTGCTAAAGAAATCT 
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CNATCACTCCATAAATGATCGGTTAAAATNAAAAATATAGGCTGGGTACAGCAGCTTATG 

CCCTGTAATCCCATGCTTTGGGACACTGAGGCTGGAAGATCACTTTGAGGCCANGAGTTC 

NAGACCAGCCTGGGCAACATAAAAAAGACCCATNTTTTCCAAAATTAAAAATAATTNGCT 

GGGGGGAGCCTAATTCCACTACTTGGGAAGCTGAAGGCTGGAGGATTGCTTGACCCTGGG 

AGTGAGANGCTACANTGAGCTTTTATTGCCCCACTGCNCTTCANCTTTGGCCAACAAAAT 

GANAACCCTNTCCGTAMAAATCNNCNCNNNTCAAAMNTTTTAAAAAAAAAAAAAAAA 

Sequence 2981 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTMTCGTTTTTGGAATGATGGAGTAAATGGT 

GGATTTCATGCCTCAACTTGAATACACTCTCTGGTGGCTGAAACCGAGGAAGAATGTTGC 

TCCAMATATTAACGGGTGATAACTTGCTT7TCTATTTTAAMTAGAAAAATTAATTCTC 

CCATTCTCTTGCATGGAMGAACCACTCAAACGGAMTTATTTTGTATTTAGTCACTATT 

TAGTTATTATTTTTTCCAAMTTAAGGCTCATGCTCAGMGCTA^ 

TGAGTTTrTAAAMTTGGAAAAAATATCTCTTCCACCAAGMTTTGGCAAAAGAAAGCTA 

GAATTAAACACCGCAATAATAAATTTCACAACACTATGAAAAG 

Sequence 2982 

CCCTTAGCGT GGTCG CGGCCGAGGTACACTNACAGCCCTGTCCTGAGCCTGTGTTAAAGC 

CGGCACTCTATTTTTCTGGTGTCATGTCAGCTGCTCACATGTCTGTCCCTCACTCCATGC 

CCCACATCCCCTTGTTCCAGGGTCCGGCTCGCAGTCAGCAGrTTTTACCATGGGAATGCAT 

GCCTTAGTTTAGCCCACCTTCCCTGGGAAAAAGANCTGGATATACACACAACATACCCAT 

GTCTCMTTGTCTGGTATGCAAGTGATATGACATATTTGTGTTMTAAATTTGNGNCTTA 

TATGCATrTGTGTGCAGGCAGTCACTCAMCTGGGACACTTTTGATCTAAATAAATACTA 

AGGNGGATCCTTGGACAATTGGCAAAGCCAGGACTGTCAGATAAATGGTCCCCTTGG 

Sequence 2983 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTAG 

CAAMTTTAMGAGTTATACCGGGGTGAGTTTTACAGAATTAGTMGACCATTTAAAAGT 

MTAAATCMCGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATAAAMCACTATTACAACAATATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 

ACAATTGAAAAATTGCTGTCTA 

Sequence 2984 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCGCGCCGGAAGAAAAACCAGCAA 

GMGGCGGCGGGGGMGATGGCGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCT 

AGTCGAGCAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCC 

GGCTATGGCGAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTA 

AGATCTGGCAMCTTGGTGMCAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTTTCAG 

MGTATCCATTCCCTATTCTTATCMTTCTGCATTCCTAMGTTAGCTGATATTTTCAGA 

GTTGGAMTAATTTCCTGAGGCTATGTGTTCTTAAAGTTACCCAACAAAGTGAGAAACAT 

TTGGAGMGATTCTAMTGTGGATGAATTTGNGMGAGMTTTTTTCTGGGATTCATAGT 

AATGATCCTGTGGCAAGAGCCATCACCCTCCGGAT 

Sequence 2985 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I I I 1 1 I GGTGGACT 

CAGGGTCTTACTCTGTCACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGTTTAAACCCCC 

MGTCTGTGGTATTTTGTTATAGTCCCCCTGGAAATTAATACAGGATTCATGGTCTGCCA 

AAGTCTCATTCCCTGCTCANACCGACAATGGATAGTGGGATCCTTTGTGATATGTGCTCT 

G TGAGTTANAA GTAGTAACTTANAGCTGTTGAGGACAATACCTTTGCACCCCATCCACTG 

AATTTTGTTTTCAAAGATACAGTCTGAAACTCCCAGAGGGTGAGTGCCTTTCCAGTGTGT 

CAGAGCCATTAGCGGCTGAGCAGACCGCTGAGCATGTANATTTCTAGGTCAGGGCCCTCT 

CCCCAMGMTCATACTCCCTGGTTGAACTGAACCTAAATCAGGTTTAAAACTAGACAGA 

TGCCAACCAACTTAAAATTCCAAAGATATNCAAGACCTGCCCATGGC 

Sequence 2986 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACAGCAGTGAACCAGGGCCTANTTGTCAGCA 
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ACCAANACCTNTGCTGACCCANAAGCANACAGGTGACCCTTTCACCAAAACTTCAATCAT 

CAGTCTTCTCnTrTCTTTTTTTGAAACANAGTCTTGCTCTGTCGCCCATGCTGGAGTGCA 

GTGGCGCGATCTCNACTCACTGCAAGCTCTGCCTTCCAAG7TCACGCCATTCTCCTGCCT 

CAGCC TCCCGAGTAACTGGGACTACAGGCGCCCGCCACCATGCCCGGCTAATTTTTTGTA 

TTTTTCATANANACATGGTTTCACCATGTTAGCCATGATGGTCTCGATCTCCTGACCTCG 

TGATCCACATGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCGCCCG 

GCTAGTTTTCTC 

Sequence 2987 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAACG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTT 

TTGCnTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCC^CTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGGATTTGhrTTATATACCATTATTTTTAATACAT 

ACACATGCACGCTTTT 

Sequence 2988 

GGTACAAGAGTTGGAAAAACAGAGTTGAAAGGAAAAATGAGGATAATCTTATTTAAAAGA 

TTATTGAATGCCTAAGTGCCTTTAATAACTCCACAAGGACCCTCATGTAAACAAAATTCA 

GCAATAGCAACAAAACAAAGCCTCTGAAATGCTCATTGTTCCCCAGTGAGATAAGCTTTA 

AAGAGCANAAATACGAAAAACAAAACCAAATNTCAAGTNAAACTTAAAAATGTTACTTTA 

TGGGAGAGGACAGGCAAGGCGGCAAGAACATAGAAGCAGTGCCACCTGAAGCTGGCATGA 

TMGGTTGATTTAACTGCACTGGAAGTGACAGAATCTGAAAGAACGACTTTTCAAATGTN 

AGATAAATCCATTTCAAANNATNGTTAAACTTGTGAATTCAACAGAAAAACTGTAAAACT 

TTCNGNGGAGGCTGTTAAGAGCAAAATTGTTCCCTCAGAGCANAGGACTCATTGATGCCG 

AAGATAGAGGAACATGGCCAACCCAATTAAAA 

Sequence 2989 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAGAAGAACTCATGTCAATGGAAAGTCTGT 

TTATCCTTAAAGCCACATTTGTAGACTAGACAGTTCCAAAATATCCCTTGGCAATCCCTT 

TTGCAAAGTAATTGGAAAATGCTGTGCCAAGTGATAAAAAGCATTTCAAGTTTCTGCCTA 

ATGTCTGTTATAGTTTTCAAAGCCCTGAATTGCAAAACAAGATTAAAACTAGTTCTGAAA 

TAAACAACAAGTATTTACTGAAGAACAACTATGAGGCACTCTGCTGGAACTTTGGGGATT 

TGAAGATGTGTAAGACTGAGCTTACAATTTAGTTGGGGAGATCAGACGTGTGCACAGCCA 

AGGTTAAGCTCTAATACAGCATGAAAATATCTGAAATGTCAAAAAACACCAGCAACTGTT 

TCCATCTCANGGAGTGAGGCTACTATCCTCCAAAGGCAAGTCCTAGCCCCATCAAAA 

Sequence 2990 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACTAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAMGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMT GCCAT GTAGACGACACTGCAGTATACMTTTACAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGGATTAGTATCACCTT 

Sequence 2991 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGACTGTCCTAGTGCGGGGAATAAAAGTG 
AAATTATAGTCCTTTCTCCTGAAGAAATCAGGGTCTAGTGGAAAGGAAGGTGGGACCGGA 
AGGAAGCTGGCCGGTGGAGCTTGGCCCTGTGCTAAGCATTCCTATCCACTTAACTGTGGG 
TAATCGTCTGAAACTCCCTACAGACCTGGGAGTAAGCTATTGTATTGAAGGGGCTGTATG 
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TCTGTGTCCCCAAGCTCTCCCTCTGTAAGATGGGGACAATGACAGCACCCACC 
Sequence 2992 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCT7TTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCAT 

Sequence 2993 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTCCAAGTCAATGAATCCAATCTTTAA 

TGGATCTGGGATGCTCTCTGACCAGGTCCTGTTATGAGTTTCCTGTGTTATAATTAAAAA 

CCCCAAACTGATTAAGC ATGAG AGGATACTTCCTGCTCTCAGATAAATTATTTATTATAT 

TCT GTAT TATCCTTGTAATTTTTCTGGATATGAATAAATAACAATGTATCTCAGAAAAAC 

ACATTTTGAAAAGCCTTATAMGTTAAMCTTTAAATGCTTTTCATCAAAATGTTATGAC 

CMTAAAAATGCCATTCATGTATCTCATCACACTTTCTATACATTTTGTAGTGATATGTA 

TTTATACATACTGCAGTTGGAMTAGGGMTGCTTTTTTGGTTTCCCACGGTAGGCTGCA 

GGTTTTAAAAGCAGAAGTCCTGAACCTCTGAAGGCAACATAAGAAAAGTATTCATTTGAA 

ACCTG 

Sequence 2994 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATC 

CTAGGCCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCATCTCTT 

GGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAAATGCCATANTAAGTC 

CAACTATATGGTTTCATGTAGGGTAAAGTAACCATTGTGGAAGGATTACGATAAAACTGT 

GTGACAATAAATAGAATAAAAGATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAA 

ATGCATTGM7TTCTAGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCANAC 

CTTGCCTTCCTAAAGTGGGAGGAAGAAAAAGGCTGCACCTGTCTGGGGCTGAAGGTCTGG 

GCAGAAACACTAGCCAAAACTTTTACTAAATCTTCATGTCACCCCCCCAAACTNATTAGG 

GGCCCAAACTTATTTCATTATCTTCACTATCCCCCAGGGTTTCCCTCTCCNT AI I I 1 1 IC 

ATGCCCCACCTTTCAGCACTTTTCATGGTTNCTTNGTCTTTAAAAAACCCCCAA 

Sequence 2995 

CCCTTCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTMTACTTTAAAATGTTTAA 

GATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTGCATGGCATTGGA 

CAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGC 

AACGTGACCAATnTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGGAT 

TTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTTGCT 

TTGCTTTTGTGTGCTTTTGT 

Sequence 2996 

CCCTTAGCGTGG TCGCG GCCGAGGTACCATTTGGGATTATGGTTTTTAAAAGCTTGAGAA 

TATTACTTATTTACTTTTGCAGCTTTCCATGCAGCTG I I I 1 1 1 1 1 I CTCTCTGTTTTTGA 

CTTTGGANATAMGTTACTGATTTTTATCTTTACTTTTCTCTTTATTTTGTGCCTTGGTC 

TTGAAAMGTMTAAATAmCTTACTGAGGCCCCCTCCTGCTTTGTTCTGCCATCTAAG 

GTGATTACMTGCTCAAGTCTCTTTGTTGGTTGCCCTTGACTAATGCTTTTCAGCAGCCC 

CGGGCTCAGCTCCTGGTTCCCAGTATGGCACAATGACCAGGCAGATATCTCGACACAACT 

CTACTACTTCTTCGACATCTTCTGGTGGATACAGACAAACTCCCTCTGTGACTGCTCAAT 

TTTCTGCTCAGCCTCATGTTAATGGGAGGTCCACTTTATTCTCAAAATTCAAGTAAGCTT 

GT GCTTT GCAGGCATACAGCAACAGGGGGAGCTCCTTTTGGAAGGAAATTATTTGAAACT 

GGTTTTTCTTGCCAGGGGATAGACAACCAATTGAAAAACCATGAAGGNTNCAAGGGTTAT 

TTTTGGGTT TTANG AAATTMGNCCCTTGAAATCATACCNATTTTTAAANANGTAATTGN 

TTTACCACCTTTTTTNTTCCCA 

Sequence 2997 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTTCCTTCCCTTACTTTGGGGAGTCTAGG 

TTGTGMTTTGAAACMAATCAGATTCTTTTCATCTTCCCTTTCCCCTCAAATTCCTGAG 

AAAACCTCCMCCTTCTMATTTATAGCAAATCAACTATAATTATGTGTTTCCATTTGAA 

ATTCAAGCTAAAATAACATACTTTAAAAAGTGTATCTTAAAAATCATATTTCGCTTCAAA 

AAAACTTGTTAAAAGTAATTTGCATCAGATCCTGGAGTCGACTTGAAGAATTCTCCTACA 

TCTGACACCCAGTT AGGCC CTTTGAGAAAGAGAGAAMGAGMTTTTTTAATGCATGTTT 

GATTATGGCCATCTCTTTTCTTAGAAGGTAGAAGATAGCACCATGCCGATTCGTCGAACT 

GTGAATTCTACCCGGGAAACTCC 

Sequence 2998 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTG 

Sequence 2999 

ACATCTGCACATTGTGCAGGTTAGTTACATATGTATACATGTGCCATGCTGGTGCACTGC 

ACCCACTAMTCGTCATCTAGMGTGTmCTMTTTTATTTGTAATTTCTTCTTTGTTC 

CATTGGCTGTTGAAGAATGTGTTGTTTGGCCGAGCACAGTGGCCCACGCCTGTGATCCCA 

GCACTTTGGGAGGCCGAGGCAGGTGGATCACGAGGTCAGGAGATCCCCGCGTACATCTAT 

TTAAAAGTCAATACACAGGAAAAAGGTCTGGAAGAATATATACTAGAAAAGAATGGTTAC 

CTCTAGGGGATGGAGTGTCAAGGTGMTTTTGGTTTATTCATACTGTCTAAATGATTGCT 

TAATA ACTC AGGTATTGCTTTCAAAAAGTAAGAGGAAGGGTGGGAAATACCCTGTTCTCT 

CANAATTTTAAGTCCAGAGTGCTGGGGAGAAAAANATGGCAGCACTTGANCGGGACTGAA 

AAAGT 

Sequence 3000 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGGAGCAGGAGGAGCAGTGGGGGAAGC 

TGGTATTATTTATACCACTCTTTGTATTTTATCACTTTTTATMGTCTGAMTTATTTCA 

AAA TGAAA ATGTAAAAAGAACAAGGAGTTTCTCACTATTCTTTGTCCCCCTAAAAAGACC 

ATCi 1 1 1 lAAAAAGATTAAGGAATTCATACAAAATAAGTAAGAATTAACAATTATAGGAA 

GTTTGGGCCAAGCACAGTGGCTCATGCCTGTAATCCCAGCGCTTTGGGAAGCTGAGGTGG 

GTGGATTGCTTGGGCCTAAGAGTTCAAGACTANCCCTGGTAACAGCGAGGACCCTTGTCT 

CTACAAAAAATAAAAAATACTAAC 

Sequence 3001 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCACTGTGTTAGCCAGGATGGTC 
TTGATCTCCTGACCTCGTGATCTGCCCGCCTCGGTCTCCCAAAGTGCTGCGATTACAGGC 
GTGAGCCACTGTGCCCAGGCCTATTGGGGGTTATGCAGGTTCCTTTGCTTGGCCATGGTA 
GATGGCTAAGTCTTTGCTTCCAAGTTCTTTTGACCATGAGACATGTAGAGCCAGGGAGGA 

AAGAGAAAACCCAAACCAGGTCACTGTTACCTGTGAATAACATCTTGATCGAGTTCTGAG 
A 

Sequence 3002 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCATATTCTCCACCTTTGTTCCTTGCC 

CTTTGCCTTCAAAGATATGTAGATGTTCCTTAACTCCAAAAATTATAAAAACAAACAAAA 

AMCmACCACTGTTCATTATCAMGTTACTATTCATTTATCCATTCAATATTTAGAGT 

AGCTAACAAGACAAAACAAAATAATTGCTGCTTTCGTGGCTTATAGTGGGGAAGGGTGAT 

AAA CACCATGA TGAAGGAGAGAAGAGTGCTATTGTGGGGGCACAAATTATGGGGATCTGA 

TCCI I I 1 1 I I I AAGGGAGGCAT 

Sequence 3003 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 
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ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 
TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 
TTGCTTTGCTTTTGTGTGC 
Sequence 3004 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATGTTCTAAAGGCAATCGAGTCATAATACACT 

GAAAGCAGTCCAAGAGCAGCAAGAGACTTTGCTGCAGCTGTAGATCACTGGATCGGTAAC 

TCGTAGTTAAAGGAAATCCCTACCCACTCCCATCCAGCCCCTACCCCCTAATTATGGGAC 

AAMTAGCCMTTCAATGAGATTTAAACAGGAAGTTCACAAGAGGAACTCTTATACCTAT 

GAGGACCCATTMCCAGGGATTCCACMCCAGTAGMTATTATCTACTGGTAGCTATTTA 

AGCCTTACCTGACAGGTCTCCAAGCCAGCCGCAGCAGCCACATCCCTCTCTGCGCCATAA 

ACGTCTCGCCTCAGTTTCCTGAAATTCCCAACTGAGAANGGAATATAGCCAGCAGGCACT 

CCCMCCCTGTTATGATTCTACAGTTCTACTGTTAGTAAATTTCCCAGGGGCATCACAAT 

CTGTGTCCTTACACATGCATACACAGAGGAGCTTCCTTTTTANGGATGAGCTCCTCATTA 

CAGGGC 

Sequence 3005 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAGTCTATCGCCATGCTGTGTCACGTGGGCAG 

GTCTTCTTGGCA TTCATC TTGAACATGACCCAAATCCTGGCTCCATC7TCCCTCTTACTT 

TTCCTTTGCCCCATTTTTCTTCCTTATTTTTTATGTATGTTTACCTT 

ATTTGTAAGCTGGCTCAMTCCTTTTGGGAACAAGGTGGGTTATAAATGCACACGTTCCT 

ACACAGGATGTTGTTAGTCATTTCATAAGGTCTCTTGTGGAGGAGATTAGCCAATAGCTT 

CTTTTGTAACCTTAGGCA 

Sequence 3006 

C CCTTA GCGTGGTCGTGGCCGAGGTACAAAACACATTTGGTCCTGAGATTTTTCAGAAGC 

MTTTTAAGTGTAATAGGAATCCTCAGAAGGAAGAAAGTAAACATGTTCTGAGCAACTCC 

TCCTCCAGGCACTACAATAAAAGAGAAGGGAACTGGACCTGGAAAGACAGACAGTCCATA 

GAGAAGTGGAGAGGGAAGAGGAAGAGAGCATGCTGCTTAATGCAGGTTGACATTTCTGTT 

TGTGMGCTAATTAAATTCCAGMGGATTAAATACTTAATACTTTACCGTCTGTATGTAT 

GTATGTATTTATTTATTTATATTTTTTTGAGATGGAGTCTCACTCTGTCACCCANGCTGG 

AGTGCAAAGGCCCAATCTTGGCTCACTGCAACCTCCACCTTCCAGGTTCAAGCGATTCTT 

CTG ACTCAC CTCCAAGTAGCTGGGATTACAGGCACACACCACCATGCNGAGCTMTTTTT 

TGNAI I I 1 1 ANTAAAANACANGGGTTCCCCGGNTACCCGGATGGGCTCAATCTCCTGACC 

TCNGGATCTGGCTGTNTCGGGCCTCCCAANTGCTTGGATANAGGCGTGAGCCCCTGGGCC 

CCACTTATACCCTTNATMNTAMTATTTMTCCCCMGNTTTAAATTTTNNTTATCCCT 

TGTCGGGGTAAACCTTTCCCNAAAAAGG 

Sequence 3007 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTCTACACTGAATCTGCATTTCACTCCCA 

TATCTATACCAGAAGGTTATCAGTGGAAGAGAAATTCAGTTATCTTGAATGGACATGATC 

TTCTCAGGAGCAGTCAGTGGTTAATTGGGACAAGAAAACACAAGTCATTATCATTGAGAA 

ATCTGAAGCAAATTGAGGCAGGTTGTCACCTTTCACCAGGAAACAAATTAGCCCTGTCTT 

TAAAAAGACTTCTTTCTCTCTCTGCTGACTGGGGATTCCTGTCAACTGCCAATGAAATAG 

GGAGAGTGTAGATTAATGGC 

Sequence 3008 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCATATGAAAATAGTTGCTACCTTGTTGGA 

CAGGACAGATATACAMGCATTTCCATTTTTACAGAAAATGTGTATGGATACCATGGAGG 

7TTGAAATAAATGCTGAGTTCATTCAAACTATAGTGAAATACAGCATGTGAAAAAGTAAT 

TACTTATTGACTATAATAAATGCTTCATAAAATATAATAGATGCTGATTCTGGCCAAGAT 

TGACAAAATCTAATGCAGCCTACATGTCTCAGTGGTTAATACTAAGACTCTGAATAAAAT 

ACAAGCAAATAAACA 

Sequence 3009 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCCAGTTTCTGGCATATTAACAGCTGAGA 
TCAGATAAGTGAACAGCGATAGAGGTAGTGAGGTTTAGGATTCAGGTCTGCCACCGGGAG 
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CGCACCTCTGGGCTCAGGTCTCTCATTTGTAAAATGGGACATTTAGGTCAGATCAGCATT 

TTCAAAAGTGTGACATGTTAGTAMTMGATGATTTTATGTGGTTGACAGATGAATGTAT 

TACCTTTAGTGGTTATATGTTTATTTTCATGGTTACTmATTT 

CTAGCTAAGMTCMTTATCTCTTTAAAATATATTTAAAGT7TAAAATGTGGGCCAACTT 
AG 

Sequence 3010 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAmAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAMTTGTATACTGCAGTGTCGTCTACATGGCA 

7TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGGCCAATTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACCTGGCGTGCTT 

TTTG CTTTG CTTTTGTGTGCTT 

Sequence 3011 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGAATGGAAGAGAGAGTTGGAACAGTGAACAT 
ATTCTACTTTTTCAAGMTTTCTCTTTT^ 

TTTGAGGATAGCATAGATCTAAAGGCATTTAMACCTTGAGTCTTGAACATATTTATAGG 
CACGGAAAAAATTCTACAGAAAGGAAAGATTGTAATTATAGGAGAGAGAAAAACAGTGAT 
ATTTCTGAGGATATTGTGGGGAGTGGGTGCTAAAGGACCATTGGATATATCATTCTTAAA 
CCAGAAAGGGGAAAGGATTGGGTACCTTCGGNCGCGACCACGCTAANGG 
Sequence 3012 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCCGTCTACATGGCAT 

TGGACAGGACATAAT GTAA AACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCAATTTTCGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGC7TTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACCGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGNATTTGGTTATATACCATTATTTTT 

ACACATGCACGC I I I I I 

Sequence 3013 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAGGGTCACCTACTCTCAAATTCTGCGGTT 

CAAATTGTGGTTGGAGATGAGATGTTCTATTTCTGCATCTCTCCTGGACCATCTTAGAGC 

AGTGCAAAGTTTACTGGATCTTCCAGTGCATTATTGGCCCTTGGTGTGATGACGAGAGAG 

CAGGMGGAGGTCTCCAGCTCCTTTTCTGAGTTCAGATGTTCCCTAGCCCAAGAAGACTA 

ATCATGCACCTGGTTTCCTGCTCTGAAAMTAAGAAGTGATTTTGGCAGCCTTTGAATCT 

GGATGGAAGGTGGT 

Sequence 3014 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGT 

Sequence 3015 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAMGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGCGTCTACTG 

GATTTATGTCTATATGACMATCTTGATACTTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTT 

Sequence 3016 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGT 

CATTCACTATCATATGTMGTGTAACAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGTATTAGCATCACCTTTTAA 

Sequence 3017 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATAAATTTAATCTATAATGATGTATTAGCA 

ATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAGA 

GGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTAATTTCTATTTACCAATAAA 

TATGCCTGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGAAA 

GTAGAGGGCGGTTTCCAATGAGAGAATTTCATCTGCTTCTAATCTAAAAAAAAAAGAC 

Sequence 3018 

CCCTTCGGCCGCCCGGGCAGGTACTATAGTTAGAGACTTGTAGTTGATTTTTTCCAAATT 

GATCTGCTATTTCTTGGAGCTCTTTMTTTAAAMCATTTMTMCTTTTTTATTAGGCA 

GCTAATCAGTTTCACTGAGGTAGAAGAGTTGGAAGGCATGGAAAAGTATAAAACTTTATT 

TTGM TTAGTTGGATTTCCATGGTTATTTAAAAACTAGGCCCACCTATTTTCTAAGGCAC 

TTTTCATTTGTAATATCACTGAAATTGAAATTCCTTCTGGTTTGTTAGAACTCTGATAGG 

AAANGGCAGCCAGAAGAATAGGAAAATTTACCTTCA 

Sequence 3019 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATGGGTTTATAGACATATATATATTCACA 

CATATATGAATATGTATACATATATATTTTTTAAGCTCTTATCTAAAGTGGTTTTTAAGT 

GATGTGAAG TTTAAC CTCAGCATCAMGTATATTCTAAAATATAAAACAACTATTTTTTA 

TCATTCTACATTTTTTATTTACATCAACTGTATCACCCATTACATATTTGATAAAGAGGT 

TATGCCTCAGTAATTCTGAAGCTGAAGGCTTAAAATCTCAGCCCAGTGACTCTGGAGAAT 

CACGTGTTAGTTAAAGGGAAAGCGGCGGCCTCACATGCTGCGTAAGTTTCATTCTCAGGC 

ATCCTTTCTGAGGGACCTACTTTTACTGGAGATCATTCTGCTAAATAAGGTAACATCTAG 

CCTCAATGGCAGTCATGTTAGTTAACCCCCT 

Sequence 3020 

ccctttcgagcggccgcccgggcaggtacaggaagacacgcttgaaagagtccctaatga 

cactgagcaacaattccccatgtttgttacactggaagttgttctatctaccttatgcgc 

ctgtctttaattcctggcatctcacaagtctgaaagacagttattatcatttatacagga 

agaaactagggctcctataggggaaatgacttgttaatatcataagactagcaaagctta 

cttactcaattcctaatgctcttcagaggatattatatctgaactctatattaaatttgt 

ggttggtgtttctaaattantcctgnanttaaactgatttttAtattgggggcnnacnaa 

gtngggtcatttgnaa 

Sequence 3021 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGATTAGGTTATGCCTGGTCACCACCAGT 

CCTAAATGTGTCTGTGGGGGACACAGTGGCATGGCATTGGCAAACACATCCGTnrCTTAG 

AGGGATAGGATATAGGATTTTTTCTGTCTCCAGTCCTGGAAGTGTAATTTATGATGGCAA 

AGGATTCAC MGTGGM GACAAAMTCTACATCAGGTATGTTTCTGCTTATTGGGTTTTG 

CATCA TGTCACTTTTTCCTAAATGTAATAAAATGACATTTTGTGTAGATTTAATACAGTA 

TTTTTACATAAATAATATACACMATGCGTMGGTATTTGGCATTTTATTGCTGCAGTAA 

AAATGTTACTAATGAGTGTAAGCAAGTTATTTTATACATATTCAAGTGTGTTCTGATATT 

AGAAATATCTTATATTGATTCTGGTGATAATCAACCAATTGAAAAACA 

Sequence 3022 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGCAGTCAATCGGAAACTATTGTTGACT 
CTCCTTTAAAAATATATCCAAAATATTAAAAGACTGACAGCCTCTAAGACTACCACTTCA 
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GTCCAAGCCACCGTAATTGCTGGCTATTGTAACAGCTGACATCTTGGGCTGGAGGTGTGG 

TGAGGGTGGTTAACAGAATCCCAATACAAACTTCAGATCAATTAAATGAG 

Sequence 3023 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACTGGCATGAAGCACTTCACCTCAAGGAGGGTT 

CTCCTTGTGGGGTAGGGCTTCCCAGAACCCTGAGGTGGAGGTGGACTGGAGCTGGACCTT 

GGGAGGAAACTCTAGGTGTAACAGCACAGGAGGAGACCAAGCTGGAGTTTTGGAGAGAGN 

NATGGTTCAGGAGAGCAGGGCAAGATAGGTAATATAGAAAGTCAATGGCTGGAAACAAAG 

GGGCAAMGAGGAGCTMCCTTCCTGAATTCTCAACTATATATTAGCTTTTTTAATGGCC 

ACAATTAACTCCATAATGGAGGCCATGTGTGTTAACAAGANAATGCATGGCTGGAAAAAC 

AGAATCCAGTCTGGGTTGCTTAAGCCAAAGAAGGATATCTGGCTCGGTGTTGTGGCTCAT 

GCCTCTAATCCCAGCACTTTGG 

Sequence 3024 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGTGCACAACGTGCAGGTTTGTTACATATGTA 

TACATGTGCCACCATGTTGGCGATAGCACAGTATTATTTAGTGTTCAATTACATTCTTCA 

MT TCCCC TCTTTCTTGTCTCTCCAAATATTTTCAAGTCTCTTACAGAAAAAAATGTGCC 

TTGTTTTTCTCCCAGATGCCTGTCTTTAGCACTTAGCATGGTGCTGAGGGTATGTGAAGT 

TGATTGGTTTGTGAGTGGGGAAAAAGGAGATTTCTAAAGCACTAGAAAAGATCCGCCTCT 

CCA 

Sequence 3025 

GTCAGCCCGCGGGAACGACCGAACCCCCTCAGAGCGGGAAGAGGGGCGCGGGACGGACGG 
GCGGGGGACGGCGGGGGCAGAACCGGGAAGGCCACCCGTCGGAACCCGGCGACACACCCG 
TACCGAGACGCCGCGAGGACGACACGCTCCCAACACGAGGCCCACGCCGCGGACCATACC 
GGGC 

Sequence 3026 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT I I 1 I I I I I I I II I I I I I I I I I 1 1 GAGGCTGA 

GTCTCTCTCTGTCATCCAGGCTGGAGTGCAGTTGTATGATCTTGGTTCACTGCAATCTCC 

TCCTCCTGGGTTCAAGTGATT CTTCTG CCTCAGCCTCCCAAGTAGCTGGGATCACAGGCG 

GCCGCTACCACATGCGGCTMTTTTTGTATTTTTAGGAGAGACAGGGTTTTACTATATTG 

GCCAGGCTGGTCTCAAACTCCTCAAACCCCAAGTGATCCTCCTGCCTCAGCCTCCCAAAG 

TGCCAAGGATTAAGGCG TGCG TGAGCCACTGTGCCTGGCCTAGGATAAATTTATTAGTAT 

CAGGMTCCTTATGCTTCTTTTGMTGATTATTTTCTCTTAATGTTAMGTATMC 

GGGTA TACAT T TCATA TGTTAGCTCCATTCCAGGCTTCATTTTGTGTCTCAATTCCCAAT 

CCTTAATTTTCGTTTTACTG AGGTC I I I I I I I 1 I I I IAAGTT 

Sequence 3027 

CAGGTGTACAAGCTAGCTTGAGTCGACCCACGCGTCCGGGTGCACCTGTGGCATGCCTGA 

GAGGATTACCTTGATCACATTATTTAAGGTAGGAAGCCTGCCCACTATGAGTAGCATCAT 

TCCCTAAGATGAAGATGAGATCTTGTATAAAAAGGAAAAAGGTGAGACATAAGAGAGAGT 

GGGAGTGAGATCAGATGAATTAGAAAAATAAGGAGAAACTGGACTGAGCAACCAGTATTC 

GTTGCTGTGAAAATTCTTTATGTACCT 

Sequence 3028 

CGTCCGGTNAAAAGTCAGATATATTATCAAGGAGATCTGGATATTGTAAAACCCGATTAG 

MATTGGGmCCCCCTGTTTTGGAGCGATACACGTCAATAGTGACCTTGGTAAAACCAC 

ATTTGGTAMGGCCTCTTGTACTGATGGGAMCTTTTCAATCATCTGGAGACTGTTTGGC 

GATTCAGCCCAGGTCTTCCTGGCTATCCMGMCATGTACCTTGGATTTTTCAATTTCTT 

TTGMTTCCGCTCCCTTCTGCACTCTCAGCTCGCTACACTGTTCTTTGATGAAGTTGTGA 

AACAAATGGTAGCGGCCTTTGAAAGAAGAGCTTGTAAACTGTATGGTCCAGAGACAAACA 

TTCCTCGGGAATTAATGCTTCATGAAATTCACCACACCTGAGAGGAAAACGAGAGCTGCC 

TCCATCCATCTTGACTAGTTTGTTCACTTTTMGMGCCATTTCACCAGCTATTGAGAAG 

TCAGACAGCATTTGTTAAACCTGCCTTGACTCCAAGCCTGCTCCATTGAAAATTTATACA 

TTGAATATGGACTCACTTGTACATAGAATCATTTCTTCAATCAAAGTGTAACTCTAAGTA 

ACCGTGTACATTTGCANGCTCTGCCTGCCTTTGTA 
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Sequence 3029 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTTGTTCAATCACAGTATCTGGGTGTAA 

TAGACAGTAGCTATTTATTTAATTAGTCTATATTTTTATCTTCAGTGGGCTTTAMTGAC 

TTGT7TATTAAATAAATTATAAATTAATMGTGAATGAGTTATAAAATCCCAAAAGTAAT 

CTTA TTTTAT GGGGTCAGACTTTGGAAAGGAGAGCCTCTTCCCTGAAATCTTGAATACAT 

GGCATTTTTAATGCCAGGACACMTACACAMTCTGTATATTTTTGTATAATATCTGATT 

TCATT TACTGTATMGAAAGACTTGGATAATATTTTTCAA I I 1 1 I AATTT ATTTGTTATT 

TTTTTGGGAACAGGGTCTCACTCTGCTGCCCAGGCTGAAGTGCAGTGGTGTGATCTTGGC 

TCACTGCAGCCTTGATCTCGTAGACTCAAGCAATCCTNCTACCTCAGCCTNCCAAGTAAC 

TGGGACCACAGGTGCACACCACCATCCCCAGCTGATTTTT 

Sequence 3030 

AGGTACAAGCTAGCTTGAGTCGACCCACGCGTCCGATTTAATGTCTACACTGTAGCTGTC 

ACAGACACACCAGAAGAGGGCATCAGATCCCATTACAGATGGTTGTGAGCCACCATATGG 

TTGCTGGGAATAGAACTTACGTCCTCTGGAAGAGCAAGAAGCCAGTGCTCTTAACCATTG 

AGCCATCTCTCCAGCCCCAGCCTGGGGTTGGTTGGCATTTCTATGGGACATCTTTGGCCA 

ACAACTCAGCTGAATGCACTACAGTCTCTGTACCTGCCCGG 

Sequence 3031 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTG 

GTTTACTTCTCAGATAAACTCAGGAAGTTTAAATGGATTCTGAGAATCTGTAGCTGCAAC 

ATAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTGCTAGCTTGG 

ACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGCGGTGGCACAGTAACAACCATTTGT 

TTCTCAACAAGAATCTGATAATGTTGCTTGAACCTCCTGAACCAGTGCTGCATGCTCTGC 

TTCTTCATATGTTTGTCCTTAGATTTGACCAAAAACAATAACTGATAATGTAATACAGAT 

TCCCCAGCTCCCTGTGAGCTGGGTT 

Sequence 3032 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGTAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTAATACTATTGGNATTACTATTGGGGATAACAGCACCTCTGC 

GTTTAGGGGNTNTATTGGATATATTGGATTTGGNNATATACCATTATT 

Sequence 3033 

CCCTT AGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 

TTTTTCTCATAGGAMGCTACAGGMTTTTAAGATATCACATGGTTACATTTGCTTTT 

TCCAGATGGAGCTAMTTGCTATATGATACAGGGTTTATTTTATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TAACAGTTGAATACAAACAAGATTACMGCAGTGAMCATTCAMTAGGTTTTTGGCAAC 

TCCAAATATTTTGTGTTTCACAA 

Sequence 3034 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAMTGTGATMTTAGTAATMACTTTTATTATATCTTATG 

TAAA ATAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCT 

TTCTCTTTTGTTTCCCTTTCACAGACAGMGMTTATAGCCTCAGTATTTATGTATATT^ 

TTGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTAGATAGCAT 

TCTGTTTCAAATCTCCTTTTCTCAT 

Sequence 3035 

CCCTTGAGCGGCCCGCCCGGGCAGGTACATCTAAMACCfTTTTACTTCCAAAMCCTTT 

TTGGCTCTCTCAAGAATTTGCTCTCAATATAGGAGTGGTAAATCTGTTGGTGATATAAAC 

ACAGGGAAAAAACAGGGAGAATCAAAGACAGATTAATCATTCAACAAAGACTTACTATCT 
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ACCAGGAGCCTGACAGTGTATCAGGTAGTGCCTCATGCACTGGACCAACAGTGGGAAATA 
AGATGAGGGTAATCCTTGTCCTCACAGAACCTCCATTCTTAGAGGAAAGAAGGAAATTAA 
ACATGAAATTCCACTGAGATGAATTATGAAAGGGGAAGCAGATGGTCCTGTCATAGGGC 
Sequence 3036 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 

TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTAGTCACCA 

ACTTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACC 

CCAGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGG 

GCTCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAAC 

CAACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCAT 

ATTCCCAGGACAAAAGCCCAGCCAGGCACCACCAATTACC 

Sequence 3037 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCAAI I 1 1 IGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTAATACTAT 

Sequence 3038 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATAMTACTTTCCTAAATACTTACATTAAA 

GCTATTTCTGTMTAAAAAAGTTCTTCAAGTCAACACAATCCACMGTATTTGTTTTGTT 

CTTAGTGTMGCTTAGCACAAGTCTAGGAMGGGTTTAGCATTGAAGTCTATTTAGGGAG 

ACAAAGTCACAGGCAACATATTTAAATAATGTTACCAAACCCAATCCTATCTGCCAAAAT 

GCTGGGAGGAGATGGTGAGTGCCACAAAGGTTCAGAAAGGAAACTGACTTCAGAAAGTGG 

TATGAGGTGTTACATTTTG 

Sequence 3039 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAATTACCTCAAAAGAAAACTGTCAACCCA 

GGMCTAMGTTTATCCATTTGGACTTACMGATMCCTTTAATACCX^CATTGCCACTGT 

ATCCGATGCTGTCAGAGGCCCACCTACATCTCCCCCTACACTCAGCATTTCAGTGCATAC 

TGATAGAATTGTGCTATCACCTGCAAATACCTCTTTAGGGCACGCCAGAAGTGTGCAGGA 

GATMCATATCTGGCTGAMCTTTCAATCCCTGACAGAGGGGATTTGGGATACAAATACT 

TCGACTTTCTCACCCACTGGTGGGGATAACCCTGAGGAATGTTCTTCAGGGTTCCACAGG 

ACTCCTCTGAGGGACTTGTAACAGTTCCCCCCAAGAGTAACCTGTTCAGTGCTGTGCCTC 

TCTTGGCTTTCTTTCATGCCTCTATTCTCMTTCCAGCTCTACTCCTGAGTTTCCTTGCT 

CACTTTCCAGGMCAGTTTGAATTCAAATTCTTCTCTCAGGCTCTGCTTTTGAGGGAAAT 

CAGTCTAAGACAATC 

Sequence 3040 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAATAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTMTAGTTTTTGGTATTTTMCTTGAGACAAAAATTGGTCACGTTGCC 

ATTCACTATCATATGTAAGTGTAACAATTGCACTTTTATG 

Sequence 3041 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAATGCCAMAATTTTGTTAGGGAMCATTT 

TTCTCCTTTCTCCCTCTCAGGGAGAGATGATTAAGAAAAATCAAG7TCTAGTGGCAGCTG 

GGTCTTAGAGAGMGGTTTTTCCTACCTGATTATCCAGTTGTTTTGGGGATGGCAGTTCA 

CACTGCTTGGAGCAGAGTCTAATTTCCCGAAGATTAATAATATTAAAGAAAGTTAAATGA 

AGCAAACAGCATGCCACACTGTGCAGAGCCCCAGTCAGAACCACACTGCCCAATTCCCTT 

CTGCTATTGGGMGATAATTACTGAATCTTTGTTCCTGTGAAGTAMTGAATTTTGAATC 
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CTCTGTATGTTTAATTATCCAAAATTGAACCTTTGTT 
Sequence 3042 

CCCTTCGAGCGGCCGCCCGGGCAGGACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGTATATATTGGATTTGTTTATA^ 

Sequence 3043 

ACCTGAMCCTGTMCTTTACATGAGTAGAAATCCGAAATGTTATAAGGCAATTGTTACA 

GCAAGAAAGGAAAAGACTAGTTATGTGATGTGCTCACATCCAGAAATCTAATAGCAGATG 

ACTCACCAATCATAATAGAGCATGTCAGTTAAAGNNCTCCGTGACTTCAGTCCAGACAGG 

ATCAAGTCCCCACTCTACTCCTGTCCAGTGTCTGAATTTANACAAATGACTTATCCTCTC 

GATGTTTAAGTTCTCATCCTGATAATGGCAGCACCTACCTCACAGATTTGTGAAGAATAG 

AAAGTTACTACATGGCTGCTCATCACAACAGTGATGAATACATTGCAGGGACACTTTAAC 

TGGTGTACC 

Sequence 3044 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTT 

Sequence 3045 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTAAAAAGTAATTCACAGGCAAAAATTGTAAAGGATTGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGATGGAGGTGATTGGMGCAAATTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCA I I I I I AA 

Sequence 3046 

CCCTTGAGCGGCCGCCCGGGCAGGTACCCTCTACAGAAAAGCCAGCTGAATGTAAAACTC 

CCCTAGTGCCCTTTTCTCCTTATAATGGTATAGTTATTCTTGTCCCTGACTACTCTGATT 

GTATGCCAGGGCCTTCMATTATTTGCATTTTATATCTTGTTCATCTTTAATAATTATAA 

CAGCAGGAAACTTAGCCTAATAAAGTCATTCCATTCATAACTGGAACTCTAATTCTAAAA 

MGAMTTMTTAMGAAMTTATTGATGTGACCAAGGTTTAGCTACATGTATAATCCAC 

MCAGMATTTTTCTATCAGTAAAAAATTGGAAGCAACCTATAGGTCTGACAATATGGAA 

TTATTTAAATAMTGATGATTGATCCACTGTAAGTCAGGAATTGCTGCCAACATTAAGGG 

CTTMCTGAGGTCATGMTTCAAAATGTGACCAAGCACTATGTGTGTCTGTGTGTTTTCT 

TCC 

Sequence 3047 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTMTTATATGTTTTCATTTTCTCTTA 

GCTGTATAGCTAGCAGTGGAATTGTGGGATCATATGTMCTGTATTATCTTTTGAGGAAC 

TGCCAMTTGTTTTCCAMGCAGCTATACCATTTTATGTTCCTGCTAGCAGTGAATGCAG 

ACATGATCGCTACACGCAATTTCTGCCTTTTCTTTGCATCATAGGATAAAGGATGTTTTT 

ATGTTGCCTMTTTGACTTGAAGACTGGTGGCTTTGATGACTTTTAAAAATATTAAATAA 

AACTTTATTTAC 

Sequence 3048 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 
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CGAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGGCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCGCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTCAGTGGA 

CAGTGCTCCAATCCTCACTGNATTTAACAGCTCACACAAAGGACGGATTAACTGTAATAG 

TAACACTACACCCATAGTACCTGC 

Sequence 3049 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCATAGTTAGCTGTTTATTGCTTTCCTG 

CTCTTATTCTCAGTCCCCAGGACCAAATGTTGACCACTACCTTCCCCCACATATAATTAG 

GTTATTT ACCG AACGCCATGCAGGTGGCTGTTAAAAGGAAGATATATACTTACCTTATAA 

ACTCMCTTTTCCCTGTTGTCTTTCTGTCTCACCCCTACCTCCATGCTTTAAATTAACTT 

TTC AG G CTTAGGCCTTATCTCTCAGT AG AGCC ATATAAG GTATGTGTAAAAG CAGG AAAA 

TGTTTCCTGGGGATGAAGCTT 

Sequence 3050 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGACTGTCCTAACAAAAAACAAAATGAAGG 

CAGMGTAGATTTTTMTTGGCTGTTTCATCTTTCATAAAAGCTAAGAACATAGTAGCAG 

AATGTAGCTTTCTGGAGGTGACGTGTAGAGGGGCCTGAGCTGAGGTCCAAGTATTTNNCT 

TGC TCAA AGAGTAGATTCAGAATTCCCAGTGAGAGGGGAGGAGGGAGAATGTTCCTTAAA 

CTGTTTTCCTAAACATCTTTAAAMCAMCMACAAACATGGTTTTTAATAGGAGCTCAA 

CTGCAMTGCTMCAGGTAGTATTTTCTGTTAAGGTCCTGATGCATGCAAATGTATTGAG 

AMGATTATACTAMTATTTTTCTCTTATTCMCCACAGGTTTTCAGMTATTGGATTT^ 

ATAGAACAMATTTCCAAAAAGAATTTTGAGGGCTCCATGGATTTGTCCACTTTTTATTG 

TCAAGTGAAAACAA I 1 1 I I I I I 

Sequence 3051 

CCCTTTNG AGCG GCCGCCCGGGCAGGTACCCTAGAACTTAAAGTATGATAATAAAAAATA 

. AATAAAT AATTTTAAAAAATAGATTTAAAGAAATCTCTACMTTCTTTAAAGAATACATT 

TMTTTTGACATGTTAGAATTATATTTGATTGAATTTAGTTACTGTAMTATTAGATTAA 

MTATTTTTGTTTTATTCTTGTTTTCTTTTTCCTAGTCCTCCTGGT^ 

AGTATGATACACAATCTGGTTAGGTCTCAGAACAACCATTATGATGTCGGATGAGCCATT 

CATTAATAATAATTGAAACAATAATACANATAAAGCTATCCTTTATAGGAGCACTTATTT 

ATATGCAMGTGCTGTTATAAAGATGGATATATATTTATTTCTCATTAAATCATTAAGAA 

AAAGGTTACTATTATTATTTCCCTTTTAAAGATGAAAAAAGT 

Sequence 3052 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCCTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTA 

Sequence 3053 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGCTCTCCTTTTTMCTTTGGGTTT 

TCTAAGACTAGAAACATGAAAGTGCTGAAGATGGGCATGAAAAATAATGGAGAGGAAAAC 

CATGGGGATAGTGMG ATAAT GMATAAGTTTGGGCCCTAATGAGTTTGGGGTGGTGACA 

TG MGATT TAGTAAMGTTTTGCTAGTGTTCTGCCCAGACCCTCAGCCCAGACAGGTGCA 

GCCTTTTTCTTCCTCCCACTTTAGGAAGGCAAGGTCTGATTGATGTGCCAATGAGAAATA 

TG AMG TGTAA GMCA CTAGAMTTCMTGCATTTTTATMCACTTTGTAATTTACAGAT 

TGTTTTGCCATCTTTTATTCTATTTATTGNCACACAGTTTTATCGTMTCCTTCCCAATG 

GT 

Sequence 3054 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTTTTAGGAGTTTAGTTTCTA 
TTTCTCTGTTTAGCTAATTCTCTATCTTTTGGCCACTCC 1 1 I I I I ATTCCCCTCAAACAG 
TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATAATTATGNNCA 
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TGCAACMTGCAACAATTTAATATATMGTGCATTACATTTCT^ 

AAAAAAATTAGCCGGGTATGGTGGTCTGTGTAGAGATGGGGTTTCTCCATGTTGCCCAGG 

CCAGTTTTGAACTCCTGGACTCTAGCAATCCACCCACTTTAGCCTCTCAAAGTGCTGGGA 

TTACAGGCATGAGCAGCCACATAGCTTTCTTAGCATGCCCTTTGTATGATCCCAGACCTA 

AGTCCAAGGGATTTATCAATGATACGCATCCATCTTCCTAAGGGGA 

Sequence 3055 

TNGAGCGGCCCGCCCGGGCAGGTACTTAMGTTGGTTGTTTTTTAATGGGGATGTGGAAT 
GGAGGGGTAAATATTTTGTGTTTTTTAATGAGGAATCCCAAACACTAGAG1 I I I I I CUT 
ATATTGCAMGGCACTGATGCCCCTTCTCACAAMTATTTCATGCTTCAGTATTGGCCTA 
MGTTGACTATCTTTATATAAATTAMATCTTCTCATGTTTTAGTGGTGTTTTAGAAGAT 
CTTGACATGTTACTTTTTGAATTAAAGTGAAACGCATAGCATATGGACTCAACAAA 
Sequence 3056 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGCCAGGCGGAAGCCCGGCTCCGGGCCA 
GCATCCGAGAGCCCNGACTGGANGAGTTGAGAAGAGGAGGAAGAATAATGGGAGGAGA 
Sequence 3057 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGGAGTATCTTGCAGCCAGCGTGGACTCGAGGA 

TCTCTTCMGGTTTTTGCTTTTGGATGCCCGCTCCTTAGTTAAGGGCCTGAAAGTGAGGT 

CATGGGCTCTGATTTAATGAAGGACTGGCCTCACCAGGCAGCAATTGCTGGGTTCTGCCT 

GAGTTCGTGAATGCTGAAGATGGCGGCCCAATTGATCGCAGCTTCCAGAAAGAAGGGATC 

CTTTCTGAATGGGATGGGCAGTGAACTTCACACCTACCCTTGGCAGGCTGGAGAAACTGA 

CCAAGAGTCTAGAAGGAAGCTAATGTGCCTCAAT 

Sequence 3058 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTT^ 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGC 

GTTTAGGGGNTTTATTGGATATATTGGATTTGGNNATATACCATTA 

Sequence 3059 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCTT 

TGTMACTGGGTCAATGCTATTCCATCTGAAAGGAAATTACAGAATTATTTTCAATTCAA 

TTATACATCCCTGCAAMTAATTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGATG 

CCATCTATATTMTCCTAMACTTATCTTCAAATTGATTCCCAMGTCCAACACACTTTT 

TATTTMTAAATATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTTG 

GGAGGCCAAGGCAGGCGGATCACAAGATCAGGANATTTGAGAACATCCT 

Sequence 3060 

CCC TTAGC GTGGTCGCGGCCGAGGTACTTTATTMGGMCTCTTAATGGMTAGGCTTTT 

GGGTTmCTAGmGCAGGATAGATGAAAAACATGGCTGCTGTATlTGTTGGCmCCT 

GAGTTTATTCATATANTAACAGGTAACTCCAAACCTTCAGTGGTTTACAGCCACAGAAGT 

TTATTTCTCACTCACGTGATCTGTGGGCTGGGAGATGGCTGTGGCTCTGAGCTCCATGTA 

TTTTCTTCATTCTAGGATCCAGGCTTTCGTGAGTAMTACAGAMGATTTTTGTAATATA 

TCAACTGTTTAAAGTTT 

Sequence 3061 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGCTGACGTTTTTCTTCAGAAAAAAACTAA 

TTTTATGGTAAAATTCTTTCCAAATTTA I I I I I CTGTTTTATTCCTTCTTTTCCAAAATT 

MCMGTCMTTCAGCTATCTATGTAGAMACTGATTTATTCCTTGTGTGTATGTTAGCA 

ACGTTTATMTCTCTTMTATTATTAATTCCATAGACTATTAGCCATAAAAATTAAATGT 

TGACATTCTACCCTATTCATAAAGTAAACAGCMAAGAMTTTAAATTATTAGT7TGTTG 

TTGTTAGAGAACTATCTTTGTTTTAATGCCTCTCATrTTTAGGAGAATAAAACCTGACCT 
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TAAMTCACCTTTGTAGAAATGGTGGCTAATAGCTTATTCTGTTAGCCATGAGGAAATCT 
Sequence 3062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGCCAGGCAGAGGAGTCTGACAGACCC 

AAGGATTAGAAGCCGTGTGGTTGCCCCTTCCCAAGAATAACCCTTGCTTGGGTGTCTGAG 

ACTGCAAGTATAATCCTGCATCAGAGGAGAGAGAGCAGGGAGCTGGGGCCAGGGCTTGTG 

GCTGTAGACACAAGTGGAAGAAACCCCAGATCTCTTTTCTTTTCTAGGGCACTTCTTGCT 

ATTGTMTTTGAAAATGTATTATTTGAATAATGAGGGATGTCTTTCTCCTGCAGGACTGG 

TAGCTCCTTGGAGGAAGGGCCTACTGGTCTTGCATCTGTCTCCCTACCCCAAGGCCAGGC 

ACATATGGGMCTATTTGTTGGGTGTGTGTAGTTTCAAGTTCTGCCTCTACCCCTGCCT 

Sequence 3063 

c cctta gcgtggtcgcggccgaggtacaaacctggccgtctaatgctgttaatagtgcag 

cattttaggtcctctttacccaggactgcctgttcaacmttagggattmttgcttccc 

ggattatccaaatccaaagtgtctttaacccagctacctatgggtcactggctcattaac 

atgcacttcctcagacttctcacttgaacagctaaagtcmgctggmctcattttcttt 

ttactgatcagagmamtamtctacagtttggmtttttcttamttagag™ 

aatcaacagaat 

Sequence 3064 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTMT^ 

TTTGTTCTTGGCTTTCTTAGTTCTGAAAATTGAMTCTGCCTTCATTTTCACTGATGCCT 

GTGTTGTMTGTGTCAGTAMCTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTC 

TGCATATCTTTGTGCTGTTCTGGMTTTGTTTTCTGTCCATCACCGCATTTACCTGCCCA 

TACTCTGAGGCTMCATATCCAGAMCTTTTAMCTTAACTTCCATTTTTCAGAACAGCC 

ATCTGCTTTAGAATAMTGATTTCCGTTTATCCAGAAAAAAGTAACTAGGTCTTAAAGAC 

TTCGTGTATTCGCCGTTCTCACATGTGGCAAAATATGGNTN^ 

Sequence 3065 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTA 

TAAGTCAGCAATAAATAGTTGCCATTTATGAATACACAGGACAAAGAAAATTGAGCACCT 

AGTGGCTGATGTTTGCAAMTATTAMTMCTTMGTTCATTGAATACAATTAGAGTCAA 

ATTMT GMGCTTA GAGATCTAGTGTTATTTAAACTACTAGTAGTGGGCCAAGTGTTGCC 

ATTMCATTTTTTTAATGATGAAATAGAATAGTAAAAATATC 

TTCATTCTAGCTTTAAAAAMGTGTTGTTTCATGMGCTTTTGTGTATTTTGCATATATA 

GATCCCCAGTGTAAACTGTATTTGTTACTTTGGCTCATAGCCAAAAACTCTTGAAAGCCA 

CTMTCTAGCCCAGTGCCTTCATTTCATAGGGTGGCAAAATTAAACCTATGGGTCATCTG 

ATTTGCCAAMTTTCCTCAGGGAGNTTAGTGATAAMTNCCTTGGGGGCNTTCANAACTC 

CAAGGCCAG ANGA I I I 1 1 1 A 

Sequence 3066 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGGTTACTTCAAGCAAACAGTTCTGAGCT 

GTCAGGGTATTTCAGCCACCTCCTGACAGGCAGAAGGCCCTCAGAGGTCTGCCATCTTGC 

CTCGCCTAGCCGCTCGCAGGMGAAATCTCCCTTCTTTTGCCTTGCAGCTGGTGTTCACC 

TCTCTGCCTTAAGTATTCATGCMGCCTTCAMGTCTCCTTCCATTCTCTATTTAGCCAA 

GCACTTTGGGGTTGAAAGTTGAAAATAGCCAMAACCCAGCTCAAACTAGATTAAGGATG 

CTCACGGGGAATGCAACAGAATGGACAAGGTTAGAATGGAGGCTTCCCCGAAAATTAAGC 

TCCAGMG7TTAGTGCTTTCTTGGGGCTACTCTCTATTAAAAATATATATATTTTAAA 

Sequence 3067 

CCCTTT CGAG CGGCCGCCCGGGCAGGTACTGAGGTGCCTCATGAMATTAGATTATTTTG 

GAT GTATTTT CAGGTAGACACAAGCCCATTCTTTAMTCAGTTTTTGTTCTTAAAGTAGA 

ACTATTTTTTCAGTTAATATAAAAM 

GGGTTTNCCTNAATGTNTTTTNGGCTNTNAAGGAAGGTNGAATTCCCGACCTTTTTTNAG 
NCCCCNGAAATCCATCATNTTTNGCCTGCCCCTGTANCAAATNANCGGCTGATNCTGGGG 
CTTNTMNANCCCANNANGCTNTCANCCTGANTTTTTlvriTTCNCAGNCANAAAAAGTCNT 
GAGGGNGGATGANATTAAAAAAAAAAAAAAA 
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Sequence 3068 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTATCTGTGTTTTCGGCTAACAAGC 

GGTGGACGCCTCCTCGAAGCATCCGCTTCACTGCAGAAGAAGGGGACTTGGGGTTCACCT 

TGAGAGGGAACGCCCCCGTTCAGGTTCACTTCCTGGATCCTTACTGCTCTGCCTCGGTGG 

CAGGAGCCCGGGAAGGAGATTATATTGTCTCCATTCAGCTTGTGGATTGTAAGTGGCTGA 

CCGCTGAGTGAGGTTATGAAGCTGCTGAAGAGCTTTGGCGAGGACCAAGATCG 

Sequence 3069 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAMGCATTGTAMTTGTNTACTGCAGNGTCGTNTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCANTTGTTNCACTTACATATNATAGTGA 

ATGGCANCGTGACCMTTTTTGTCTCANGTTAAAATACCAAAANCTATTACAGNGTCTAC 

TGGATTTATGTCTNTATNACAAATCTTGATAGTGCATCCACAACATTACTGGCGTNCTTT 

TTGCTTTGCTTT 

Sequence 3070 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAGACAAAGATGGATAAAACAGAGTCCTT 

GATCCAGAGAGCAGAGTCTAGAGTTAGGCAGGCACACAAAGAAATGATAATGAGATAATG 

TGATATGTGCTATAATAGAGGTATGTTCCAAGGGCAACGGGATAAAGCAAATGATTCTGT 

CTGGTATAAAAGGAGAGGATCTCAAAGACAGCATCATGTTAACCAGCTCTTAAGGGATAG 

GCTCACCTACAGAGATATGAAGGAAGGGAACTCTAAACAGAGGGAATGGTATCAATAAAG 

AGATGAAGGCATCAAGTGTAGTGAGCAGAAAGAAATCTGGGTATCAGGAATAAAGATATC 

TAAGCTGAGCTGGCATATGTAGACAAGAGTAGGAACGTTCATGTGGTGTAATGCTAGCCC 

CAT GGGCTM TCAGTGTTTGGGGTCACAAGGATGAAGATTAAGAGTGTTTCATGTCAACC 

AAAAI I I I I IGGNATCATTGGTAAGANAAAGAAGCA7TATTTTTNTACCAAGNANAACCT 

TGMGGTGCTNT TCAC CC^^^TTAGGTAAGGGGAGTANNTTTTTAMTTTTAMCCANGN 

TTTAMTCTTTCCTTTTGGGGAAATTTTCNCCCNT^ 

CAACATTGAGGTGCNNGGGACTTTTT 

Sequence 3071 

CCCTTAGCGTGGNCNCGGCCGANGTNCATGAGCACCCTGGAGATACTAAAACTNTTATTC 

TGACTAMTGTNTNTCAANAGCAGCCTCCAGATTTTTCTGCATTCTTGCTACCTTGTTAA 

CTTGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTNTTAGAACTAANATA 

ATACAATTNGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAANGANGGTGGA 

AGMGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAGATACATTCTGAAGCAGCCAGTTTC 

CCCAGTGTCCCCACCCCACCCCGTATGGGGCTCACATTCTATT1TTCTCTTTGTCCTTTT 

TTT 

Sequence 3072 

CGGGCAGGTGCTAGCTTGAGTCGACCCACGCGTCCGCTCTGATTTTATTCTGCCTCTAAG 

AGGATATTCAGCACCCAGAGCACCCTATTCCACTCTGTTTTACTTTTCCATGAAGAAGAG 

AGGGAGGGTCATAAAANGATAACTAAAAGTAGACAGTAAATGAAAATGTTGAGGGGCATT 

CTTGTGTGTCTACATCCCATGGGTCCTAGCTCTACTGTCTACAAAGGACAGCAAACGAAG 

G 

Sequence 3073 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGNCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTC 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGGGGATAACANCAGCCTCT 

GCGTTAGGTGGTTTATTGGATATATTGGNATTTGCCATATCCATAT 

Sequence 3074 

CCCTTAGCGTGGTCGCGGCGGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTAG 
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CAAMTTTAAAGAGTTATACCGGGGTGAGTTTTACAGAATTAGTAAGACCATTTAAAAGT 

AATAAATCAACGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATGAAMCACTATTACMCMTATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 

ACAATTGAAAAATT 

Sequence 3075 

GGTACGCGGGCTCCTAATATTGGAAAGGAGAATGGAGACTATTTTGTGTTCCAACATTAA 

CTAAAAATACTACCAATTGCAGAAGAAAAAAAAGATGGTATATAAAATAAATCATAATGA 

AAAAAGTAACAAMTAGCATCCTTTTTGTTTTCCAAATGAAACAAAAACTTTTCACCTAG 

AGGTGCTTATAGAATGTGACCTGATACTAAGTAAATACAAAATTGTCACTGCTAAATAAT 

TTTCCAAGCAAAGATAATGACACTAAAATATGTTTATTCGTTCTCAACGGTAGCCTGCTT 

CTCTTGGAATTCCAGTCAGCTTTGGCAAGAATGTCTTTATCCAAGTGTCTCCAGAGTATT 

CTGGGCAGCTCAAA 

Sequence 3076 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGrfTGCTGCTGCAGGATCA 

GCCATGGTAGATTA 

Sequence 3077 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCATTTGGATTCATAGCCCTTAGAATCTACT 

GTTTCCAAAGCTAGTCGAATATCAGAAAAGCAGCTTGGTAAAGTGCAAATAACTTTGTTC 

AGGGAATCAGGAAGCACAGCTTAGAATCCCAGACTCCCTCTAACTGTCTGTAATGTAAAC 

TCAGGTAATTCCCTTCACTAGGTATCAAATGTCTCATCTATAAAATGAAGGGTATATATG 

TGACCAGTGATGCTACTTTGACGTATTTTGAGTTAATCAGAGATTTTTCTGCTCAAAATC 

TTTGGAAGAAAAGCTACTAATGGGTGGCAGAGAGTGGCAAACGTTCTATCTAAACTATAG 

ACCTCCTCCTCTTCAGAAACCTCTGATGAATTGTGCTACATAGAATAAAATATAAAATCT 

TTTGTATCCTTTACTGGNGCANAAAGTANATGCTTGAI 1 1 1 1 1 1 I CT 

Sequence 3078 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTAATACAT 

ACACATGCACGCTTTTTAATTACATAATGTATATGTACCTNGGCCGNGACCACGCTAAGG 

G 

Sequence 3079 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCTA TATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTI I I G 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTG 

TCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCG 

TTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTAI I I I I AATACATACA 

CATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGC 

GAATTCCA 

Sequence 3080 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTTGTCTCCCAAAATGTGAGAACCTC 
CATTAAGTCCAGAAACAGTTTT1TAA 

TCACTCATTGTCTGTTATGTGTCAGGTCTTGTGCCAATATTAGAAGCATAGTGATATATA 

TGACCTGGTTCCAGCTTTGGGGAGCTCAAMTTTAGTTGATGAGACACACMTTTCATCA 

TCAGMTGCMTATTATAGGTGTTAAMTCGAGGTGGATAAAGTGGTTGTTTTTCTGTCT 

TTCAGTTTGCCTGGGAGTCATACTTCAGAATAAGGGCTAAAATTGGGGTCTAAGAAAGGT 

GTGMTMGGAAAACATTAAATACTTTTACCTAAMGAAMTTGGGAGAGACAGTTTANG 

GGACAAGTTACTGAATAAGAA 

Sequence 3081 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGCACCCTGGAGATACTAAAACTCTTATTC 

TGACTAMTGTCTTTCMGAGCAGCCTCCAGATTTTTCTGCATTCTTGCTACCTTGTTAA 

CTTGCAGTGCCTTACAGTTTACCATTGGCTGTCCTGAAATACCCTCTTAGAACTAAGATA 

ATACAATTTGAAATCATGGGTAGAAATCATGAAATCATGGGTAGAAATAAAGAAGGTGGA 

AGMGCAGCTAGGTTTCCAAAGCAGCAAAATGTCAAGATACATTCTGAAGCAGCCAGTTT 

CCCCAGTGTNCCCACCCCACCCCGTATGGGGCTCACATTCTATTTTTCTCTTTGCCTTTT 

TTTAAAT 

Sequence 3082 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGGCAGTGTTTGGATCCTTCCCTGGAATCA 

GTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAACC 

TCAMGGTGTM TTCTCT TGGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAAT 

TCTTTTGTTGTTC I JIM IGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAAT 

CCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTAC 

GCGGGGAGCTCAAAGCCCGCAAGA 

Sequence 3083 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACA7TTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTC^ 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTT7TATTGGATATATTGGATTTGGTTATATACCATTATT7TTM 
ACACATGCACGCTTTTTAAT 
Sequence 3084 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTMAAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTC^ 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTGGATATATTGGATTTGCTTATATACCATTATTT^ 
Sequence 3085 

CCCTTACGTGGTCCGGCCGAGGTCTAATTAGAAAATATAGCTTGAGCCCCGTGCCAGGCC 

TGTTTTGTTTGTTTTTGTAGAGACATGGCTTCACCATGTCTCCCAGGCTGCCTGCCTTGG 

CCTCCCMAGCACTGGGATTATAGGCATGAGCTACCACACCTGGCCTTACGGTTTTCATT 

MTATAMTATMCTACGTATTCCCMTGCCACATTCATAAATGAGAMTTTTAATTATT 

GATAT CTTTAAGTTTTTAACAGAAACAGTGATACAAAGCTGACCTGTTAAAATTACTTAG 

TTTTTAAMCMTCTGCMGTCAGTCTGTGMTGGTATTTACATATTTMCCATTTGTTT 

ATAAGAAATATTTACCACTGCCCGGTCCCTGCCCGGGCGGCCGAA 

Sequence 3086 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTC^ 

TCTACATA CACA TCATTMTACTATTGGTATTACTATTGTGGATAACAACAGCCTCTGCG 

TTTAGGCGT TTTATT GNATATATTGNATTTGTTTATATACCATTATTTT^ 

CATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGNCGCTCNAAAGGG 

CC 

Sequence 3087 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAMGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGtGTGCTTTTGTG 

Sequence 3088 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAAAAATGAAATGCTGAT 

TCTGMTTCCCAGTATGAMTCCCTTATTGAAACAGTTCCATCTCAGCATGAGCTTTATG 

GGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAGCATCTGGGGATGATT 

CTCCTCAMTTCTCCTCAMTGCMTGTTMCCTTTAAGAAAAACCAGAAGAAACAAATT 

TAAMTACCMCAMTGATGCCTGTTTTGCATCATTAACCGTAAGTGTTCACATTGAGAA 

ATCCATACAATTGAAACATAAAATCTAGTATCTATCTAAAAATAAAAACAAAAATAGAAT 

GGMTGAAAMCACATGCMCTGGAGTTATTAAGCTAGTATTGCTCTTTTGTATTTTATC 

TTTCTGTTTACTTATAATTTCTCCCTATTGCACAATAAGCMTTTATAGTAAATTGTAGA 

TCTTATATATCACTGCATTCCAGCCACCTGGCATTTTTCCCTAACATATTAGCCCGATAA 

ATATTT 

Sequence 3089 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTTTAAACTTAAGTAAGCCTT 

AGTAGTTTATGGCAATTTTAAATMCCTTTGAAAATATACAAGCAGATACATACATTAGC 

TCTAMTGTATATATAATTATTTTATTGAAACTCACATTTTCGGCGAGGCGCGGTGGCTC 

ACATCTGTATTCCCAGCACTTTCGGAGTCCGAGGCAGGCAGATCACAAGGTTAAGAGATC 

GAGACTCTCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAATTAGC 

CTGGTGTGGTGGT 

Sequence 3090 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3091 

ACAGTAGTAGAGTGAGCGGAAGCACTTTTGGCTGAAGTGCAACATTAGTGATTGAGGMG 

TGCAGGTCCGTAATATCTTACCCCAAACCCTGGGGCTCACTGAGCTTCCGAGTTCAGAGT 

TTTTCAGAATTGATGAACACATCCAGAAGGCCCATGGGGCAGATACACCTTAGACATATT 

GATGAMGTGGAGTTGGMTTGGGTTGTGGMGTCGTAGGACGTGMTTCTAGGTTTCTT 

GGAGTGTGGAGTATGGTGTCTACCGTTTGGAMCAGAGAAGMTGACATTATGAGTTTTA 

TTTATAAMTA AG AATTTCTTCTTTGTATTAAAATAG A I 1 1 1 I ATATAGGAAATTTTCAT 

TACCTTCAGTATCAGAAAGGCCCCCAMTCTATTTCACCGTTTCCATAATAAATTGTGAA 

AGAMGATTTGATTGGGATATTGTCTTTAAAAATGAAACCAAAAAGTATGGGAAAATCTT 

TAATTTT 
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Sequence 3092 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCACGTCCTCCCAGACCTTGAATGCACCGC 

TGCCTGGGCCCGTGTTTCAGCCACACCTGCCCCCTATAACCTAGCTCCAACCTTCATCCC 

TTGGTGAGCCTCCCCTGGCAAGTCATAGAAACCCAGAGGGAGTTCCTTATTTCCTGGTCA 

CCCGGCACAGCTGTTTGCMTCTTCACTGTCCATTAGGCACCTCAAGGGGCTTTTAAAAA 

TATTCATTCCTGGGCCCCACCCCGAGAGGTTTATTAAAGTGTGTGAACTACTGGGATGGG 

TGTTGGGGAGAAAGACTAAGACATCATNCAAACCACANATGTTTCAATCTGAGGGGGAAA 

ATAACATATGCATGCCACTACCCCTTTCATGAAATGGGAANCTGTGGGGTGTTGCCAAGA 

NMNAAG GTTAT GTTNCCAAAAAMGTTCGAAAAAAAAGATTTCTTAAGGGTNGGGGAAT 

CANAAAGCTTTTGGGAGACACAMGGCCTTTTAMCCNGCCTTNTTTCCT^ 

TANAAAATGGGTGGGNTATTTACATACTGGGCCCTTCCNAAAMTTTTGGNAACTTTNGG 

GGGGCTTGGGCCCCNCMAMTCTAANNGGTTTTTTAAATTTTTTGACCCTTT^ 

GGAAAAAGGCCNAAAAAMGNTNGGGTTTGGTTTTTTGGTTTTT 

Sequence 3093 

GGTACGCGGGGATCGTATCCATTTAATAATAACCAGCTGATGGGATGCTGTGAGGTTAAA 

TGGGATGCGTAGGGAACGTGGGTTTGTAGGTTCTCCATAGAGGGTAGCTGCTGCTCTTAT 

TATTGAGACTCTTGTTGTAGGACAGTCTCTCTCTCGCTCTCGCTCGCGCTCTCGCTCTTT 

TAGACAGGGTCTCGCTCGGTTGCCCAGGCTGGAGTGCAGTGGCACGATCATAGCTTATTG 

CACCCTTGAACTCCTGGGCTCAAGAGATCCTCTGCCTCAACTTCTTGAGTAGCTGGG 

Sequence 3094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTTTCTTTTCACTTCATCTTTACGGGCA 

TATTAATGAGTGGAGTAAAGCACTCAGAAGAACAGCAGGAAAAGAGGATTCATGTATGTC 

AGAGGAGCTGAAGGCTCTCAATAGGTTCAGAGAATGCAGGTCTTCCAGCTGCTGAGGGTG 

TATGCTTCCACTATGCCTNATAGCAACCCCTGAACAAAGTGGGGTCTCTAAAGTTCTATT 

MCAGGCTCAATTACTAMCACCTrTAACCAGAAAATATTCCCTCTGGGTCCTTTTCCTT 

TACATTCCATGAGTTGGAGAAGGGAAGGAATTAGTGTAGTAGTTGAATGAATGGCTGAAT 

GAAATGATACAGTTGATAGTGTMGACTCTACAAGCAGCAAAAGTCTTGACTATAAAAGA 

TACTTCCTTAAAACTGAGAAGAAGATATTCATTTTTGTCCCCCACTCCCCGGA 

Sequence 3095 

ACTTAGCACTGGTTTTCAAGCTGAAAAGTAAGTATAAGTCAGCAATAAATAGTTGCCATT 

TATGAATACACAGGACAAAGAAMTTGAGCACCTAGTGGCTGATGTTTGCAAAATATTAA 

ATAACTTAAGTTCATTGAATACAATTAGAGTCAAATTAATGAAGCTTAGAGATCTAGTGT 

TATTTAAACTACTAGTAGTGGGCCAAGTGTTGCCATTAACATTT7TTTAATGATGAAATA 

GAATAGTAAAAATATGTTTATTTTACCTMTAGGTTCATTCCAGCTTTAAAAAAAGTGTT 

GTTTCATGAAGCTTTTGTGT 

Sequence 3096 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCATGAAGAGACTGAACGTGCAAGATGCT 

GTCTCCTCCCAAATAGACTCACTACTGAGCATGTCTCTGAATTTCTCAAGTGTGTCTGAC 

AGTCTGAGGGACTGCTGCTGTTCCCTGATTGGCAGGTGAGGGCAGGTTGGGAGGTCTGAG 

GAAGACCCATGCCAGATACCTGAGAACCACCTTTGTGTCCAGTGAACAGATAGGCTAGAC 

CCMGMGAMTGCCATCCCAGAGAGCTGGCTTATCTGAAAGTTGTAGTTGTTTTTCCTT 

TMTMAGMGTGGGTGGCCCAMTATCTTTGATCTGCTTGCCTTCTCTTCCCCACCTGC 

CAGTGTGAMGGTTCTTAACTTGGTGGCCCCGTGTAAAATGGGTriTTACAGCTTGTGTT 

CCGTMCTGMGGGCTTTTGATGAAACTGTTTTNGGTGAAAAGGCT 

Sequence 3097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTCCMTTTMTTCTTTTAGTTGAAT 

GAGCTTCTTTCTCGCTTGTTACAGACTCACTTAGGGTCATTCCTCCCTGCCTTAGTCCCA 

GTATGGTCTCAGTMTGACATGCAGTATGGGGACTTTGGACTCCTGTTTGAACAAACCAG 

CTTTGAGATGATAAAAATTTGMTATGMTTGAGTTCTTGMGATMGMATTGTTAATT 

TTGTCAGGTTTGTTAATGGCATGGTAGTTACTCTAAAAACAAATTTCTGGGCGAGTGTAG 

TGGCTCATGCCTGCAATCCTAGTACCTCGGCCGCGACCACGCTAAGGG 
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Sequence 3098 

CCCT TAGCGTGGTCGCGGCCCGAGGTACTAATAAGGCTAGGCTACTTTAAGGAATTTCTA 

TTTTGAACCAG ATAACT AGTATTAAACAGCCATAGGCCGTCTTCTAACCCCAGCTAGATA 

TTTTGCAAAATGTTTTTGTTATAATAAAGGTAACAGAGGCCAGGCATGGTGGCTCACGCC 

TATAATCTCAACACTTTGGGAGGCTTAGGCGGGTGGATTACCTGAGATGGTTTCAAGACC 

AGCCTGGTTAACATGGCCNAAACCACGTCTGCTAAAAATACAAAAATTAGCTGGGCGTGG 

TGGCAGGTGCCTGTAAGTCCCANCTACTTGGAAGGCTGAGGCAGGAGAATTGCTTGGACC 
TGGGA 

Sequence 3099 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGTGGCTGTGAGTAAATACTGTTTCTTTGGC 

TAAATCTTAGTGAGCAAAATGACACATATATGTATTTTATAAGTCCCCTGATAGCCTCTG 

TGCCTCCCGTCTTTTGTTTCAAGTAATCCCTTGAGTAGAGCTGCATGTAAGTTTCAAGAA 

CATGCCTTTCCTTGGTGGGGANGGAATCCTGTATTCAACAATATTCCAGAGTATTAACTA 

AGTGGGATCACATTCATGAAGTGGGTCTACCTTCGTTTGCTCCTTCTGNGGTAATTTATC 

CTCAACACAATCTNCTNTANGCTNAAAGGGGTAAAAGTGTGNCCAAGAAACCCCTTCACC 

ANACCACACATACAGTGATGCTGGTCCCACTGAAMCCTTTTTTGGTTCCGTTCCNACCT 

TACCCAATNTTGNCTACCAATTGGCTMTTTGAANCAATCGGATTTTCCTTGGGAAACTG 
GGATT 

Sequence 3100 

cccttagcgtggtcgcggccgaggtacttaa i i i i 1 1 1 1 1 1 1 1 1 1 1 1 1 i i i i i cggag ac 

aggatcttgttctgtcgcccagcgtggagtagcataatcatagctcactgcagccttgaa 

ctcctatgctcaagtgatcctcx:tgcctcagcatcccaaaatgctgggattacaagcgtg 

cnccactatgcctggctaatttat tt7at ttcattttttgtananattgagtctcgtttt 

gttgccccggctgatcacagttacttttgagtatatataancagnggctatcaggaacac 

mgaggcccagttacttccatttcttgagattttctgtatattaaaaaatttaaaagggg 

atattctgggggatttattatcaaaactgtgntgatatgttaaatgtgtacctgcccggg 

cggcccgtttaaaaagg 

Sequence 3101 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CTACTTGTTTCTGCTGCTATAATANAGAGGAGAAAATGATGAAATGCTCTTTTTACCTTC 

CTGTTTGAAGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTAGGGGACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAGATTGGTGTAGGTGA 

Sequence 3102 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATA CACAT CATTAATACTATTGGTATTAGTATTGNGGATAACAGCAGCCTCT 

GCGTTTAGGGGTTTTATTGNATATATTGGATTTGGTTATATACCATTATTTT 

Sequence 3103 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTAGCGGCCGCCCGGGCAGGTACGT 

TTAAMGGTGATGCTAATACTTTAAAATGTTTAAGATACCGATTTAAAAAGCATTGTAAA 

TTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAAGT 

GCMTTGTTACACTTAGATATGATAGTGAATGGCAACGTGACCAATTTTTGTCTCAAGTT 

AAAATACCAAAAACTATTACAGTGTCTACTGGATTTATGTCTATATGACAAATCTTGATA 

CTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCT 

GCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATACACATCATTAATACTATTGG 
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TA7TACTATTGTGGATAACAGCAGCCTCTGCGTTTAGGTGTTTTATTGNATATATTGNAT 
TTGNTTATATACCATTATTTTTMTACATACACATGCACGCTTTTTAATTACA 
Sequence 3104 

CCCTTGGCCGCCCGGGCAGGTACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCA 

GCTCCTCAGCTCTATACATTCTTCCAGGGAACCGTAGATCTTGGTGCCTATTTGAGCCCC 

AMGGATCAGTTAGTTTTACAAAGGACAATCGTATTCTCTGTCACATCCTTTTTGGCCAT 

GCCTCAAAAGCAGTCCCACAATGTAAGCTACTGCTCATAGGCTCAATGCAGTCCACCTTC 

AAAGCAAGAGAAATAATTTCATGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCAT 

CATGTTGGAG 

Sequence 3105 

CCCTTT CGAG C GGCCGCC CGGGCAGGTACTAMGTCMGTTTCAGTTGTTTGGAAGTTTG 

TGGGGGTTTTAATTTTTTTCCTTTAAAAAGTTCTGCCTGTCCCATCTTNAAAGCTTGCGA 

TCCTTGCTCTTGTTTTTTCTTCCCCTGTGCTNGGCCTGNTAGCGGACTCNTCTGATAAAA 

TGCCTAACNATCAAGGTAAAT 

Sequence 3106 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCnTTTGTGTGTCTGCCTATTMTA(^TCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACT 

Sequence 3107 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATAC ACAT CATTAATACTATTGGTATTACTATTGTGGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGNATATATTGNATTTGGTTATATACCATTATTTTTAATACA 

TACACATGCACGCTTTTTAATTACATAATGTATATGTACC 

Sequence 31 08 

CCCTTAGCGTGGTCGCGGCCGAGGACAATGCTCTATAAAACATACAGATATCCCTGTnT 

AGTGTCCAGTTCTCATTTAATATCAGATCAGATAGATATTATATTCTAGTTCTATTTAGT 

GGTTCATAGAACCTAATTATGTTGTCCAGCATCATCTTTCCCACTTGGAAATTCTAGGAA 

G ATGACCACATCCACTGCAAACAAG AACA I I 1 1 1 1 1 I I I CTATCAGTGTAGTTTGCCTCT 

TTTATTTTACAGTTTTGTATCTTATCTTAATGAACTGGCCATACTTTAGAACAAAGTTGA 

ATATTAGGTTCTTCATTTCAAAT 

Sequence 3109 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGAGCCAGGAAGAGCAGAGGGGAGCATCAG 

TGTCCACATGTTGGGGGATACCTCTGTGATCTGTCCACCCCTAGTGGACAAGCCACATAT 

TCAGGCCAATGCCCAGTAAGGACTGGTAACAAATTTCTGTAAGTCCTCCAGCTGCCCCAG 

GGAGTCAGCTGTGCCATCAGGTCCCATGGCCTTGCTCAGGANACCAGAGTGAACATGACA 

AAAGGAGAGCCACTTCTCCTTCAACCTCTGTTCACTGCTAAGTTACCTTGCTTCTGGAGG 

GAAAAACAAAATCCTTCCTCAAGCTTGTCAGCCACCTCCCCTGAGGCCTTCCGTGCNTCT 

TTTAGATTCTCGTACCGCCGGGGATGAACAAGCAAAGGAA 

Sequence 31 10 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTGCAGTCAGGAGCCACTGTGCCTGGCC 

TCTGGGCAAACCATTTCTCTCCTTGGCTACTAGGATGTGGTAATTTTCTTGCCCTTCATG 

ATTGNTCCTTCTCTCTACCCTTTAACACATCCTTTCCCATTTCCACCTCTTAATACTCCA 
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TTACCAGTATTTTCTMGGTTCCACATTTAAACTCCATTCTCTGTCTCTGTATTTCTCTC 

TGCCTCTGGCTCTGTCTCTTATCTTCATACTTTGCACCCCACCCTGCTGGCAATCTCATT 

CTACCCCAGGAATTTAACTCTATCCTGTCTTTGTTATGTCTAAAAGAAGAGCCACANGGG 

AGAGG GGCCAGAA TATTTTCTTCATTTCTTTACAMGNGATTTTTCCTNAAGGGGANAAT 

CTGGCCi II I 11 I I 

Sequence 3111 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTAAGAGCTTTCCTC 

MATTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGMGATTCTCACMGTMTTGATAGMTGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATG ATTAA ATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GMGAGGGMGAGMTACAGTCCTTGCTATTTTCCTCAGCTGATTCATAATACATTAACA 

CCCTCATTTACATGGCCTATTAGMGTTATTTATATTTCCAATTACAGGCTATTTGAATA 

TTGCATTTGTAGTCGAATTACAGGGTTTAGGGAMGCTCGTTTGTTTTCMGAMGGATT 

CTGGTT 

Sequence 3112 

CCCTTC GAGCG GCCGCCCGGGCAGGTCCTGGCACAAGGTAAGTGCTCAGTCAATGTTTGT 

GTTATCAT TTTATT GCTTGAGCTATGGTCTTTTCCTGATTCTTTCTTGCGACCACAGCAC 

CCCACAGGTTTTTGAGTTATCTTGGA, A CTAAGTGGNCCCACCAGGGAATCTATTATCATG 

GATAMTGAAAAACTGMTGAATAMATTTACTGGTTTCCAAAGGAAAGCAGAGAATAGA 

TTCAAATTCCAATTATTTAATAAACACCAAACACAACAATATATACTGAACTGAAGAAGT 

TGGATGGGATAGGGGGAGGNGTCTTTTAAGAAGCAGAAGACCCGCCAGATGCNGTGGCTC 

ATGCCTGTAATCCC 

Sequence 3113 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAACGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCCGC^ 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGTATATATTGGATTTGTT^ 

Sequence 31 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 

GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCGAAATCCATGGTGGTTGA 

AG AACATC AMGAGGAGCMTTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTAATTGA 

ACATTTTTAGGATGTAGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACAT 

CTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGGT 

AAACCAAACCTAATATTATCATGATGCATTAAAACTGGGTTAATTGAAGCAATAAAATCA 

MGTMC AGTAA ATGCTTATACAACATGTTAAGTAATATTTACTTCAATCTTAGMATGA 

MTGATMTTTTACATTCTAGCAGATGTATTTCTTGATACCTGTTCTGAGAGGACAGAAA 

CAAGGCTCAAAATTCATGCAAGAGGCTAATAACAACTTANTTGATAGTAAAATATGGAGC 

ATTGGATGTAGAAGTGCATTAACCTTCTTGGTTAATCTGAGTTGGACCTATAAGTGGGCA 

TATTGGI I J 1 1 I GGGGAA 

Sequence 3115 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGTGACAGAGCAAGACTCCGTC 

TCAAAAAACMAGTTMGGTTGGGGAGTTAAGGTTGGGTAGAATGCATTAACCAGGCATT 

AGAATTGCAATGTTGGGTTCAAGA7TACCACTTGGGCACTGAAGTGAAGATTAAGGGTTA 

GAAGTTAGGATTTAGTACCTCGGCCGCNACCACGCTAAGGG 

Sequence 31 16 

ACATATCMATTTCCAATTTATATGGAACCATTTAATAGAG A I I I I I I I CTATAATTATA 
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AACGATAATTTCTAAAGCTGTAGATTAACCCAATAACATAGACACTTCTTAATAACAGCT 

TTTGGAAATTGGAACAAGAAGTCTGCAAAGGCGGCCGGGCACAGTGGCTCACGCCTGCAA 

TCTTAACACTTTGCGAGGTCGAGATGGGCATATCACCTCAAGTCAGCAGTTCCAGACCAG 

CCTGACCAACATGCTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCAGATGTGG 

TGGCACGTGCCTGTAATCCCAACTACCCAGGAGGCTGAGGCAGGAAAATCNCTGGAAGCC 

GGGAAGCAAACCCTGCANTGAGCCAANATCGCCCANTGAACTCCNGCCNGGGGNNACACA 

TTGANACCTCCNNCCCAAAAAAAAAAA 

Sequence 3117 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATATACCATTATTTTT 

CACATGCACGCTTTTTAATTACATAATGTATA 

Sequence 31 18 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGACCTACGTGACCATATAGACTATTGGAAAC 

ACATGCGCCTAGAATGTGCTATTTATTACMGGCCAGAGAAATGGGATTTAAACATATTA 

ACCACCAGGTGGTGCCAACGCTGGCTGTACCAAAGAATAAAGCATTACAAGCAATTGAAC 

TGCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTAC 

AAGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGAT 

ATACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGA 

CACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATT 

ATGGGTTATATTATGTT 

Sequence 3119 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACCTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGT 

Sequence 3120 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTCTATGCCATTACACTTCTAGGTGTATAC 

TTAANAGAAATGAGATATATATCCTCAAAAGGTCCTATATAATAATGACCCAGGCAGCTT 

TATCAATAATAAACAAAAACTGGAAACAATCAATCAACAATAAAATGACGTGGTTACTTG 

TTCATAAAGATGACTGCCCAACAAACCACGCCTTCTGTTATCCCTGTCCTTATGTGTTCC 

CCTTCCTTGAATTTGTGCTGGTCTTGCGATTTGATTTTGACTGATATAATACACCAATTG 

TGMGCTTTATGATTTCTMTCTGMTTCAMAGMTCCTTGCAGCTTTCTTTTTGGTCC 

C 

Sequence 3121 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTC 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGTATATATTGNATTTGTTTATATACCATTATTTTTAAT^ 

CACATGCACGCTTTTTAATTACATAATGTATATGT 
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Sequence 3122 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCAATTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATAATGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGAMTTTAAAATAATTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGAATTTGAGGGCTTGGGACAGAMTAGATTCCTTTTCCTTTTTAGGTTTTCT 

TTCCTAACTTGCTGCTTCC 

Sequence 3123 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGT 

GTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAA TGTTGT GGATGCAGTACCAAGATTTGTCATATAGACATAAATC 

CAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTACG 

CATATGTAAGTGTAACAATTGCACTTTTAT 

Sequence 3124 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTGTATTGACTAATTGCCCTCCAGTAAA 

GTTGCTGCAAATTATTCTTCTACCAGCAGTGTCTTAGAGTTACTGTTTCCTTAGAGACAT 

GCAATGTTCTTTATTGTCTTTGTCAGTAAGTCAAGCTAAACAAATATTTAAGCTTTATTG 

TTT ATTTCT TT GATAA CTGCTTCATGTGCTCTTGTCATTTGTGCATCTTCTGTGAATTGC 

CTGI 1 1 I I GTCTTTTGCCCATTTTATTTATTGMTTGCCTTTTTAAAAACTGATTTGTTC 

ATGCCTGTAATCCCAACACTTTGGGACTCCAAGGCAGATGGATCACGAGGTCAAGAGATC 

GAGACCATCCTGGTCAGTGTGGTGAAATCCCGTCTCTACTAAAAAT 

Sequence 3125 

CC CTTAGCGTGG TCGCGGCCGAGGTACATCMGTGCTTTTTAAAAAGTTGATATTGTTGG 

TTATTTTTCTTTTATTAAAATCCACAGCCCTGTGGGCTGCTGTCCCATCCTTATCGGGCT 

CATTCAAGACCAGCATTGACATTTCTMTTTGCAAATTTAAAGATTGTCAGGAAATGGTT 

TAAACACCCAGTATGATTGGGGAGCTTTTTGACTGTGGGTGACAAGAGTGGGCTCACCTC 

TGGGAAGACAGTAGGGGCAGGGGAGGAGAGCTTGGGCTAGATTTAGGGAGAGTTAGGAAT 

AGCTAACATTTATTAAGCACTTA 

Sequence 3126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGTGTTTAGAAGGGATTACCAAAGGCTGGAGC 

GATTTAAGCTATGCACTAGCCTTGCCCTCTTAGGTTGCATTCTCTTTAGGCCACTGGTTC 

TCAAACATTAGGGTGCACTGTAACCATTACAGAGCTTGTGAAAAGTGCAGAAACCTGAGC 

CTCACCTTATGAGATTCTTGATTCATCCAGGGGGAGGA 

Sequence 3127 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTATGTGTGGGTGTACAACATTTTTCTGT 

GATTATATGGGTAGTTTTGAAAGAATATACTTATGAGCCAGAGCAAGAAATTGGAACCAA 

TATGTGT AGAGG TTATTGCTTTTCTCTGCTTAGTGTGTCTTGGAAAAAAGTTCTTTACAG 

GTAAATAATTTTAAATACCAATACCCTTAGTATGGATCAGCAAATTAGGGGCTCTGAGAA 

GTCCTTTCATTACAAGAGTTGTTTMGCTTTGATTTATTGTTTTCTAMCTTATTTGAGC 

TGGGATGCTTTTTCAGAGCAGACACATTCTAGTATATTCTTGTNTTATCTGCACTATAGA 

TATGTATTGTTACATACCTTCAGCTTGGCAAGGCNGACTAATAAAGGAGGTTCCAANACT 

TCCCTTG GTTTAATG AAGAACATTCAA 

Sequence 3128 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGAAAGGCCAACTCCCTCTTTGGACACAG 

GGGGCTTGGTTGTATTCTACCAAACTCCCACTAGGGGGAGTGTTTTAGCAGTGTGGGCTG 

TGCCCTTCACATTCTAMCAACTGATTTTCATTAGTGATTCTCATGAACAAAAAAC7TCA 

CCTCTTCACCTATCATGAATACTCAACTTATAAGGCCAGGTGCTGTATAAATCCCCGCCC 

TCAACACCCAGACTCCCAAATGCAGGTAGCTGAGCTGATGACTTTTTATAAGCAATGCTA 

CCTTAAAAATATGCA 
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Sequence 3129 

CCCTTTGAGCGGCCGCCCGGGCAGGTACGCGGGGGCAACAGAGCCAGACTCCATCTCAAA 

AAAAAAAAGAAAGAAAGAAAGAAATGAAAGTGGTCTTGTGTGGAGTCTCTGCCCTCTAAC 

CTTGTAGTTGGCCCMCTTAGCACAATTTCTTATGTGATATTTCAAGTTAATAGTGCCTC 

TTAGGCACTATTATCATCMTCCCATTTTGGAGATTGGGAAAATGAGATAAGGAACCTGA 

CTGAGGTCACACAGTTATCAAATGACAAAAGCGAAATTTAAAAGCAGATACCAGCAGGGC 

TTGATGGCTCACGCCTGTAATCCAGCACTTTGGGAGGCCAAGGCGGGAGGA 

Sequence 3130 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAGTTCGTCATACATCTAGATGAGGATGTA 

AAAGMCAAAAACTTGGAATTTCCCTCCCTCTCCATGCAGCTTTGAAGAGTCTTTAATCC 

MGGGAAACCTACAGTTCTTTCTCTGCCGTAGGTTCTCTTCTCCTCTCTTCCACTTCCTC 

CAGCTCCTG TTTGTC TCTTCCTCCCTGTGTGTCTTACTACCTTGTTTTGGGGGTTTGTTT 

TC TCTCCT GATTTTTACCTCTTTCAGTCCTCAAAATGGTCTGAATAAACTGGAGATTAAT 

TTATTTTTGAMGAAGTGTTTGTATCTACTAAGTGAGGTTATGGAAGAGATCCAAAAATG 

TTCTGGGTGGCAGGAGMGACATTTAAAATACACAGTTAATAAGCCACATTTAGATAATC 

TATMTTGACTGTAGTTTATTCAGAAATGTCTTTTGTTAAATAAAGCTTCTAAGTGAAGT 

CTCAAAGCCACAGMTTAAGAMGGCTGTTTGTTTMTCMTGTGATTACTGCTCATATT 

TTTAAAAGGAAAAAAAAGCCNNNNAAAAGGAAAA 

Sequence 3131 

CCCTTTCGNGGCCGCCCGGGCAGGTCCTTAGGCATGGTCAGTAAGATCTGGCCAATGACA 

TGTAA GCAGAA ATGATACATACTAATGATATCCTGAATAAGAATGGGGTGTGACCCACTA 

CTATTGTTTTTCCTGTTCCTGCTGGCTGGAATATAGTAAAGTAGGAAGCTGAACCAGTAA 

TATTAAACCATGAAATAGAAAATACATGTTAAATATGGCAGAGCACTAAGATGGAAGAAA 

TTTGGGTCACTTGCATGATGATGTGTGTGCCTATTACTAAATCTGCTTTGTTATCTGAGA 

GAAATCCAGTCTCCTCATTAAACTAAATAACATTCACTATGACAGCATTGTTAATCTATG 

AGGTGCCCCAGAATCCCTTATAGATTACCTGCTAAACCTGTC 

Sequence 3132 

GGACACATGAMCTATTACTAGTTTCGTATCAAAATAAAACTAGTTAATATTCCGTCAGG 

CCAATCGCTAACATAATATACTCCAATAAAAATTTATTGACATATATCCACTACCAAAAA 

AAA 

Sequence 3133 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAAATCACAAGAGAAGGTGGTGGCGAATC 

CCTGCTCACACTGGAAGTTGCTCTGTGGACCATTCGAAGAAGCTCTGGACTGATCACAAG 

GGAAACCGAGCAGAACTGTGAAGCAGACGGACAGGAACAAAAGGCTATTCTGGTGTGAGG 

AGAAATCAGTCACTTCAGCTCCACAGGCAGATGTTGCTACTGGACTGACAAGTGGAACCT 

ACTCCTGCTGGAGAAAGGTAAAGTTTGCCATTGGGGCAGACGCAGAGTTCATACACTGTC 

TGTCGAGAACTTGAG 

Sequence 3134 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCAAG I I I I I ACTCAAACTC AATATAATTTC 
CTTTAGAAAMTGTTTTTGAGAAACACAGTATTAMTCAAGAAAGCCCTTGCTGCTTTTA 
TTG TCACTMAATC ATATATTGTTTTCCAMGAATACTGCCATTTGTTTATATTTCCCTA 
CAGTTTTTGTTTTTGGGAGTTTTGTTTTGTTATAGTGGCA 

TTGCAGCATGATGTTMTTMCCAMTGTTTCAACCTGGMCTTTGAACACCTGGGCTTA 

CATAMTTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATGTAGAAGATTTGGGG 

TAAMCAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCTTTACGCAAAATAAA 

MCAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGCAGCAGTTGGCATGC 

TTTATGTACCTGCCCGGGCGG 

Sequence 3135 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGTTGAGAGAAAATTGTTGAGAAGCTTCAA 

MCCTGCTTTGCATTTTTATTTTATGGGCTTCCCTAAACCCAGTAGATCGAGTGCCAATT 

AGGAATGCCTCGMCATCTATAAGCCTTGTAGGCTTATACTTGCCTTATATAGGCTTTGT 
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AGACTATCACAGTAGTAGATCATCTATTGTTCATTMATCTGCTGCTTTTAGAATTCCCA 
GCATCAGMTTCTGTGCTTTAAMGCTGATACCACATT1TTGGAACATTCTAAGACTGTG 
GGTCAGTGACCTCCTATTTGTTTTGATCCCCGCCCCGCCTTTTATGGAATCTGATTTGGA 
TTTCATAATTCCTATACTCCCATATAACATCTATGTCGTGAAAGATTTATAAG 
Sequence 3136 

CCCTTACGTGGTCGCGGCCGAGGTCTTMCATTTTGGGGCTAGANCTMTAXATTTACTA 

GTGGACACAGGAAGMGCAGACGCCAAGGCATATGGTCAGGAAGGGAGTTAACAGGCCAC 

CACCAAAGAGGAAGAATGCGGCAGCTGAATCACCTGAGGGTAGATGAAAAGAGGATAAAA 

TGGCACCGACAGATCCAAAGGCCTTAAGAACCTCAAAAAACCTCAGTAATAAGGAAATGT 

GmGGAMTACTGATATTGTTACCTTCATTTGGGAAGTGTTCACGTGTGAATAGGGAAG 

AAAATAAGGGAACCACCTGTGAATTACCTTANGCTTTCACCAGATGAGTATGAGTAAAAT 

GTGTGAAGTGAAATTCANGTTAACCCTTCAAGTCACATAGGCAGGAAACCNAAAAAAAAA 

AAAAA . 

Sequence 3137 

GGCCGCCCGGGCAGGTACAGATGTCTTTGAGGGCAGCTCTCAGGTAGMTTGCTTCTTTT 

TGTAAMCTGTTMCAGTTTTAGATTAAAAATTTAAGGGGAGTAGATTCTGTCTGCACTC 

AGAMGGCAMGTCACATGCCTCMCTTTTGACTAAAGCACAGCAACTCACTGTAAAGCA 

ACCACAGAACAAAAACTTACAAACATGACACTGGCAAATAAAAAGCTGTCATGATTTTGA 

TGAATGTTAATCCCGCGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNCTGGAATTTAAATATNTTNNATTTTNAACTNANNAAAGGCNTTTGGCNNAAACCAT 

GTTTGGAAAANAA 

Sequence 3138 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAAATACAACTCAGGCACTTCAGATGGCT 

TTGTAMCTGGGTCAATGCTATTCCATCTGAAAGGAMTTACAGMTTATTTTCAATTCA 

ATTATACATCCCTGCAAMTAATTTGAGGGCAGCTTTGAATGCTGTAAGTGAGTTGTGAT 

GCCATCTATATTAATCCTAAAACTTATCTTCAAATTGATTCCCAAAGTCCAACACACTTT 

TTATTTAATAAATATTTACAGGCCAGGCACGGTGGCTCAAGCCTGCAATCCCAGCACTTT 

GGGAGGCCAAGGCAGGCCGGATTACAAGATCAGGAGATTGAGAACATCCTGACCAACATG 

GTGAAACCCCGCCTCTACTTANAATACAAAAATTAGCCAGGC 

Sequence 3139 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTCTATTTCTMGTCTTGATTTCCTCATTT 

ATAAMCMAGCATCTAAATGATATCAMTACCCTTGTTTTGAAAATCAAAGAATAAGCA 

CGGCACCCMGACAACTTTTTGTATCACAGGCACACATC 

TTCTTATCATAAAAACCTATATTTTATGACTTTTACATTTATTCCTAGATGCTCTCATAT 

GCATTATCTCATTTTTACAATAACANTATAAATATAAACACTGTGTATGCTATTGTACAG 

ATGAGAGACTTGMGCACAGMGGCTMMCTACCTTTMCTTCTAMGAMTTTTNTGA 

GAAGCCATCTGAGNACTCTTGACAGGGTAAAATCCCTATCATTTNNGAAAAGTGCAACTG 

GGGGANCACATGTNTTTTAAAT 

Sequence 3140 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTCGCTACCGTCGGCTTGATTTATTTCAAG 

AGCATATGTTTGAAGTATTGGAACGAGCAAGAAGGATGAATCGGACAGATTCAGAAATAT 

ATGMGATGCAGTAGMCTTCAGCAGTTTTTTATTAAAATTCGTGATGAACTCTGCAAAA 

ATGGAGAGATTCTTCTTTCACCGGCACTCAGCTATACCACAAAACATTTGCATAATGATG 

TGGAGAAAGAGAGAAAGGAAAAATTGCCAAAAGAAATAGAGGAAGATAAACTAAAACGAG 

AAGAAGAAAAAAAAAAAAAA 

Sequence 3141 

ACCTGCAATATATTTGGAGTATTATGTCTTTATTGTTGTTAAAAAGTTTTTATTGM 
ATGAMATTATCAAATTGTATTCATCATTATTAACATGTCCTGGGGAAGGAAGGGAAACT 
TTCTAGGACA GAAGTC ACTTTCAGATGTCATGTATGTATTGGGTGTTCAATCATATCTAA 
CACTGTTTTGATTTTTGTGGGAAMTATTCCAGGAAACGCTMTTCTCTTTAGACTCCTT 
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GTTCTTTTATGACTACAATGMCATATGTCTATGTGATAGCTMAGATATTTTTGMTTG 

TATGTGTGCTTMTTATCGGTMGTATAAATATTTGAGAAAACACATGGTCTGGATATTT 

AAAACCCTCATAAACATGTTGGTACCnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnCGGGGNNNNNNNNNNAAATNTTTTNCCCCAAAAANCAAAAANCAGGGTTA 

GATNTGMTTGGAACNCCCCATANNNTACCATNACATNTGNAAANNGACTTNTGTCCTNA 

AMAGGTTTNCCNTTCCTTCCCNAGGNCNTTGTTMTAATGATGAAATNCNATTTGGTAA 

TTTNCATACCNTTCNAATAAAAAAACT 

Sequence 3142 

GGTACTTAAMAATTTTTMTGTAAAATACCCCTTTMGGATAGMTTTAGGGCCTTGAA 

ATTCTACTCAGTTGCTCTGMCTGTGGGGMTTTGAGACAMTAGCTTTTGTMTTGGAA 

TGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAAAACTTTCCTTAATGTAATGAGT 

TTCCATTATCTGCCT AATC TMGGTTTGTMGTCTACATTGTCAGGATTTATATTGAGGA 

GATAGGGGGTGTCATTTTCTGTACAAGATMGTTTTAAGTATGTTCTAAATATTTGTCTG 

CTGTAGTCTATTTGCTGTATATGCTGGAAATTTTTGTATGCCATTTAGTATTTTTATAGT 

TTAAGGAAA 

Sequence 3143 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAACACCTCCTGCAAGCCAGACTCCACTTACC 

ACTCATGTTGAGATTTGTTCCCAACCTCAGAGAAGTTCGTGGTTGGGCACATATACCTAA 

ACATGTGGCTTAAGTGATTTAAAATAGTGAAATGCTTGTTGATTACAAAAATACATGTAA 

CACATGTAAGCTGTAAGAAATAAAATATATATCTCTCACTTCACCGCTCAATTTAAAAAA 

CTAGAACTGTAGTAGTATTATTGAAGCTACCTGAATTTCCTAATTCCATCTCCACTGCCC 

TGGCTCTCCAACTGAG AG ATCTTGA I Mill I CATTTATTGTTCCC 

Sequence 3144 

GACTCCATCT CAAAA AATAAATAAATGAATAAGATTCATATGGCACCTAGTTAATTTCAT 

TTACTCMTACTTTTCAGMATTGMGMGCTCTTTTTCACCANCTACTAAACAAAAGCA 

ATTTATT CAACT AGGTTTTCTTTGCATGAGTTGTTCTGTATGTAACAAGAAAGCAAGAAA 

ATAAATATTTTTAAATGTCACACTTCCCTGCAAAAATAATCACAATAATAATAATAATAA 

TMTGAATAAGAGTTTATAGGCTAGGTATAGTGGCTCACACCTGTAATCCTANCATTTTG 

AGAGGCTAAGGCGGGTGGATCACTTGAGGTCAGGAGCTCAAGACCAGCCTGGCCAACATG 

GTGAAACCCCATCTGTACAAATACAAAATATTACTCTAAAAAA 

Sequence 3145 

CCGCCCGGGCAGGNACCCTACAGAGCTTTGTAAGTTCCTTCCTTATATAGTATATAAAAG 

GTCATATAGCTATATCTGCAGAGGACAATAATGAAATATCTGGTATTAGTGAGCTCTTAT 

TATATGCCANGNCCTTTGCTMCTGCTTTCCAGTGATATCTTATACCAACCCTATGGAAT 

MGCACTATTATCCTGCTTTGCANAGTAGGM7TGAGGCTTAGAGCAGTTGAGTAACTTT 

NCTGAGGGCACACAGCTCTACATATAGTGGAATAAGTCACATTCCAGAATGTTCCTTTTA 

CCTGCACAGGGTAACTCTGTCAGAATTTATAAAACCAATAAATAACAGCAGTAACAAAAA 

CCTMTAGCTTCCCATGTACTTGAGGNTAAGGGAGCATATTTTATTTTTCCTTATATGNG 

GGTTTCTCTGACTCAATTTGGCTGTT 

Sequence 3146 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCAGCCTCTACTGGCCATTGCAAAGAGCA 

GCATTGTCCTCTGTTCTTTCCATTCCAGGTTGCATATGCTTTTACTTGGGTTTAGCTCTT 

TCTTCTTTGGTCCTCACCCTCTTTGTTGTCCTCTTTTGMGACTAGTTATTCTGTTGGAT 

GTCTTGATTTATMTTMTAMGAGCTACTAGTCCAGTATTTTCATTMTAAATTAATAT 

CATMGT GMT GGAATTCTTCAGGACCTTAGMGMGTTATGAATATAACCTTTCCTTGA 

GAAGTMTTTTCATGTMGAGGGMGATAGATTTATCTTTATGTAGGTTTTAAAATACTT 

TCTCAGTTGCMGCCTTAATGTATGATATAGAAGATTAGTCTTTTACTTATGANCTGGAC 

AAAAAACCCTGATGCCTTTGGAA 

Sequence 3147 

CCCTTTCNAGCGGCCGCCCGGGCANGTNCTACTTATANATCTCCAGCTTACATAACTCAA 
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ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGAATGGCTTATAGTANANATG 

MGGTTATTATAATGTANMAGCNNATTAAACTGNATTTTAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTMTTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGMMGAGTATTTCMTAGCNNATNAACMTAGGCATCATACTTTTCATTCT 

GMGCCATTGAAGGTTTACTGCANAAAAATTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTMCAAAAAAGGAGGAGATCATTTTCTGGGTTATTTTTTCCTCAGACTTACTATGC 

CACTGAGGTANCATACTAAATTGTCAATGACACTTTT 

Sequence 3148 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGGGGTTTCACTGTGTTAGCCAGGATGGTC 

TTGATCTCCTGACCTCGTGATCTGCCCGCCTCGGTCTCCCAAAGTGCTGCGATTACAGGC 

GTGAGCCACTGTGCCCAGGCCTATTGGGGGTTATGCAGGTTCCTTTGCTTGGCCATGGTA 

GATGGCTMGTCTTTGCTTCCAAGTTCTTTTGACCATGAGACATGTAGAGCCAGGGAGGA 

AAGAGAAAACCCAAACCAGGTCACTGTTACCTGTGAATAACATCTTGATCGAGTTCTGAN 

AAGAAGAGTGCCCGCGTACCTGCCCGGGCGGCCCGCTCGAAAGGG 

Sequence 3149 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACCCTAGTAATTGGTGGCCCTGATATTTGAAAC 

CT TTGTGT ATTTTTT GGTTA ACGTTCCTGTTCTTCTTGGCTGCTGCTAGCCACAGAATAT 

TTAI'I I I IAGAGAMTTTTTCATTGGAACAGAAAATGGTGGTTGTGATGCAGTCATGGCT 

CTGTGACTTAGCAAACTGATAAAAAGATAAAAGTATGAAGCAAAGACAAACAGGGTGGAG 

GTCGGTGTTCTCCCGCCTACCCTTTCTATGTGGTGCTCATCATCAiGTCCCCCTGTGTTGA 

TTCTGATAGAGAACTATAAAATGAAACCTATGGGGAATTTGTCATTCTGAAATGAAAGCT 

AATGTAAT 

Sequence 3150 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 1 I I IN I I I 1 1 I M I I I II I I I GTTTGACT 

CAGGGTCTTACTCTGTCACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGTTTAAACCCCC 

MGTCTGTGGTATTTTGTTATAGTCCCCCTGGAAATTAATACAGGATTCATGGTCTGCCA 

AAGTCTCATTCCCTGCTCAGACCGACAATGGATAGTGGGATCCTTTGTGATATGTGCTCT 

GTGAGT TAGAA GTAGTAACTTAGAGCTGTTGAGGACAATACCTTTGCACCCCATCCACTG 

AATTTTGTTTTCAAAGATACA 

Sequence 3151 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTAGGAGCAGGAGGAGCAGTGGGGGAAGC 
TGGTATTATTTATACCACTCTTTGTATTTTATCAC^ 

AA ATGAAM TGTAAAMGAACMGGAGTTTCTCACTATTCTTTGTCCCCCTAAAAAGACC 

ATCTI i I I AAAAAGATTAAGGAATTCATACAAAATAAGTAAGAATTAACAATTATAGGAA 

GTTTGGGCCAAGCACAGTGGCTCATGCCTGTAATCCCAGCGCTTTGGGAAGCTGAGGTGG 

GTGGATTGCTTGGGCCTAAGAGTTCAAAGACTAACCCTGGTAACAGCGAGACCCTGTCTT 

CTACAAAAAATAAAAAATACTANCTGGGCATGGTGGTGCACACCTATAGTCCCAGATANT 

CAAAAAGGCTGAGGTGGGAGGGATTGCTTGAACCTGGGAGGCCCAAGGCTTCAGTGAACC 

ATGGTCATGCCACTGCACTTCAGCCTGTGTGAAGANAANCAANAACCTTGTNTNNAAAAA 

AAAAAAAAAAAA 

Sequence 3152 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAAACAGAATATCTATTAGATATGTTCACMGGGTTTTAT 

CAATTTTGMATCCMGTGTATMTCCCCMATGCTGTAAGGACTTAAATTTTATAGCCA 

AAACAATTA 

Sequence 31 53 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 
ACTCCAGACACCCTCCCCAMGCMCCTATTMCAATGACTATTTGTCCAGTTTCTTTGC 
ATAAGTAC I I I I I I I H I I I I I I I I I I I M I M M I C I M I I I I M I I I I M M I I I M I 
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Sequence 3154 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

^^^GCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAATA 

Sequence 3155 

CC CTTAGCG TGGTCGCGGCCGAGGTACNTGGNACTACNNGCNTNTNCCACCATGCCCANN 

TAAi i i i i iGTATTATTAGTAGAGATGGGGTTTTACCATGTTNCCCAGTCTCAAACTCCT 

GAGCTCAAGTGATCTGCCTGCCTCANCCTCCTAAAGTGCTGGGATTGCAGGTATGAGCCG 

CC GCCTCT ACTTTATACTTTCTTGTTGMGTGGACTGTATTGCTGATTCCCACCCACACT 

CTCTTTTTGGATATCCGGCCCCTCCTCGAGTCTCTGGGAAGGGCAAGCACTATAAAATNG 

AGGGACAACTAGGGAACTCCCACCCCCACTGCTAGGCAAGATCAGATTCTCTATCCTGCT 

AACTGGAAATGATACANAGTGTTCGATAGAT 

Sequence 3156 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCMTTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATMTAGTTTAGACAGCMTTTTTCAATTGTTTCTCTATTTT^ 

ATTTATATCTTACTAATAGTAACACAACCATTCCCCATGAACATGCTAAACTTTGAATGT 

GTAMTATAMCMTATTGTTGTMTAGTGTTTTTATACTGTCAGCTATACTGGGTGTAA 

GTCCAAATGCAGCAATACACCAATCGCMCACGTTGATTTATTACTTTTAAATGGTCTTA 

CTAATTCTGTAAAACTCACCCCGT 

Sequence 3157 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCTGATTGGAGCAATAGGAAGAGACCATT 

TGGCAGTGATCGTGTGCAGTGTGACTGTGTGATAGAAACTGTGCACTTGTGATGCATCCC 

AACTGCATAGTGGGCGGCACCCTGCAATCCTCGGACCCCGTCCTACTGCCGTTGGTAGGG 

TGTGGGAAGTTACCCAGACAGAAACAGGAAAAGTATAGGAAGTTCCTTCCCAGGAACATA 

GGCATTGGAGGACATMTTTCCCTCTTAGATCCCTGGATTGTGGTTCAGAAATGTCCACA 

AGCAMGGCTTAGAAATMTTTGTGGAAAGTGTGTTTCAGAGCTGACCCAGAAATAATCT 

GGTTTGACAGANGCATGAGGGGCACACCTTTGAGAGTATACTTCTTACCTTATTTC 

Sequence 3158 

TCCGNTT MCTGGACGGTCCTGGGGCCATCANAGTMGAGTGMGGGMGAGCTTTTTTT 

TTTTTTTNTNTNNCGGNTGCCACTCTGACTGAAGAAGCTGACAGCAGGGGCAGAGGGGCT 

CTGGGACACTGCTGTGTGGACTCTGGGTTAAGGGCGTGAAGAGGCTGGTGCTGTGGGATT 

CGGCTCGATGAATGAAGCACTTTATGGACTGCGGGAATCAGTTACTGCCACACCCAATAA 

ACTGGAAGTGTTTACAAAAAAAANANNCNNAAAAANNAA 

Sequence 3159 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMNATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAGGTTAAAATACCAAAAACTATTACAGGGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCmGCTTTTGTGTGCTTTTGTC^ 

GTGTCTACATACACATCATTAATACTATTGGNATTACTATT 

Sequence 3160 

cccttagcgtggtcgcggccgaggtacatttaamggtggtgctmtactttaaaatgtt 

taagatatagatttaaaaagcattgtaaattgtatactgcagtgtccgtctacatggcat 

tggacaggacataatgtaaaacataaaagtgcaAttgttacacttacatatgatagtgaa 

tggcmcgtgaccmtttttgtctcmgttaaaataccaaaaactattacagtgtctact 

ggatttatgtctatatgacamtcttgatactgcatccacaacattactggcgtgctttt 
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TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGTAGCCTCTG 

CGTTTAGGTGT TTTATT GTATATATTGTATTTGTTTATATACCATTATTTT^ 

CACATGCACGCTTTTTAATTACATAATGTATATGTACATAATGTAATTGNTACATATAAT 

TGNCGTATACCATAACTTACTA I 1 1 1 1 ICI I I II I ATTTNTATATATAATNNTTTTTGGG 

TTGGGTTGGTTGTT 

Sequence 3161 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATTCCCTCTCTCTCCCACCAGTTGCTAGTT 

TGTTGATATGAGAGGAGCCTTTTGTGAGAAGGGAAGGTTGATAAACTAAATGAAGAGTTT 

ACTCACACTAGAAATTGTTATTTGGAGGAGTTTTTGTAATCATATTTAAATACCATTCAA 

MCCTAACAGTTTGGTTGAGTAGTTATAMATGTATACTGTGGGAGTATCTGAAAGGGAT 

ATCTMCACACAGTTGTTTATCTTTCTTCATTTCTGAGAGGTGTAAGGGTGTGATAAAAG 

GAAGATCACTGTAGGTATGAATAAATNCCANNAAAAAAA 

Sequence 3162 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACGTAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCTA TATGACAAATCTTGATGCTGCATCCACAACATTATTGGCCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTC^ 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGTATATATTGTATTTGTTTATATACCATTATTTT 
Sequence 3163 

CCCTTAGCGTGGTCGNGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 
TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 
CAACAACTTAGTGGTGTGGCAGGNNTTTCCGGTGTCTGGCTCTGAACTTG 
Sequence 31 64 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGT TTTATT GNATATATTGGATTTGGTTA 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCC 

Sequence 3165 

NGTACCTTCATGGTTMGAACATGCATTTTTTGTCATTGCMTTTTATTCCCAAATCTAT 

TCATGTATTCAGCAGTGAACCGAATACCCGTTATATGCCAGATACCTTGCTAGGCTGGGC 

TGTGGGTGATACCTGTTCCACAAGACAAATGTGGGCTCAAAGAGACATGCTCTCTGCCCT 

TGTAMGCTTGCAGGGAAGATAGGCAATTGAGTATTTGGTAGATAGGAAGTGTTCTGGGA 

GGCCTCTCATATAAGTATGTGAGAGCTCTCATATAGGGGATAAAGGAAGTCACACCTCAC 

ACCAAGACCTGA 

Sequence 3166 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAMATTACTGAGATATTTTCA 

ATGMCCTTCAAAAMGACCMCAMTCTATTTTTCTGTCCMTGTAATTTTGATACTTA 

AGTTTATMCTGTGTTMGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGAAGTTTAAGMAAATGTTTAMCTAATTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGA 

Sequence 3167 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCGTGCTATTAAATTATCAGTCCTGTTGAATGAT 

AGAGATTAMGATTTATTTTTCCMGTGTCATATTATAMTGTTGCTTAAAACTAAGCAT 

MTTCTTGGGAAAAAAGTGAGCAAATGTGTCTGTGTAATCACATTTAACAATTAAGTTAT 

GTAAMTCTCATTACTAAAGCCATTAGCTMATMGCAAATTTGATTAGGAAATTTGGAT 

TMTGCAAAGTTCAAATATGACTGCAACCMTGTTGGTTCATTACAGTTTGCAAATTTCA 

AATGCATAAATAAACCCTTAGGAAAAAATG 

Sequence 3168 

CCC7TAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CMCAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGACTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

G CCATGGTAG ATTATG G 

Sequence 3169 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAATATTTGGCAAAGGAATGAAAAANGTTAGA 

AAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCATGATACTTACAATCTAGGTCAGAGGT 

TCCTAAATCCTTCTCAATGCCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 

TATTGTMGAGGTCTTACATGAAGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTA 

TGACATTATGTCCTCTGCAGNTNNTTGGTATTAAAATGTCTTTTATGNAAAGGATANTAA 

NMGTAGATAGTACTCTTTTTTGTGGAAAAAAAAAAAAAAAAAGTCCT 

Sequence 3170 

ACGCGGGCATTTGCCAGTCCCTGTGGACTTAGGCCAGATAGTATAAATAATAGTCACAAA 

AGGAGTATGAATGGGATAAGAAGCCACTTCTAGTCTGAGACAATTAAGAGTAGTAGTGCC 

TTCTCTGCACTCTCACCCCTCATTCTGACAGCTGAAGTGAAGGACTCCCAACTTCTGGAA 

CTGCCCMTGAAAGTAGCCTTGTGTGAGTGTTAGCTGGCCTGCTTTGGTCTGGGATGCAA 

GTAGAAATAAACTCCTGTCATATTAAGCCACTAAGACTTTAGGGATATGTTGCTGTAGCA 

TAGCCTAATGTAGCCTGATTACTGAACGAGCCACCCCATCAACTGAATCTATGTGTATAC 

TAAAAACATTTTMGATACACMGGTCTCAMGAGTTCACTCGATGCACACTTTTTCTCA 

AGAAGCTCTAGANGATGTGCTCCACAAAAAATAAAGGTATAAATTGTGAAAGAAGAAAAC 

ATAGGATTTAGGAATCAAGGGG 

Sequence 3171 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATATGCGTGGAACAGAGAAACAAAGCAAGCCA 

CATCTTTCTATCGGCAAGGCATTGGGTGGATGCAAAGTTAAAGAGCTAAACATGAAGGCC 

GGGCGCAGTGGCTCATGTCACGTCTGTAATCCCACCACTTTGGGAGGCTGAGGCGGGTGG 

ATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGATGAAACCCCATCTCTAC 

TTAAAATACAAAAATTAGCTGGGCATGGCGTTGAGCATCTGTAGTGACAGCTACTCG 

Sequence 3172 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCAGCCTGGGCGGCAGAACAAGACCCTGTCTC 

AGAMTMTMTMTAATAMTTTTGTTATAACAAGAAAGAGCAATCAATACAGAAAAAG 

CAGGACMTTTAAATGTGGAAAAAACCAGAAAGATGAAAATATTAATGGGCCAAACTTGC 

CAGTTAGAGGAGTGTGAGATTTGAGTTTAAAAGGAAAACAACTTCTAGGCCAGGCACAGT 

GGTTCATGCCTATAATCCCAGTGCTTTGGGAGGTCAAAGCAGGAGGACCAGTTGAGGCTG 

GGAATTCAAGAGCTACACAGGCAACATAGCAAGACCTTGTCCCAAAAAAAAAA 

Sequence 3173 

CCCmCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGCGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCCTTGCTTTTGTGTGCTTTT 

Sequence 3174 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATGATTCTACACTGAATCTGCATTTCACTCCCA 

TATCTATACCAGAAGGTTATCAGTGGAAGAGAAATTCAGTTATCTGAATGGACATGATCT 

TCTCAGGAGCAGTCAGTGGTTAATTGGGACAAGAAAACACAAGTCATTATCATTGAGAAA 

TCTGMGCAAATTGAGGCAGGTTGTCACCTTTCACCAGGMACAAATTAGCCCTGTCTTT 

AAAMGACTTCTTTCTCTCTCTGCTGACTGGGGATTCCTGTCAACTGCCMTGAAATAGG 

G AGAGTG TAGATT AATGG CACTGTAACAGTGGCCATGAAACAACCATAAAGCCGTTTTCT 

MTTTTTATGAATATTTTTAATTGATTCGACCAGTGT^ 

AAGCTTCAGCTCCGGAAAATCAGGGTGCCATCTTCCAGCTGAAATCAGTAGGTGCACCAG 
TCTGTTTGGGGAAAGTTCTGTGTATAAAGAAAAAGCCATAAAATACCGACAAAGTANCTC 
TTCCTNTTGGCTAATTTACCTT 
Sequence 3175 

CCCTWCGAGCGGCCGCCCGGGCAGGTAGATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTG CTTTTGT 

Sequence 3176 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 

ATTCATCTACCCATACACACAGTGAAACACATGTGTNGCTTAAATAAAACAGACATTCTC 

CMGGATTTCTCCMTTATAATMTTGATTGGGCTTCAAAMCTCAAGGTTGAATTTCAG 

CTTCTAACTTGATG AG AATGGCTGTCTTAATTCTGTCA I MM I GTTAATTTTACTTCCA 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTMGCTTCTGTGATGGAGATGMTTT 

ATTAMGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

AAGTATCMGAAGTCMGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCT 

GTGTTAACATTAAGAGATTTAGAA 

Sequence 3177 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TCAMCCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCAAAACAAAGGATAGCAAGCACCAAATGGACAGTATTTTAAACAG 

AAAAAAAATTGAAAACAGCTCACMGTGTGTATMTAGGTATTCATAGCCATAATGTTTT 

AATCAAACMAMTMGTTTATTTTCTTTGACTCAMTTATMTTATGTATTATGCGATT 

AAGTATGTCAATATTTTACAGAGTTGTAGAAAGAAT 

Sequence 31 78 

NCCCTTACCGTGGTCGCGGCCGAGGTACGCGGGGGTGGCTACAAGTAACTGTGGTGTGGA 

AGCAGAGTANAGAGAAAACTTGTTCCTCATTAGAGAGAGAGCCACACTTCTCACTGCACA 

CMTGAG AGGC CAMGATTACCCTTGGACATCCAGATTTTNTATTGTGCCAGGCCTGACN 

AAGAGCCTTTTGTGAAGATCATCACTGTTGAAGAGGCAAAGCGCAGGAAGAGCACATGCA 

GCTACTATGAAGACGAGGACGAANAGGTGCTGCCTGTCCTACGGCCCCACAGCGCGCTCC 

TGGAGAATATGCACATCGAGCAGCTGGCCCGACGCC 

Sequence 3179 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACAAAAGCAAGTATCAATCAGTCTGCTATCAC 

MGATMGTTCTGTCCTTGATTAGTCMGATGMCTCTTTATTTTCAAATCCTATTATTA 

ACGTATATAAGGATGGAAGCCTCAAATTTAAAGCCAAAGGATGCTGGCAAACTGACACCC 

TGAGAGAGTAAAAAACAAACTAGAAATAGATAAAAGATTCTTTCACACACAGACTGGGAA 

CAGAATAGGGAACCCAGAAATAAGACCGCACACCTACAATCATCATCTTTGACAAACCTG 

ACAAAAAAACAAGCAATGGGGAATAGATTCCCTGTTTAACAATGGTGCTGGGAGAACTGG 

CTAGCCATATGTAGAAAACTGAAACTAGACCCCTTCCTTACATCTTATACAAAAATTAAC 

TCAAGATGGATTAAAGACTTAAATGTAAAACCCCAAACTACGAAAAACTTAGAAGAAAAC 

CTAGACAATACCATTCAGGACAGAGGCATGGGCAAAGATTTCATGACTAAAAACACCAAA 
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GCAATGGCACAA 
Sequence 3180 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 

CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTC^ 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTT^ 
TACACATGCNCGCTTTTTAATT 
Sequence 31 81 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCGCGCGGAAGAAAAACCAGCAAG 

AAGGCGGCGGGGGMGATGGCGGTCCTGGGGTAGAGTTTGCAAGCTTTCTGACTAGGCTA 

GTCGAGCAACTATTCGGGTCATGGCGTCAAACTCAACTAAGTCTTTCCTGGCAGATGCCG 

GCTATGGCGAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCTAA 

GATCTGGCAMCTTGGTGAACAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTTTCAGA 

AGTATCCATTCCCTATT 

Sequence 3182 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTATAGGTAACCAGTGTAGGTCATTAGAACA 

CAGGCTTCACACTGCATGCTGATCTGCAAAGTGAGGACATACCAGTGACAACTTTGGAAT 

CTGCATCCAGCCACAGGTAACAGATGTATTGCACCAGACTCAGATCTAGATTTTGTGATG 

ACTATATAATGAACTAGAAGTTCAAATTAGAGAAAGAAACAATTCAAAATCAGAAGAAAG 

GTAAAAGCAAGTGGCCACATGATCGCATTAAAAAAGAAAAAGGCAAATATCTCAATAAGT 

ACCTGCCCGGGCCGGCCCGCTCNAAAGGGCGAATTCX)AGCACACTGN 

Sequence 3183 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTAAGGTCATGCACCCGTGTGAGGTCTGTTC 

ACAACATCACACGGCAGGACGATCACCTCTCTTGTTCTGGACAATCTGCTCCTTTGGCTA 

TAACCTTAAATTTCACTTGGCTTACACGAATACAGTGGAAAGATTAAGAACTCTGGAGTG 

CAATGAAAGTGGATTCAGGCCGGGCGCGGTGGTTCTTGCCTGTAATCCCAGTGCTTTGGG 

AGGCCGAGGAGGGAGATCACTTGAGGACAGGAATTTCAGACCAGTCTGGGCAACGTAGTG 

AGACCC 

Sequence 3184 

CCCTTANCGTGGTCGCGGCCGAGGTACGCGGGGAGTCATATTGGGGAGATAGTGTTAATT 

CTATCGATGTCAGAACTTTAGGCAAGCAAATCTCAACTTACCTATACATAATGTGCTGAT 

ATMTGGCTGTTGAAGTAMTAMTATAAAGMMGTTCTGCACTTCTTTTGTCCTGATC 

AGTGCTTCTCTGGTAMTGTGCTMCCGCMTGATAGTTGAGATTTTAAGGGCTGGGTAA 

AATAGCAAAAAACAATGAAAAGGAAACTTGTTTAACAAGTGTGATGACAGCTATGGATCT 

GTGATTTAAAGGAAGAAATGTAAATCCCCTTTGAGTTGGATAT 

Sequence 3185 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACAGTAATTAGTGTCTTATGATCCTGCCTATAA 
TATTTTTGACCGTCATAAGTTACTTTTAAMATTTTCMGATCTTCATAATAATGCAGTG 
TGTTCTACTGATTGCATTGTCGAATGTCAGCATATATTTGG I I I I I I IGTTGT 
Sequence 3186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAACG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACAACATTATTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 31 87 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAGGAGTGTGTGAAGAAAACATTG 

ATA AGCCA TGCCTATGTGAAAGGAAAACTATATTATATTTCAAGTCATTCCATCCCTAGT 

CACTTTTTGATTAGCAGCCTTGGTCTTCTTCAGGACTAACCATTATAGGCAGAGTGTGCA 

CAGGTTCCAGATAAAACTGCTCAAAGCAAATGGATTAAAAAAACTGTCCAAGAGAGTCTA 

AGMCTTGTTTTATGAAGAGTCTTGGCTCTCCAATGGTGAGTCCCAGTCTGAATTTATTC 

AAGACTGAAAGAAGTTGGAGCATGTCTGTGCAAGGGTATTTTTCA 

Sequence 3188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTTATAGATCTCCAGCTTACATAACTCAA 

ATTTAGTTTGCTTTCTGCGGCATTAACATTTGACTCATTGAATGGCTTATAGTAAAGATG 

MGGTTATTATAATGTAGAAAGCAMTTAAACTGGATTTTAATTTATAAAATCAAGGTGT 

TAGMGAGGTGATTATGGAGGTCTTTTCTGGCCTAATTTTGTGACTGCTGTTGAATTCCA 

TGTTACTTGAAMGAGTATTTCAATAGCAGATAAACAATAGGCATCATACTTTTCATTCT 

GAAGCCATTGAAGGTTTACTGCAGAAAAATTATTCTCTAAGCACATGACTGTTATCCAAT 

ATCTTMCAAAAAAGGAGGAGATCATTTTCTGGGTTATTTTTTCCTCAGACTTAGTATGC 

CAGTGAGGTATCATACTAAATTGTCAATGACACTTTTAAA 

Sequence 3189 

CCC7TAGCGTGGTCGCGGCCGAGGTATGCGGGCCCTTAAAGACCTAGAGAAAAATATAGT 

AAACACATTAGATCTCGCAGGGGAAATGGTAGAAAGTAAATATCTAGGAGAACAATAAAA 

TGAMTGTAMTAATTACAGTGCCAAATTATACTTTCTACAAAATAATTATATTTCAAAA 

ATATTTCCTACATTATTTGGCCATTGTCTCTGCACTTACAGTTTGATTGGTTTCTTTTGC 

TTATGTGCAGTATTGAGATAAAGTCAAAGAAAAG7TGGAGGCCGGTCATGGTGGTTCGCA 

TCTGTGGTCCCAGCTACTGTGGAGGCTGAGGCAGGAGGATTGCTCAAGCATAGGAGTTTG 

AGGCTGCAGTGAGCCATGATTGTGCCAATGCACTCCAGCCTGGGCAACAGAGCAAGACCC 

AGTCTCAAAAA 

Sequence 3190 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTGCACTTACATATGATAGTGAATG 

GCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTATGTC TATAT TGACAAATCTTGATACTGCATCCACAACATTTATTGGCCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTrGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTA 

Sequence 3191 

ACTCCCATTCATACCTACCCATCCACTCCCAATTTCAATACAAATTTATATCTCTATAAA 

TGACTAAMTACTATTGTGTTGGTTTTTCTTTC 1 1 1 I I 1 1 1 1 CTTGCTGCCACAACAAAT 

TACCACTTACTTAAAGAACATAAGATTAAAGTGATAGATTTTAAAGCATAAAATAAAAAA 

MAMTTATTATCTTACCATTCTGGGGGTCAAACATTCACATGACTTTGGCCAAAATTTA 

MTGGGGGTANACNGTGTTCTTTTNTGGAGGATCNGGGGATTTATTTCCTTGCCTTTACA 

GCCTCCAAAATTNTGGACTTGMTGGGAGNGACAGGGTTTTTCTTCTGGTAATGAGCATA 

GGNGTAGGCTGGTNCAATTAATAGTCACTACATGCAANAAAGCANAATCAAGGGAAATGA 

AAANAANCTAGTCCTGTTAACTTCAATTGACACTGAAATATCAAGNCATCTCTGAAGTTG 

AATATCCATGAACTTGTCAGGTATATGTCAGGTNTATTGTTGACA7TTGTAAAAAAAAAA 
ATT 

Sequence 3192 

CCCTTAGCGGCCGCCCGGGCAGGTACACACGTGCACGCATCTCCCACTCCTGCCTGTCAT 

CCTCGTGTGTGTCATTTTCCTGTCTGAGAACCAATGGCAGGGTAGAGTCAGCAGAGGTTC 

CTACAGGATTTCAATCCTGACCCTGCTTTTTACCAACCGCGTGACCCTGGGAGGTGTGTT 

CAGCTTTGAGCTTCAGTTCCCTCCCCTGTGAAACAGGAGTAATAATTTCTACCTCATGGT 

GTTGACATAGGGATTTAAAAAAATGAGATATGCAAGGTGCTTGCGCATAGGGGGGTGTGG 

AGGGAAGGGCTCACTAAATGTTACTTCTTCCCCAGAGGCCACTCCAGTCTCACACTANAA 

TTGGGGCCAGGAGGTAGGGAAACCAGGAGCAGAGCTTGTGGTTTGTCCCCAGAGTTTCAG 

AGGGTCCTTGGGTAAGGGAGGAATCTCCTCCCT 
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Sequence 3193 



CCCTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTAACMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGtATTAGCATCACCTTTTAAAT 

Sequence 3194 

CCCTTACCGTGGTCGNGGCCGAGGTACCTTACATAAAGTATGCACTAAATAAACTGAATA 

AAATTGACAATATGCAATGTCAAAGACAAAACATAATGGCAGTATTATACTATATAGAAA 

TCTACTTAGAGAGTTAAATAATGTAGTATTGTAAATATGTATCTTTTAATACACAATGTC 

ATAAMTGCACGMTACCCATATATTAACCAGACTTTTTCTTAAATGGNCTCACTCTGTT 

GCGTAAGCTGGAGTGCAGCAGTGTCATCATAGCTCACTGCAGCCTTGACCTTGCACCTCC 

CCAACCC CAAGTT CAAAAGATCCTCTTGACTCAAACCTCCCAAGCAGCTGCCCAGCAAGA 

CCAGCTMTTTTTMCTTTTTGTAGANACGGGCCCTTACACCGCTGTCCAGGCTAGTCTT 

GAACTCCTGGGCTCAAGAGATCCTCCTGCCTTGGCCTNCTGAAGTGCTGGGATTTCCGGG 

ATGAGCCACCACACCCAGCCAATATATGTATTTCAAAAANATTTGTGTTGCACATGACAA 

AAACCTAATGNTGGATGGTCACTTTTTTAAAATTAAAAAGAAAAAAAAAA 

Sequence 3195 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAATTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATT 

Sequence 31 96 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATGGAGTTAATGAGCCTGAAACAGGGCCA 

GCTGAGCTCAAGTTTTGGAGTGCGCCGAGGCAACATGCCTAAGCAGAGGCCAGAATCCAA 

ACCAAT CACT GATACAAGTTTCTAGCAGGAGTCTGCTCACCAGTTAGACTCAAAGCAAGA 

CTAGAGTTTTCTGAGCAATTAGGCTAAGGAGGAGGCAGGCCAGGGTGCTGGGGTGAGGGT 

GGAGAGTAAGGAGAGTGCAGGGCATGTTCTGAGTCTCAATTATTGATTGCAAATCACTTA 

GAGATCTTGTAATCAAAGATTGTTTTCTATATCATCAATACAGGCACATATCTAACAGTC 

TGGTATTATTGCTGATGGTTTGTCTGGATTATTATAAGACTAGTCAAAATCTAACTCCAA 

ACX)CTTAAGATATACAATCTATTTCAGTTANGACTGCTGGTTAATGTTGTCTGGCATT 

Sequence 3197 

ATCTGCAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACATTCATTAACATGGGAAA 

AAATGAAATGCTGATTCTGAATTCCCAGTATGAAATCCCTTATTGAAACAGTTCCATCTC 

AGCATGAGCTTTATGGGGGATTTCATAAGAGGCCGTCCTCTCCAAAGTCCCCAAATAAAG 

CATCTGGGGATGATTCTCCTCAAATTCTCCTCAAATGCAATGTTAACCTTTAAGAAAAAC 

CANAAGAAACAAATTTAAAATACCAACA 

Sequence 3198 

CCCTTCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTTTAA 

GATATAGATTTAAAAAGCATTGTAAAtTGTATACTGCAGTGTCGTCTGCATGGCATTGGA 

CAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGC 

AACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGGAT 

TTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTTGCT 

TTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTC 

TACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCTGCGTT 
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TAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTTTTAATACATACACA 

TGCACGCTTTTT 

Sequence 3199 

CATGGNCGGAGCAAAACATCGTCCAGCCGCTAAAAACACTGATGGCCGATGATCCGGATT 

ACAGTTTCGATATTCTGGAAGCCCGCTACGCCATTGAAGCCAGCACCGCATGGCATGCGG 

CAATGCGCGCCACACCTGGCGACAAAGAAAAGATTCAGCTTTGCTTTGAAGCAACGCTAA 

GTGAAGACCCGGATATCGCCTCACAAGCGGACGTTCGTTTTCATCTGGCGATTGCCGAAG 

CCTCACATAACATCGTGCTGCTGCAAACCATGCGCGGTTTCTTCGATGTCCTGCMTCCT 

CAGTGAAGCATAGCCGTCAGCGGATGTATCTGGTGCCACCGGTTTTTTCACAACTGACCG 

AACAACATCAGGCTGTCATTGACGCCATTFTTGCCGGTGATGCTGACGGGGCGCGTAAAG 

CAATGATGGCGCACCTTAGTTTTGTTCACACCACCATGAAACGATTCGATGAAGATCAGG 

CTCGCCACGCACGGATTACCCGCCTGCCCGGTGAGCATAATGAGCATTCGAGGGAGAAAA 

AACGCAT 

Sequence 3200 

GGTACAACCTTGAGATTACAGATGGTTAGCATAGTTATGTGCTTTTTTGTCTTTGTTTTT 

TAATCTTA ATCAAAAT AAAAGCAACTAAGGAATCAGATTACTGACTCTAAGCTTTTAAAA 

AGGAGTGATTTTTTTAATCAGTGTCCCTCAGTCAGCTAGTGCTATGCCAGCCTGACTTCT 

CAGCTGCA CCTGT TACATTCTCCMCCCTATGTGACTTGCTTTTCAAATTGTTGAGTTGC 

TAATGGGAATTTTGGATTGTTTGGGGGCATGCAGATCCATAGGAAATGGTAATGMGAAT 

AAGCAGCTCATGAGAGTGATGGCTCAAGCTGCCATCATTTAACTTGAACTTCTTACTGTC 

TTGACTTTATGTTTCCGAMTGATGAGCCAGATACATTTTAAATAAAATTTTTAGAATTA 

GAGTTAATTCCAAAAGGATAAAGACACAGTTTTCTGTTAAAACTTGAAGTTACAGAGAAN 

GGAAAGTACCT 

Sequence 3201 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTmGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

GTCTACATA CACA CCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GT^AGGTGT TTTATT GGATATATTGGATTTGNrTATATACCATTATTTTTAATACATAC 

ACATGCACGCTTTTTAATTACATAATGNATATGTACCTGCCCGGGCGGCCGNTCGAAAGG 

GCNAATTCCAGCACACTGGC 

Sequence 3202 

GGTACAAGAGTATGMGGAGGCTTAGTGTCTGCGGATATGATACAAATCACACCTTCATT 

AAGACTAGAGAATGGAAGTCATACTGGGTGATAGTGTATGAGGGTGGAGAAGACATAGAA 

ATGAGAAGAGGAAGTAAAGAACTTCAACAATTTCCTGGGAAAACCAAAGATCTCAGTTGG 

TCAAGAGCATGCTCTACAATCAGCAACATTTTAGTATCTAGTATCATGTTATCTTTAAGC 

CATMTTTGTCCTTGGTCTTTCTAGGTTTTGTTTTTATTATTTTCTTGAAGGAGAAGGGT 

GGGAATGGGTAAAACATTCTGGTCTTCCTTTTGCAAATCTAGAACCACAAAACCAATTAC 

AMTTTGCGACTCTTGCTATAAACAAAAAATACTCCAATTTATCAGTGACCTAATTNGAA 

GAG CTNAAACC CAAAAACTCTTAGAAGAAAATATAGGGGGGGAAAGCCNATGNATTTCTT 

TGGNTTTTTTTGGGGTGGGGGGAANCCGGGGG 

Sequence 3203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 
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GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 
GCGTTTAGGTGTTTTATTGGATATATTGGATTTGG1TATATACCATTATTTTT 
ACACATGCACGCTTTTTAATTA 
Sequence 3204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCMTGGTTMTGCATTATTTGAGGTTC 

MTTTAATGATGTTTAGTGTATATGATTACAGACTGATACATGCATGCCATGCTGGGTTT 

CTGAMACAAGTGCTTTAGTGGCAGTAGAAAGMATTTTAACAAGTAACAGATTAAATGT 

ATAAGGCTTACAGCACAATGATTAAAAACAAAGGAATACAAACTAAATAGTCGTGAACAC 

MTTA GTTTCTCTTCCtGCAGCCACAGTGTGTGTGCTGAAGATATACATAAACTGTTGGA 

TTTTTCAGTGTAGTCATAAAACMAGCTMGATACAMMTAGTTGAAAGTCTTTGCAAC 

MAATCTCAATTACAGTATAACCAAATATTAAGCAGAMTTCTTGTACAATATTTCTGAA 

ACACTTATGTCTGAAAT 

Sequence 3205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCATATTCTCCACCTTTGTTCCTTGCC 

CTTTGCCTTCAAAGATATGTAGATGTTCCTTAACTCCAAAAATTATAAAAACAAACAAAA 

AMCTTTACCACTGTTCATTATCAMGTTACTATTCATTTATCCATTCMTATTTAGAGT 

AGCTAACAAGACAAAACAAAATAATTGCTGCTTTCGTGGCTTATAGTGGGGAAGGGTGAT 

AAA CACCATGA TGAAGGAGAGAAGAGTGCTATTGTGGGGGCACAAATTATGGGGATCTGA 

TCCI I I I I I I I AAGGGAGGCATCAGGGAAAGTCTCTCTGAGGAAGTAAGGTTGATTCTCA 

AAGGACAGATGGCAGAGACCCGGGTTAAGGGGTGGATTGGCACCAGGCTGAAGTCTGGTG 

CTCACMGAA ACTMGT GACAGCATAGGTTGGTATAGTGTGTAAGATCACCTTATTTTCT 

TCTTCANGGMTTTTTTGAGAACCTGGNTTATATTTGCATCTTACTCTCAI I I I I ICTTG 

GGTCCCAGNAACATANTTATTTTCCC 

Sequence 3206 

CGCCCGGGCAGGT ACATA AGTGATTTGGATTACCTATATTATCTCTCTC I I I I I 1 1 1 1 I 1 

TMCCATGTGCATGTTTTTCTTTAAAATAGAAATAGTGAAGTTCTGCTTCAGTCAGAACC 

TGCATAGGTTAATTAAATGCACGCTTTACTCCAACTCTACAACACTAAAGGACATGAAGG 

CTGCAAAACGAC TGGG AAGGGCTGCCCCCATACACTCAACTCCTCCAGTTTCTCATGCAT 

CCGTCCACCAAGTTTTACCAGACATTTACTATGTGCCAGGTTCTGCACTGGGCACAGGAG 

CAGAGGGCCGGTGGAGACACAGTCCCTGCCCCCACAGAGCTCACAGATGGGGCAGGCAGA 

AGCCACAGAGGCCGTGGTGGTCACGCTTCGGGAGAAAAGAACCACAAGTCAAAGGGGCAC 

AAAAGGGGGCAACCAACTCTATCTGGGATGCTGGAAAGGATTCCTGGGGGATGGAGATGA 

CTNAGTGGGAATAGCCCTGATTGGAAAGAAGAAAG 

Sequence 3207 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATMCAGACTTGCCTGAGCCATTACTTACCACAATGMTTGGTATGACACTTC 

TMCMGGTCAGAMAATCAGATTCTGTTTTCTTMTATTGAGGATCTTTCCCACTTTCC 

CTGAGCTMTGAGACACAGGTCTGTGGCAAATACATTTAGTATTTTCCTACACATGAATT 

CCTMCAAAACCAAGCMGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTT ATGTT ATTTTG CTT ATTG AAA 

Sequence 3208 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATTTTCATCCTCTCCATTTTTCAGATAAG 

AGAACTGAGTTGCAGAAGCATTAATAGCTTCACCAAGGACACACAGTAATAAGCGGCCCA 

ACAAAGATTCTAACCCAGGCCGACTGGATCCAGAGCTTGGACTCCTAACAACTAGAGATT 

AT TGTTC CTTTCGCMTCCAGCCACATGMCCTCCTTTATATTTAATGCAAAATATGCAT 

TGTTTTTCACCTCCAGCCTTCTCAAATGACAATGTCTCTTCCTATGCATTCGCCTACTCC 

ACCTMCCTCACTTTCCCTTGGGCTCCCTCCTATCCATCCTCCAGGATTCTTGGTCAGGG 

TCAGCTGCCCCTTCTGTGTGTGCTACCCCATCACCCTGTGCTTCCCCTTCCAGCACTCAG 

CACATAAACTGGGTATTTCAACTACAGGTTCTCTGTCACCTCCCACCCTTGACTTGAAAG 

CTGCACAAGGACAGGGGCCAAGCTACCCAAGCATTTCTATATCTACAATGNCTGGCAGGC 

TTGGCGGGGGGCTCTATCATTACTGNGAAAAGACCAGGATACCTTTATTAAATAAGTGGA 
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ATAAAATTTGAATAGTT 
Sequence 3209 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAA AACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCAACGTGACCMTTTTCGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGC 

Sequence 3210 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAACCATATGAAAATAGTTGCTACCTTGTTGGA 

CAGGACAGATATACAAAGCATTTCCATTTTTACAGAAAATGTGTATGGATACCATGGAGG 

TTTGAAATAAATGCTGNNTTCATTCAAACTATAGTGAAATACAGCATGTGAAAAAGTAAT 

TACTTATTGACTATAATAAATGCTTCATAAAATATAATAGATGCTGATTCTGGCCAAGAT 

TGACAAAATCTAATGCAGCCTACATGTCTCAGTGGTTAATACTAAGACTCTGAATAAAAT 

ACAAGCAAATAAACACCTTTGAGGACTTTGAACAGTAAATAACAGAGGGCGGGTTTAAGG 

GTMTCAAMCTTGMGAMCATCTATATGGTAGTGGTGMTTTATTATATTTTTCTTGC 

TTATCTCCTANGCTGTGACCTAAAGACTATCTNAATGGGAAAATGTGTAACAGGCAAATT 

TAGCAAAACCTATGGGGAACCACATATTTCTTGGCTATAGGGCAAAGAGAAAGGCCCTAT 

ACTAGCAGGAGAAAATAGGAAGAAACCTTTT 

Sequence 3211 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGGCCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATTTTTAATACAT 

ACACATGCACGCTTTTTAAT 

Sequence 3212 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTAATTGATTGGGCTTCAAAAACTCAAG 

GTTGAATTTCAGCTTCTAACTTGATGAGMTGGCTGTCTTMTTCrrGCTTTTTTGTTAAT 

TTTACTTCCAGGAAGTCAGGGCTGTGATTTGAGGTTTTTTTCTCTAAGCTTCTGTGATGG 

AGATGMTTTATTAAAGTGGGGCCATAATGTCTTTTTGAGCAACATTAAAACTGAGTCAT 

CAGAATTAGGAAGTATCAGAAGTCAAGATCAATTTTCAAGAACAGGAGCATAAAATTCGA 

ACTCAATCTGGTGGTTACCATTAAGAAGATTTAGAAGCTCATTCAGACTGATAACTAACG 

MTAMTATAGCTTTCATTTGTTGGAGACTTTATGTGAGCCAGCCAGTTATACATGTTAT 

TTATAATCCCCACAGNAACACTGCAAGGTAGGTTATCAACTCTATTTTTGCAGTTGAGGA 

AATTGAGGCTAAGAAAATATGCCATTTAACTTTTGCTGCATAACAAAACTACCCCAAAAA 

GCTAATGGGTTTA 

Sequence 3213 

TAAAATGTTTAANANATAGATTTAAAAAGCATNGTACATNGNTACTGAATGNCGTCTACA 

TGGCATTGNACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGAT 

AGTGAATGGCAACGTGACCAATTTTCNTCTCAAGTTAAAATACCAAAAACTATTACAGTG 

TCTACTGGATTTATGTCTATATGACAAATCTTGATACTGNATCCACAACATTACTGGCGT 

GCTTA7TGCTTTGCNTTTGTGTGCTTGTGTGTGTCTGCCTATTAATACNTTNCGCTGCTT 

TTGTCTGTGTTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGC 

AGCCTCTGCGTTTAGGTGTTTTATTGTATATATTGGATTTNTTTATATACCATTATTTTT 

AATACATACACATGCA 

Sequence 3214 

CCCTTAGCGNGCGCCCGGNCANGNACNNATTCTAGGTGGCCTTATTTACATAATAGATTG 
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GTG6TGTTTACATTTAACTAATGAGTTTNCATTTNACNAAAACNNAAATCCAGTGTNTGA 
NCTNMTGATAANMCTGGAMTGCTTTTTCTCAAGGACGTGGTCNATNATNTAAGTTTG 
CACNANGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCA 
GGACAAAATACTAACACATTATGAAAATGATAGTACCTNGGNCGNGACCACGCTAAGGG 
Sequence 3215 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTC 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGGATATATTGGATTTTGGTTATATACCATT 

Sequence 3216 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

CAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGAC 

TATTGTAGAGTCTTACATGMGCTMATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTAAGAG 

TTTAGATAAGT 

Sequence 3217 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATATTGCAAAAGCTATCTTCCTTCTAT 
ACATGAGG CTGTC AGCTGAATAGTCTTGGAAGAGTGAGGAGTGMTTTTTCTGCTGGCAA 
CTCGGTTAGTTTTAGCAGTTGGTGCTAAMCTTGGCAMGTTTTCACCAAATACATGGAA 
GATATACAAAAATAGAGGGGGCATGTAAAAGAAAAACNTTGACATANTCTGAGC 
Sequence 3218 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAMCAGGCCAMTGTTGCCTTTGGGGTTC 

CTGTTTCAACAGCATGGTGTGAAGCGCTGCATCAACCTTCTCTGCCTCATCCTGCAAGGT 

GGCAAATTCCTCAAGAATATGACCAAGCTTATCTCTCTGTCGAGCCCTG7TATGTCCATG 

GATCTGAATAAGACTACAGAATGGCCGAACACAGTGAGTAACAAAGGAGTCGATACAGTC 

CTTAGCCTGGTGATTATTATATAGGTAGCACTTGGGGGAAAGCACCGGAGGACTGACAAA 

AGACCGMGTGCATCTTTCACCATGTCTTGTATGAGATGAGTTCCAAAGACCTTTTTGTT 

ATCCACCAGGAAAGTGGTTTGTAACAGAGATCTTGAAAGAACACGTGGTGACTGTTCACT 

AMTTCACAGMAAMATCCAGGATACAATGTAMTTTGTTAAATTCACAACCTCACAGA 

CAGGTT TTATTCTATCTATTMTCTTGCAAMTAGTTCACCATTTCTTCCCTTTTMTTA 

TTTTTTGCATATCGAGGGAANGTAGGTGGAAGTAGCCTCTGGTTCACAANGGGTTCAAAA 

CC 

Sequence 3219 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTACTACTATTGCTACTATTACTTATAATAG 
MCACTTGATACTGAACAGTATCTTTGGATACTGACATAGGGTGATCATTATTGAATTAT 
TTAMCA TTCA TCTGCTTAAAG ATTAGATGCTTTCTTACGCAA I ) I I I CAACATACCTTC 
CAGTTCATTTTATCACTCTGTTACTTTAGAGGMGCACTGTGGTCATTAGTTCTTACTCT 
ATCAAAATGATATTTAACTCTCAGATACCTCAGTCAGAGCCTGATCCTTACTATAATTGA 
AATAAAMTTATTGAGCCTCTTCTGTATTTTATACTAGAGACCTTGCCCTGCATTGCCAG 
GG AAAATCATTAACCACTG CAAAATTTAA 
Sequence 3220 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATATTTCAGATATTGGCACATTCGGCTTGTA 

TAAGGGGAGACGCTTTTTTGCAGTTGGACGGCCATTGAAGACAAGTTGGTCACCCCAAGT 

TTTCTTTCCAGTTCTTCTGAAAAACTCACTAAAGAAAAAGAAAGCAAGAAATACAGAAAA 

GTATAGAAAAATAATCCATATTCCCACCACCTAGGATTAAGTTGTTAACAAGATGAAAAC 

TTCATACTGAAAAACCACCCTTTCTAGAGGCGATTTACCACTTATTCCTTGCCTTTCAAA 
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ATATTTACTTTTCAAGGTMTCTCTC^ 

TAGAGATTGTTAACTTGGGGTCTGGCTAGGCTGTGAATCCTCTGATATTAAACAAAAGAT 

TTTGGTTGMGGNGCTTATMGGCTTTATTTTTCTTCCTTTCTGCTCTAGCCCCATATGT 

GCAGG GATTT TCATTAGATCCTCAAAGAGTTCTGTNACCCCCACCCTCTCCCTTCTACCT 

TGlsrTACTTTTGAAACATTCTCCTACAGATTTAGTGGGGGAAAT 

Sequence 3221 

AGAATTC GCCCT TAGCGTGGTCGCGGCCGAGGTACCTMCGGAAATTTTATCATTGCTTT 

MAATGTATTTTAATGAAGATATTAAAAAATACCTTTGATGGATTCTTCAATATTGTCGA 

AC TGCTCA AAATGATTATACTGTTATATGAAGTCTAAAATCTTTCATGCAACTTACAAGA 

ATATTTTTGTTGNATGCACCACAGTTGGAAAATTCTAGTGGGACCATGTCCATGCAATTA 

CTGATTATGTMTGCTGTAMTTTTTGATMGCATGTTCCMGTTTTCCTGTTCTAAAAA 

CAMMCATTAAAATCACCCACTGNTGAAGACAAMGATCATTACTTTATTAGGAGANAT 

TATTAGATATGTTTTAGAAACTAGTTT 

Sequence 3222 

GAGGTACCAATAAATGAGTATTACATGTTAATATAANATGATGTAGCTCTTCAGCCACAG 

GGGT ATAAACC TGGCTAGCATGACACACCAGANCTCTGCTGATTGNTGTTNGNTCATTNG 

TTTGNTTTTTTGAAATAGTNTCGCTNTGTCACCCANGTTGAAGTGCANTGGCACAATCTT 

GGCTCACTACAACACCTGCCTCCCCAGTTCCAGCAATTCTCATGCCTCAGCCTCCCGAGT 

AGCTATGANTACGGGCACATGCCACCANCCCTGGCTNATNNTTNTNTTTTTANTAGGGAC 

GANTTTCNTCATGTTNCCCANGCTGGTCTTGMNTCCTGGCCTNAAGTGATNCACCCACC 

TTGGCC TCCCAA AATGCTGGGATTGCAAGTGTGAGTCANTGGCCCCCNGTAACATTGTTA 

ATGTTCATTTTTCAGGCTCCNTTNAAATGATTCAT^ 

CATTTGATTTCCATAGTTTAAAATAA 

Sequence 3223 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCANAAGGAGAAATAGAAAATTTAAGGACAG 

GCAMGATACTGGATC TGGA TAAAATATTTMGTTTGAACTTTATATATTGAATTCTTCG 

TTCTATAGAGACTATGCTTTTCTATGCAACAAGCCAAGGAACATTAAAAAAATTGGTCAT 

GTMTTTACATTGCACMTATGGAGATTGTGCGTTGCTTTAAAACTATTGTTAGCGTCTG 

GGAACAGATAACCTGAGGTCAGGAGTTCGAGAGCAGCCTGGACAAAATAGCGAAACCATG 

TCTCTACTAGAAATACAAAATCAGCTGGGTGTGGTGGCATGGACCTGTAGTCCCANATAC 

TCAGGAGGCTGAGGCAGGANAAGCACTTGAACCTGGGAGGCGGA 

Sequence 3224 

ACTCCTATAGG GAGTCG ACCCCGCGTCCGCTGTGCCCTCTGTTGTTGGATCCCAGGCATG 

AAMCTTTGTGCTTTTTAGCCCCAAGTTAAGTCTGAATGGTCATCTTATTCTGTGATAGG 

TAAGTATGACTGAGTCGGGGTGATTTGGCGTGGGCCTTGGGTGGTAGAAGAAACATCTTT 

AGGGCTTATAAAATGTTCTACAATATTTGTCAGCACCCATGAATTTGAGTACTGCATCGA 

ATAGAGTAGAGCTCTCAACAGTATGTTTGAAATGATCCAGAAGGATATTATAAACTATTC 

AGATATTCACMTGGCAATCTATCTCAGAGAGGCGATCATTTGCATATGTTGATCAAATT 

AGCATCTGATGCTCATAAATMTGGAATGACATTAGGTTTMTMGTMTTTTTAAAGAG 

AAGTGCTGACAGGTCATTGGGGTTATAAAGAAAACCAAAATAGGTACCAGGCCCTGTGCA 

GTTTATCAGACATTCGACCTCGTTCATCMGTTTTTCAGAAGACAGTACCACCATTGTGA 

GTTTTCTTACCMTTTGCTTAGCTTCCACMTTTC^ 

ATTATCAGCTTGGGGAGGAGGATGTACATTAAGATCNTCTTAGATCCATGGAGAATTAAA 
Sequence 3225 

CCCTTAGCGGCCGCCCGGGCAGGTACAGATTCTAGGTGGCCTTATTTACATAATAGATTG 

GTGGTGTTTACATTTCCTMTGAGTTTCCATTTGACGAAAACGGAAATCCAGTGTATGAG 

CTTMTGATMGMCTGGAMTCCTTTTTCTCMGGACGTGGTCCAGATTMGTTTGCAC 

CGAGGACGAGGACAAGGAAAACGATGGAGACTCTTTGCCAACGTTTAAATGTGTGTCAGG 

ACAAMTACTAACACATTATGAAAATGATAGTACCTCGGCCGCGACCACCGCTAAGGG 

Sequence 3226 

AGGTGTCGACCCACGCGTCCGCACAGTTGGAAGGGAAAAACTGACATCATTGCTCTGATG 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

59/599 



gtaaAaagtatcctgtggctctcaaggcctgcagcatcaggggcaagcgaggagggcggg 

cctcgcatttctcaagcttttcactgcaggctaacactgggaaatcgcccttgatcggtt 

tgctttgttacctgcccgg 

Sequence 3227 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTGAGCCACGATTTGTTCTCTCAACACTCTCCA 
GGCTGTCAGAAAAGAGATAGAAACTCACCAAGGCCAAGAAATGCTTGTGCGTGGCACAGA 
AGGAATCAAAGAGTAC 1 1 I < I I I I I I I 11 1 I I II I I I 1 1 I 1 A 1 I I I I I I I i I I I i 1 1 1 I I 
M 1 1 I M 1 I 1 M M J I ) 1 1 I I I M I 1 I 1 I) M I I 11 I 1 1 AAAAAAAAAAAAI I I I I 1 1 IN 
TTNMNCCNNANCNTTTN7TTANN 

MNCAAMCCGGGGAACCCAAAACCNTTTTNCAANGNNGGGGCCNTTNCNCCNTTNAAAA 
AAMAANGGTTTTAMAGTTIvnTTTTCCCN 
GNCCNTNN I I 1 I I I 1 I I AAA 
Sequence 3228 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAATTGCATCCTTCCATAGTGTAAATAATAA 

TCA MCATA AACATGTTCAATTACTGATATTTTAGTCCAATGTTTTrTGTTTCMTTAC^ 

TATCI I I 1 1 GCATCCTACCTATTATACATAAACTAACATCAAAATGAAAACTCCATTTAA 

GAAA GAGCATAAGGAAATGACCCCCAAATTGTAC I (TTTTTTTTTTTTTTTTT1 I GGTTT 

TTTTAAATGAGAACTCMTTTTATTTACATCTATTTATTTCCATTCAGTGTATCACATCT 

TCAGGATAGGTAATAACAGTGTGMGGGTGTGCTCATTTTCTTCAGCTGTGAGTAGAGGA 

GTCTTCCCGAGAGTAGCAGTTGTTGATCCAAATGATTGAAGCCTTCAGGTAAGGGAATAA 

CTGCTGCAGGAATTCTTTCTTGAAGAATTTAAGCTGTTTGGTAGGAATTCTGTAACTACA 

TACCTTT GAMC ACTATTCACATTCAAATAAMCGCTTGTTTTCTAGCCAGGCACAGGCT 

CMTTAGTTTTTCAMCTCTAGCCMNGCAGTATTTCATTTGGGAAATCATGCAACAGAA 

CTGCTCMTTCTTAACTTC7TCTGCTGTTAACATTTACACTTAGACTGGNCAGCAACCAG 

TT AACTTAAAATTTTG G CCTC AAG G G G AC AAAAA AAA 

Sequence 3229 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I II I I I II 1 I I II I I 1 1 I I I CTGANACA 

GGGTCTCACTCTGTGTCCAGGCTGGAGTGCAACTGCACGATCATAGCCCACTGCGGCCCC 

AACCTCCCAGGCTCAAGCCATCATCCCACCTCAGCCTCCCAAGTCACTGANACTACAGGT 

ATGTGCCACCACACCTGGCTACTTTTTAMTTTTTTGTAAANMCCCGCGTACTTTTACC 

TACA AAGAGGCTTTTTACCCANAATGCTCCTGCACACACTTTGCTGCTTCTTAAGGTGCA 

TTTTACCTGAANACTCCANAGTGGAGTGGATTAATAT 

Sequence 3230 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTCCTCTTCTCAGAACTNGATCAAG 

ATGTTATTCACAGGTMCANTNNCCTGTTTTGGGTTNCTCTTTCCTCCCTGGCTCTACAT 

GTCTCATGGTCAAAAGAACTTGGAAGCAAAGACTTAGCCATCTACCATGGCCAAGCAAAG 

GAACCTGCATAACCCCCAATA 

Sequence 3231 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAAT 

GTTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 

MTGGCAACGTGACCAATTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCT 

ACTG GATTTA TGTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCT 

TTTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTC^ 

CTGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCT 

CTGCGTTTAGGTGTTTTATTGNATATATTGNATTTC 

ATACACATGCACGC I I 1 1 1 AATTACATAA 

Sequence 3232 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTMTACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTAGCAGTGTCGTCTACATGGC 

ATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTG 
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MTGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTA 
CTGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTT 
TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCT 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTC 
TGCGTTTAGGTGTTTTATTGGATATATTGGATTTGGNTATATACCATTATTTT^ 
TACACATGCACGCI M I I 
Sequence 3233 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAA 

TCAMGAACTTAATTTCAGTATTGCATTCMTGGCTCCACACACAGAAAGCTCTTTTGGT 

TTGTAAMGGGATAMGTAGACTTCTMGATTATTTTMGTMTATATTCTATGTGCTTT 

TATGGCACGGCCCAMCAAAAGAACTCCTAGATGGTTTCTGGGMCTGTTTGTTMTTTA 

CCATTCCAGGATGAAACAATCAGATTGCTCCACCTCAATAAAATGGCCTTTCACACACAT 

CATCCTTGCAGGACACTCTGCCCAAATTATTTAACCTTTGAACACAAGAACCTACCCTGA 

GGTTGCTTGAGATTAAATGGAATAAATATGGA 

Sequence 3234 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCATACATAGCTCACTGAAGCCTTGAACTCC 

TGAGGTCAAGTTATCTTCCTGCCTCAGCAATTCTTGTTATACGTAATATAGACTAAAGCG 

CCTGCCCTAGMATTTATCTTCAMAATGAAACAAAATAGAACAAAGGTTGTGATTTTAG 

TTTATCTAAAATGTGGAGTTTCCTTCCTCTTGCCACCAGATCAGAGAAAAMTTTTGTAA 

TGATATMGTTGATTGAGATTTTTTATGGCATTTTGCGTAGGAATATATATTGCACAACT 

AGGCMGTTATCCACATTTATTATCCCTGMCTTTGAATTATAATTTTACATATGATGAG 

GCTGGCTAAACTTTMTGGGTATTTTTTATTTTAGAMCCTAGTAAATACATATTTACA 

TTGTMTTACTTGCTGTAATCTTACATTGMTCMGTTGTATTCTGTTTCGTGTATTGTG 

TCCCCCCCCCCCCTTTTTTTAATAMGGMGCACTGTGACTGTTTTTATTTTAAMG 

I 1 1 1 1 I I I I 

Sequence 3235 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTMTTCTTAAAAATGTGATMTTGTAATAAACTTTTATTATATCTTATGT 

AAAA TAAT TGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCTTTCACAGACAGAAGMTTATAGCCTCAGTATTTATGTATATTTT 

TGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTT TCAAATCTCCTTTTCTCATCATTGACTGGMCACAGTTGAAAAAATATTAAACTG 

ATTTTGTGACGATGMTTTAGGAATTCCAGTTAGCTAAGGATTAGAAAMCTGATTTTCG 

GAGGCATACTCTGATCCAGAATGGGGCTTTAATATTGGATTAT 

Sequence 3236 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACAGCCAGCTGGGTACTAAACCAGAATTTCCCA 

CCAGCAGCTCAAATCTATCGTTATGTCTTTTTCCTTCTCTGTTACCATATCGCACATTTC 

ACTTAMGCTCMTTGGTTTGGCCAAGCTAGAAACCTGAAGTCCTCTTANACTCACTCTT 

CCCTTTMTGTTGAACAGAGTTAGACCTCMGGCTTGTTGGTTCTACTTTTTAMGATT^ 

CTGAMTCMGTATCACTTATCCTCACAGTCAGCCTTCGTTTGGAAACTTAATAGCTCTT 

ACCTGGATTACMCAGCTTTGTMCTTATTTTTGTCCCAAGGTTCTCACCTGTTGATTCT 

GATTTNCATTGTTATAGGAGGGCCATAGGTGGCAGAGATGTTNTTTTCCACAAAGTCNTT 

AAATTTATAAGTGATTCTCCCCT 

Sequence 3237 

CCCTTAGCGTGGTCGCGGCCGAGGCACCCCCAAATAAGCCTCAGTTCCCATATTTAAACT 

TTTTTCTCATAGGAMGCTACAGGAATTTTMGATATCACATGGTTACATTTGCTT^ 

TCCAGATGGAGCTMATTGCTATATGATACAGGGTTTATTTTATATTTCTCATATTAAAG 

ATGAAAAAGTGAAAATTGAGTAGTTGACTCAAAATTATATGTATATATATATATATATGT 

TMCAGTTGMTACAMCAAGATTACMGCAGTGAAACATTCAMTAGTTTTGGCAACTC 

CAMTATTTTGTGTTTCACAAAAGGAGTTAGGTTMCTmCTAAA 

TACTATTTTAATAAGGAGAAACTTAAGGATGAGAAGGCATGAGGAAAAGTTACATTAGTG 
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AAAGCTATATACTAAAGCAGACCTTCAACAACAGCTCATAACTAATAAATGCTTTGTATT 
TTG^^^TTCMGCAGTTATGTMATCAATTTGGTGATTTCTTACACTGTACCTGCCCGGGC 
GGCCGN 
Sequence 3238 

ACTGCTGATCTATTCCCTTAGTCMCMGTAMTTATTTTTATTGTCAGTTTGGCTTGGT 

TGATCTGTCCTTGCAGCCTAAGTGATGCATGAGCGAATGGAGAAATGAACTAGTTGCTAC 

ATAGAAGCTTGAGGTCAGGTTGAAATTAGGGGCTCAAACTAGATATGAAACCCAGGGCAT 

GGAAATGGTCACAGTGCCTCTTGAATAAGAAGCGCTACTTCAAATTGGAATGTTGATGTA 

ACAGAATCAAGAGATAGTATTCTCAGGGCTTGGTCAGCAAGGTCTGAAGGTTCAAAATGT 

GGCTGTGTTGTAAACTACTGAGAAAGCCAGTGGGGAGAAGAGATTTCCCTAAGACAGTCT 

GACAACTATGTTCCGTCTCATGCTAGAGATACCTGGCTGCTAGTCAAAGGCCTTCC 

Sequence 3239 

CCCTTCGGCCGCCCGGGCAGGTACGCGGGGTGGTAAAACTCATTGCAGCGTTGAAGAACT 

TMCTGACGTTTCACCAGATTTGGACATCAGGCTGAAGATGGAAGAATCCCAGAAGGAAC 

TTGAATCATATATGATGAGGGCTCAGCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAAC 

TCATTTCAAAACACMGGMGCACTMTAATTTNTAATACAAAAAGTCTGGCCAAGTATT 

TGAAAGCTGTTGAAGAACTAAAAAATAATGTAACTGAGGACATAAAGATGTCTTTAGAAG 

AAAAGAGTAGAGATGTCTGTGCCAAATGGGAGTCTCTTCATCATGAACTGTCTTTATATG 

TTCAACAACTAAAAATAGATATTGAAAAAGGAAAGCTTAGTGACAATATTTTAAAACT 

Sequence 3240 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGTGTCGTCTACATGGCATTGGACAGGACA 

TAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTGA 

CCAATTTTTGTCTCMGTTAAMTACCAAAAACTATTACAGTGTCTACTGGATTTATGTC 

TATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTTT 

TGTGTGCCTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGTGTCTACATAC 

ACATCATTMTACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGCGTTTAGGTGT 

TTTATTGTATATATTGGATTTGNTTATATACCATTATTTTTAATACATACACATACACGC 

TTTTTAATTACATAATGTATATGTACCTGCCCGGGCGGCCGNTCGAAGGGCGAA 

Sequence 3241 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGGCCMTTnTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTT 

Sequence 3242 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTT7TGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCNGTGCTT 

TTTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTNCCGCTGCTTNTGT 

CTGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGGGGATAACAGCAGCCT 

CTGCGTTTAGGTGTTTTATTGMTATATTGMTT^ 

Sequence 3243 

CCCTTAGCGTGGTCNCGGCCGAGGACCCCATGGCTGTTGTGGCTTCTGACANAGGAGGCA 
GGAATGTGGTGGCTGGCTTGGGAGTTGTAGGAGGCTCATCTGGACCAGGTTCATTGTAAC 
CGTTAAGGTANAGGCTGTCTTTGTCCANANAGTAGGGGCCCACCCGGGTGATGCCTNNCT 
CTGCTGGCTCAGCTCATGGAACACCTGCTTGATAGGCAGACCTGGGCCGCTGAGGGGCTG 
Sequence 3244 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATTAATCCTCTAGAACATGCATTTACTCT 
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ATATTAC AGCTT TGCATGCAATAACTAGTTGTGTTTCCTCMTGATGTCACCTTGAAGTG 

GCTTTTAI 1 1 1 I CTTATTTCACTGATGAGAGATGTGAGGGTTACCTGAGGGACATATCAA 

GTGGTCAMCCACTATTCAGTAGCTATCCTTCTTACTTTAAAACTCCGTGGTCTGCTCAA 

AACCGTCTTGCTMGTAMTATGCTAAAAATGAGTTCTCTTTCTGTTACTGGACCTCTTA 

TCTTGGTCCTTGGTTAATTTTCCCTCAT 

Sequence 3245 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTTCAGTCCATACCAGGGCTGAATGGGG 
MTGATCTGCATGTATAACAGGGAMTTTTGAGGTATTTMGTGACATACACTTTGTGAA 
TGTGCT TTGAAAT ATCCAAAGTGTCACATMTTATAATATAAGCTGCTATCATGAGCTAA 
TTTCTTGTTTTTTCTTTTCTTTTCTTTTC I I I I I I CTTTTT CI H I I 1 I 1 1 1 I 1 I 
Sequence 3246 

CGTGGTCGCGGCCGAGGTACNCGGGGTAGGTTAAGAATGTGGATGGGTTTCCATTGCATA 

GATT CAAGGT TTGCTATCACAGAAAAAAGAAGCTAGTGCTTCTATCTTACTAAATTGGAA 

MTTATTTTTCTCATTGTTCATTCTATCAGNGCCCCCTTTCCCCTCTGTATTTATATAGC 

ACGGGAATGTATAGTTTCTATCAAATAAATCATTAGAAAGGCAATGTTCAGGCCGGACAT 

GGTGGCTCACGCCTGTAATCCCACACTTGGGGAGGCCGAGGCGGGCAGATCGTGAGGTCA 

GGAGATCACCGACCATCCTGGCTAACACGGNGAAACCCCGTCTCTACTAAAAATACAAAA 

AATTAG 

Sequence 3247 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGAAATCAATGGTAAGAAAAAAAATGGACA 

GGTCATCTMTATGTAAACAATTTMCTTTGATGTMTCTCTTGTTTGCTGGATTTGGTC 

CTGGGGAMGTCAAANGACTNTCTTATTTACTTAGTTGMTCTCTCACCTTTTCTCTGTC 

TTCTCATTTMCTTCTCTTCTCTTACCTTGCANAGCATTTTGATGATGAGTCCAGCTNAA 

MTAGTGTTGTGTCANGMTTCAGACTTACGGCCTMCCCTTTTTCTTGTGGGGAAATCT 

TTANGTGTATAGGACTGTGCTAATGGTGA 

Sequence 3248 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTAATAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTMCAATTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTG CCAT GTAGACGACACTGCAGTATACMTTTACMTGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGNATTAGCATCACCTTTT 

Sequence 3249 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGTATATATTGGATTTGGTTATATACCATTATT 

Sequence 3250 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCTGATAGGTTTACGTTTCAGTGAAACCAGT 

GCCACTAAGTATGGACATGGATGAAGCATTCAAAATCAGCCAATCTGAATGATGGGGGAA 

MGGGCTAGAAATACAACTGACTTAAGAGAMACATCACAGTCAAMCMTTGAGTTTTT 

CCTCCCCACAATATGAAATTCTATTTTGTCTTCTCTGAMTAMACATMTTGTTTCAGT 

GTTAAAAAAAAAAAAAAAAGCTAAAATGCTTAAGATAATTTCATCTGTGGCTTCATCCTT 

ACTCCTTCAACAAAATTCCTGAAGATACAGTGGGAAGATGTTGATAGAAAAGTAACGGTT 
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AAGGGAACTGCAGCTAGGAAAAGATCCCTGCACAGACTGCAGAGGCCCAGGTGTCCTGAA 

GTTGGACATCGAAGGTCATTATCATGTCCTATCAGGAGAGGAGTTCTTTTCAATGTTTCA 

CTAATATCAATGTCTACTTGCTTTCCTCATGGGCCAGATTCCCCCAAAAACCACACATCC 

TTMGGATGTCATTTGGTTTATGTTGACAMCCAMTTGNTTTAACATTTCAAAGGATGC 
TTTA 

Sequence 3251 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTAGTTGTTTCAAGATATACCAAGAAACCTC 

AGGTTCTACATAGCTAAAAMGTTTCTTATATTTTGTTAATGTCAATCAAACCCATTTTT 

CACAGGCAMAATGTGTATTTTCATGCCTTATTTGATMTTCCATGAAAAAATTAAAATA 

TTWANTCAGCATATTAGAMTTTATTCTTGGAGATGCAAATACGTATTTTCAAATTGTA 

AGTGTTAMTTGTGGATATMNMTCTTCCCACCTATTTTTTATTTTAACTTAATATTTT 

CAMCTTTATAMTATAGATAGGATAATTTGCTTATCTTTTTTTGACAAAGCCATCAAAT 

AATCAGTGTTGTGAATAAGGGTATTTCTTTGGAAAACATAAAAGGGGCACAATTAATCAG 

CTGTCAACAAGGAAAGGAAACAAAATTGGGTATTTAAATAATTG 

Sequence 3252 

AAATATTTGGCAAAGGAATGAAAAAAGTTAGAAAGTTGTCTGTCTGTGGGCTAGGCTCTG 

CCTGCAAGATACTTACAATCTAGGTCAGAGGTTCCTAAATCCTTCTCAATGCCGTTTGCA 

CTGGCCCTGAGGAAAGTGTGAAAATGAAGACTATTGTAGAGTCTTACATGAAGCTAAATT 

TGTTCATTT ATATC ACTTCTCTTTTATTATGAGATTATGTCCTCTGCAGTTTTTTGGTAT 

TAAMTGTCTTTTAT GAAAGG ATAGTAAGAGTTAGATAGTAGTCTTTTTTGTGCAAAANA 

AAMNA NNNNNN NAATTTTTNGGGNCGNANNCCCCTTTGGGGGNAANTTCCCCCCCNNGG 

GGGGGNTTTTTTNGGGGACCCNANCCGGGANCNAAANNNNGGGGGAAAANNGGGGNNNAN 

NTGGNTCCCNGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAAGGGA 

NAGNGAANAANAAATTTNNNNACTCCCCNTTGNAANGAAANNAATNCNNNNGGCTTTTNN 

NNGNANNNANNNCNNNCCCCNNAAGGANCCNTmTTNNNNAATNNNNNNGGCNNNNNNN 

ANNNANNNCNNNANGNGNNNNTNNNNNNNNGGNNNAAAAANNTGGGGNCCCAAANCAACT 

TNAAAATNCCTACTTTTTTNAAA 

Sequence 3253 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCCTACGATAATGACATAGTAGACGA 

TAGTGAAATTGCATATAAATATGCACAATTGGCAGACACTAATAGTAATGCAAGTGCCTT 

TCTAAAAAGTAATTCACAGGCAAAAATTGTAAAGGA7TGTGCAACAATGTGTAGACATTA 

TAAACGAGCAGAAAAAAAACAAATGAGTATGAGTCAATGGATAAAATATAGATGTGATAG 

GGTAGATGA TGGAG GTGATTGGAAGCAAATTGTTATGTTTTTAAGGTATCAAGGTGTAGA 

GTTTATGTCATTTTTAACTGCATTAAAAAGATTTTTGCAAGGCATACCTAAAAAAATTGC 

ATATTACTATATGGTGCAGCTAACACAGGTAAATCATTATTTGGTATGAGTTTAATGAAA 

TTTCTGCMGGGTCTGTAATATGTTTTGTAMTTCTAAAAGCCATTTTTGGTTACAACCA 

TCAGCAGATGCCAAAATAGGTATGTTAGATGATGCTCCAGTGCCCTGNTGGAACTTTTTG 

ATGACAATTTAAGAAATGCNT 

Sequence 3254 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAAGCAACAGTTACTGCGACGTGAGCAGCAA 

CNAAGTATCCTCTCCTGAAACTATTAGGCAGCACTTGNCCAACCACACCGCCGCGACCCA 

TACCAAAGCCGTCNCCTTGGGCACCGAAGAAACACAGACGACTATCCAGCGACCAAGATC 

AGAGCCAGACACCGGAAACCCCTGCCACACCACTAAGTTGTTGCACAGAGACTNAGTGGG 

ACAGTGCTCCAATCCTCACTGCATTTAACAGCTCACACAAAGGACGGATTAACTGTAATA 

GTAACACTACACCCATAGTACCTGCCCGGGCGGNCGTTCTAAAG 

Sequence 3255 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTATTTAAAAAACCAGAGAGTTATTTGGTA 

TTAAGAAGAAAGATGATTAGATTGAAAGATTGAAAGTGGACACTATGGATAGGAAGTAAA 

TGAMCCACTTCTTTMCTGGAGTAGTTTTTMTTTTTGAGTTTTTTTCTATAGGTAACA 

TAAMTAGGGATGGGTTTTGTAGTTGGCTTTTCATTCTTGGCACTAATGCCACTGTTGGG 

ACCTTGAGACAGCAAATTGAACTTTCTGATAGTTGNCCTAATAGCTCTTTCAGGCTGTAT 
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TTGGTGTCCTTAGTGAATTAAAGTTTG 



Sequence 3256 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAMTCTTGATACTGCATCCACMCATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTG 

TGTCTACATA CACAT CATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGNGTTTTATTGGATATATTGGA1TTGGTTATATACCATTATTTTT 

Sequence 3257 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGGAAAGGCTTTCTCCAGCTGATGGATGGC 

TGTTCTCTTTATTTGGAGTATCTTACTGGTTATGTAAGCGACCTCGAGAGAAATTATCCT 

GACCCAGATCGGAGGATGCAGTAGTGCTTCAGCTGCAGGATTTCTTAGTCGTTAACACCA 

CAGTGCTGATNACAAAGAGCGAGTTGTAATCCTCATCACTGCCAGGGCTGAGCCAGANCA 

GACAGAAAATCGTCATTTGCTCGTTGGAGACTTGTTAGGTTATAGCTCCTGCTTCGTTCT 

GTGGTCTTGGCTTTTCTTCCTATNCAATGACGCCGCTGCAAGTGAGCTCACAAATGCTTG 

GTTTGAGAGCCATTTGCCTGTGATTTTTGMGACTMAGMGTATTTACACTAGATACTC 

TTCCAGAACMMTAGAAATTTCAGCAAATACTTACTGACCTTTAAAGCCTTGTTGTGGA 

TTTCTTGAGATTTAAAGATACTTTAAAATTCTCAAAGAACAAAACTTT 

Sequence 3258 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCCTGACCTCAGGCTGCAGATATTGAGCTG 

AGGGGAGAACAATAGGGTCTCAAAAGATCTTTTTGGAGACCAGAAAAACACAACATATAC 

CATTGGAACATTG MGCTT TTGGGCATGGGGCAGAAATTMTCACATTTAAATTTGMTT 

MTTTAATCAGGTTATTTTCCTMTMTTAACACAACTCGAGAATGGAAATTTTTGGCCA 

GGTGTGGTGGCTCATGACTGTAATCTCGGCACTTTGGGAGGCTGAGGCAGGTGGATAACC 

TGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTAAAACCCTGTCTCTACAAAAAT 

ACAAAATTAGCTGGGCGTGGTGGCACATGTCTGTAATCTTAGCTACTTGG 

Sequence 3259 

GCGTGGCNNGGCCGAGGTCATTTAAAAGGTGATGCTAATACTTAAAATGTTTAAGATATA 

GATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCACTGGACAGGAC 

ATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATGGCAACGTG 

ACCAATTTTTGTCTCAAGTTAMATACCAAAMCTATTACAGTGTCTACTGGATTTATGT 

CTATATGACAAATCTTGATACTGCATCCACMCATTACTGGCGTGCTTTTTGCTTTGCTT 

TTGTGT 

Sequence 3260 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTGCCCCTACCTAACTTTGTTGATAGGGC 

CCTACCTAACCAGTAAAGTAATTGGTGTGCATCCCCCATTTGCCCTGAATCTCCCAGGGA 

AAGGGCTAATAAACAGTGACTTTATAAGCAAGCAAGAGAAGAGGGGCCAAAGGCTGAACA 

GCTTTTCACCCGGATACCTACTTTGGAAAGAAACCCGAGTTTGCCATGAAGAATGATAAT 

AGATAGTAGGGAAGCCTCCCAGGCTTGTATGCTGCTGGTAGCAGGCAGTGTATTAACAAC 

CAAGC CAGAAAATTTTCACAGAGATATCTCCTAAGGCACTGAAAATAAACTGCTGT7TAT 

TTTTTCAGGGACAGTCAMGCAGTCAMTACTTTTrACAMCATTTTCTTGG^ 

CTTCCCCTCTCTTACATTCTTTTCTATAAAMTATTTGNATTTCTCTGTTGATGAGTTT^ 

MGAGGATATGTTMTATACTAGCMTmATTTTTCTAmAGAATATCCTCCA 

TATTTTTAI 1 1 I I I AANGG 

Sequence 3261 

GAGCGGCCGCCCGGGCAGGTNCACAGATATTAGCAAACTGCCTAGCCAAAAGAATTCATA 

TAAMGAAMTTAGCATTACAGCCCATAGGACTTTTGGAGACAAAGACACACAGCCCGTT 

TTGTAACCAGTGTTAACTGAAAGTCCGATTGTGCTGGACTGAAGAGAACACTCACCAAGC 

ATGATGTCG GTGCT MCTGGMTTTCTnTATMTTTGGACAATTTTACCACAAACTCTC 

TAMCTTCAGTTTTCTGATCTGAAAAACGGGCCCAAGAACAGTAAGTATCTTCCTGACAA 
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GGTTGCTATGA 
Sequence 3262 

CCCTTTCGANCGGCCGCCCGGGCAGGTACTTTTCTTC 1 1 1 I I 1 I I I I I I 1 1 C I 1 1 1 1 I GA 

GACGGGCTTTCACTCCAGCCTGGGTGGCAGAGTGAGACCCTGTCTCTAAACAAAAACGAA 

GCATGTCTATAGAAAGAMCTGAAAMTGTTAGCATTAAGAACCCAGATGGAGACCTTTC 

TTTTGGTCMGATTATAATTTANAAATTTTGAGATGGGGTGTGGTGAGGAAAGTGAGGAA 

GCTTAACTGCTTGGTTCTTTCATCTCTGAMTTTAGGCAGTGACATTATTTATTTAGAGT 

GAGATAAATTGTGATGGCTCAAAGAGA 

Sequence 3263 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACGAGGGCAAGAGAGGAGGTGTCTCCTTAAAAA 

GGAAGACAGTAAGGTAACACAATTTATCTAAAGTCAAAAAACTTAAAACGGACCCGGATG 

TCAMCCCAGGACTGCCCGAGCACAGGACCTGTATTTTTACTGCTCTGCCTGCCTGCTAG 

GCAGCACCGACCCACCAAAACAAAGGATATGNAAGCACCAAATGAACAAGTATTTTAAAC 

ATGAAAAAAAATTGAAAACAGCTCACAAGTGTGTATAATAGGTATTCATAGCCATAATGT 

TTTMTCAAACAAAAATNAGTTTATTTTCTTTGACTCMATTATMTTATGTATTATGCG 

ATTMGTATGTCAAATATTTTACAGGAGTTGTAGAMGAATGTTTTATTCAAAAAGCTAG 

CACCAAGACTTAAGTAGAAMGCTTTTGCAACTCACTGGTGTAGGGACAGTGAANAA 

Sequence 3264 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I U I I I I J 1 1 I ! I 1 1 I I I I I GAGACAGGGTC 

TCACTCTGCCACCCAGGTTGGAGTGCAATGGAGCAATCATAGCTCACTGTAACCTCGAAC 

TCCTGGGCTCAAGTGATCCTTCCACCTCAGCCTCCCMGATGCMCACGGGTTTTTTCCA 

CGTTTTTTTCTTACTCAGAAAATGAGGAAACAGAAAGTAGAGCAAATACAATATCTGAAG 

AGATTATTGTTGAGMTTTCCAAGAAACAATAGTAACAGACAGTAATTTACAGATTGAAG 

AAGCTATT 

Sequence 3265 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTTTACTAATAGTTCAGCCACACTCG 

AAGACCTGAATATAGTAGAAACTTGAATAATTTGGACCTGCTAAAGGAGAGGTCACATAG 

CTTGGAAGCGGTCAGAATCAGCAGACATTTGGCCTGGCGCAGAGGCTCACACCAGTCTGG 

CCAATATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATATTTAGCCGGGCATGGTA 

GTGCATGCCTGTAGTCCCAGATACTCAGGAGGCTGAGGCTGGAGAATCACTTGAGCCCAG 

GAAGCGGAGGTTGCAGTAAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGC 

MGACTCTGTCCCAAANAAAAAAA 

Sequence 3266 

AC I I I II I I I I n I I I I I I I I I IIMTNATGAGACAGGGTCTTGCNATGTTGCCTAGGCTGG 

TCTCGAACTCCTGGAGTCAAGTGAATATCTGACCTAGGACI I 1 I I I GTTGCTACACCATG 

GGGGTCCCAGNAAAAACCCATTTACCACTCATGCTTGCACAACCCAAAAATGCCAGGGAG 

TTCTTGCTGATGGGGCCAACTNTTGACCAATAGGAAACTGGAGCCTATANANAAATTCCA 

CCCCCTTNGMATMNACACTGNMAMTTTTGCAAGGGAAGATCCTGANAAAAAGAAGT 

TTCCCCCACTTCCCTTTTAGG 

AAGT 

Sequence 3267 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAAAMATTTTTMTGTMAATACCCCTTTAA 

GGATAGAATTTAGGGCCTTGMATTCTACTCAGTTGCTATGAACTGTGGGGMTTTGAGA 

CAMTAGCTTTTGTMTTGGAATGCACACTGTGTTGTAATAATGTGGAAAGAGAAACAAA 

MCTTTCCTTAATGTMTGAGTTTCCATTATCTGCCTMTCTAAGGTTTGTAAGTCTACA 

TTGTCAGGATTTATATTGAGGAGATAGGGGGTGTCATTTTCTGTACMGATAGTmAAG 

TATGTTCTAMTATTTGTCTGCTGTANTCTATTTGCTGTATATGCTGAAATTTTTGTATG 

CCATTTACTATTTTTATNGTTTANGAAAATAT 

Sequence 3268 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGG 
TCACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCA 
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ACTTGACNATGGACTCCGTTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGGA 

CCCCAGCCTGGTGGAGCANGTCTTTCTAGATAAGACCCTGAATGCCTCATTNCNTTGGCT 
GGG 

Sequence 3269 

CCCTTAG CGTGG TCGCGGCCGAGGTACACTTACTTTTAAAAAAATAATAAAAAAAATAAT 

MMATCCTTTTCCCMGCACCCCCGTCTMAGTTACAGCTGTATTTGGTTACTCGTTGG 

ANAGGMGGCCGGTTGCCTTTCTTCTTGGCTTCCAAGCCTTGTTTCTGAATCCTTTCCAC 

ACACACAACTCTTATTTCAAAGAGAAACCCCACTGGGAGACTGGAAGACAGGACTGTGAG 

AGMGGAAGTTATGTTAATTCCCCAACCCCAANGACACCAGTGGGCACTTCAAATACTTA 

GGGA GMAAAAAAAAGCTTCCTTCTMATTGATTAAAAGTTTGGTGATCACATTNGCAAG 

TTTTNANAGCTCCACCATTACNTCCNTCCTCCCCCATNGCACCAGTNACTNGCTTAATCA 

CAAATAGTGTCNCTGCTTAAGGACCAAGTAAGGCTGAATGTGACCCCTGTTTCCCCCGNG 

GCAGCCTGGGCTCCAAGGTAATTGMNACATGACGGCTGTTGATTTTGGCTGANGCTCAN 

CAGGA CTTAATGTTTGGGGAAATCAATGGCNCCACAGTAGGCCACAACCCCACCAAAGTG 

CTTTTNCACCTTGAGGGAATACCTGCCCGG 

Sequence 3270 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAAAGTATTCCAAGGGTTCAGAATAGAAAA 

TGATTTCTTCCAGCTTGGGGACATTTGGGAMTTGGGATATCCTTTGGGGAAATGTAGTA 

ATCAGTATATTCTGGGAAAACATAGTAGAGAATGAATAMTAMTTCCATTGAATTTGGA 

ATATGTTGTCCATTCTCCCTGTAACTAATGCTATCAAGATAAAGTAGAAATACCACATTT 

CAGAAAC AGCTG GAGTAGACAGGTCTTCATAGGCTAGCTTGGAAACCTAATAGCTATTAA 

TMTGAMTTTTAATTATACTCTGGATTCTAAACAATGAACACACAGTGATCTTTTTGAC 

TTGCTGCTTGTTTATAANTTGGGGATGGTCTGAATTCATTGTTGATTCAAA 

Sequence 3271 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAACTTACATAAAAAAGGCCCTGTTATAAAT 

CAAAGAACTTAATTTCAGTATTGCATTCAATGGCTCCACACACAGAMGCTCTTTTGGTT 

TGTAAAAGGGATAMGTAGACTTCTMGATTATTTTAAGTMTATATTCTATGTGCTTTT 

ATGGCACGGCCCAMCAAAAGMCTCCTAGATGGTTTCTGGGMCTGTTTGTTAATTTAC 

CATTCCAGGATGAAACAATCAGGTTGCTCCACCTCAATAAAATGGCCTTTCACACACATC 

ATCCTTGCAGGACACTCTGCCCAAATTATTTAACCTTGAACACAAAGAACCTACCCTGAG 

GTTGCTGAGATTAAATGGAATAATATGG 

Sequence 3272 

NGCTTGCACCNTTCCGAANAAAANCGCTGTACTAAAGCCGCGAGTCTGGTGNACCTTGGC 

ACCCCACNCGTTGCAAGCNTGNATTGGTANCCCANAGACGCCCAACCNTACCTGGGAAAT 

GAATGTTCTTTGGGAAAAAAAAATGGACCCGGTGGGAAGCCCTTGGGGCTTGGGAAGCCC 

CCGAAGGGTTCCCGCCGTTGGCGGGCCCAAATTCCAAGCCNGGGTTGGGCAANCCCGGGG 

ACCTTGGGGCCGTTGCCMTMCCCGTTGGGGACGGTTTNCAAGAATTACCCCCACCCCA 

CCCCAGGTTAGCCACCTTNAGTTATTTTGGCCCCACCTTGNCCCACCAANAAGAGGGCCA 

ATTGGGAAGGMCACCAAMACCGTTTCCCCCCGGGTTTGGCCCTTCCTGGCCGGGTTGG 

GNCMNMTTNNCCCNCCGGGTNGCCANGGCCGGGCCCCGCCTTTNGGAACTTTANTTNC 

TTAGAAAGAAAAAAAAAACCCTTNCCCANCACCCTTTCCCCC 

Sequence 3273 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTCCTAAAATCTGAAAAATTGATGC 

TTTGCCCTAAAAAACAATCTCTCAAATGATTGAGGAAACAATGGAATAATTGAATACCCT 

CMCTTAATTCTAAATTAAGGGAGAATTTGTTGGTCAAGTGAAGACTGTGTATAGCTAGA 

ACTGTAACTGAGMTTTAGGCAGCAGATTTTTMACAATCCAAATAAAAAAMTTTT^ 

CCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACTTGGCCCATGGTAGATAATCTAAAAA 

TGTGATATGTGAAATTCCATGACTTAAGACTGTAAAAGACTGCGTGGTATTTAGTGGACA 

TAGCAATATTCATGGAATGAATGAATGAATGAATGAAA 

Sequence 3274 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTACTCCCAAAAACCTTGAAATCCAAACAA 
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CTAACAAAGTGAAACATGTTTGTCCTCTCTCTCCCCCTCTATCTCTCGCTTTCCCTCCCT 
CTCTCTTTCTCTTCCTGTAGAACTGCCCATCACATTCCAAATCCCCACTTAAATGCTTGG 
ATTAGTGCATGCCAACCCAAACTCCTATATTTACTACTTCTAAAAAAGCACAAACTAAGG 

ATTMTGTTCATMTCATGACTTGATMTMGTTGMGANTGGNMTTTTTTGTTTGGTT 
G 

Sequence 3275 

AGGTACTGTATTTAAATATGACTTATAACTTGTCTG I 1 1 1 1 I I I 1 1 CTTTGTCTATTTAT 

ATATCTGGGTTCTTTGTTAAGTCATGAAGACCAAGCTTAGAAACACAGCATTTAACTTTC 

AMT GAMG CMTGGAGG TTTTA TGCCCCTATATACATTTGAGGCCACTGGTATTTTAAA 

TTGGTTTTTCTTTATTCTGCTTTTAGGGTTACTTTGTGTTCACAAGACATGCCACTGTNA 

CCATTATACATTATTGNNMTTAAACCCAAAACTTATTTTTTAATTTTCTCAGCAAGCAC 

ATTCTCAAAGAGTTTTAATCCTTTCCAAAAC 

Sequence 3276 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTG 

Sequence 3277 

CCCmC GAGCG GCCGCCCGGGCAGGTACCAGCACAGCMTTGCTGTATGTTTGTTTTTA 

ATTATCGGTTTTC ACTTG GAGGGGCCAGTTCTCTATATTCCAATCTATTTTCTATATCAG 

AMTGAGCAGGCATTTTAAAAAATGGTTTTCATTGATGGAGAGGTAAAAGTGAAATGGCT 

TTGTTGTATTTATATTATAAMGGCCATTTCCCAAATCTAGAATTTATTACTAAAAATCA 

AGTTTGCATTGAGGGGAGGAGTATGATTTGCTCMGCTTACTTTTTTTATAGGTGGGGTT 

TTTATATTTTCAATGTGATTAC 

Sequence 3278 

CCCTTTCCAGCGGCCGCCCNGGCNGGTACTCATTGCTNTTGAATGTTGCTGNTTCTACTA 

TTNCTTGGAGACAGANCTAGGGCATATCATTGTNTAAATACCTACACATAGGTGATAATA 

TGGACAAATCTACAGATAGCTTCTGATTATCAATTCAGAACCATAGATTTAGTTTGGTNN 

mATATTTNTAACATCCTTCTCCAACAATAANAAACTANCTCTCATTATTCTTAATATT 

TATTTGATTAATCTCCTTGGCCATAACCAATCTCCCTCTCCTGCACTGATGCCTCTTTAA 

TCCCAGTNGGCCCAGACACCTCACATNAGGCTGCATGGNACACATCCANGTCTTGTTGCA 

AGCTAAAATCCTACCAAGAAAAAGGACAACACTTACCCTATATTGAGTCTTCTTCCGAGT 

ATCAA CTNCA CTGTGGCATCTGCCTATGTTCATTCACCCCGGNNCCTTCAGGGTTATATT 

TTTGTGTTTTGTCCANGGTTTTTAGCTGGTCTCTGGGGAGGGTTGGTCCAACAGGAGCTA 

ACGCTCCNTANCGGGMGCTGCCATANGATTTTGGNNATTNTGTTTTCCCTCNGGNGGGA 

TTTGGGAAGGTTCTTTNTAAGATCAAGGAAGGATTTCTGGCGGGNCCCGGNGCTTACCCC 

TGTATCCACACTTTNGAGGCCCNNNAGCNATNNCNNNNNGNGAATTNANACCGNCTGGTT 

MCACGGGGAAACCCNTTTTTNTAAAAATACAAAAAATTNNCCCCGGCGTGGGGGNGGGG 

CCCCTNTNTNCCCTNTTCTNGGGAGGCTGAGGCAAAAAAATGGCCCNAACCCTGGAGGNN 

GN ANTTGC NNNGGACCCCAAANANNNCCTTTGNNCTNCNGCCNGGGCNNAAAACGAAAAT 

TCN 1 1 1 1 1 AAAAAAAAAAAAAAA 

Sequence 3279 

GGTACTTCTCTTTCTATGCAGGATCTGAATGTGACCATATGAGTAAAACAGCCATGATCA 
TCTTCCCAGTGGAAAGGCCACCAGTAGTTAACAGTTTTGAATCAACAATACACCTGCAAA 
TGAGGACTGAGCTTTGCATGCiTCCTATTTCAGGAGATTTTCCATCCTTTTAAAAATTCC 
ACACACAAATCACCAGGGCTCCTCAGGAAAGGTTGCTGAGAACTTGAAATTTCA 
Sequence 3280 

ACCMCACTCTTCTGTTTTCCTTTCTCCTTGCTTCCGGATCTGAGGATGAGCAAGAATAT 
CAACACCAATTGTTGACTTAACCTCTCTAACTGTNATAATAAGTTCCTTGAATTTCCCAC 
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TGTTTCTTTCTTTTTTTCTATGTAGGCTTATATGAATTATGGCATACTT 

CTGATATGTTG^NAAMGTTNCANGMTATANTTNCTTTGATAAATTAATATCAGTGCC 

ATTTAT TGGMTT CTGTGGTGAMCATTCTTTAAAAACAGGCAATATTAGGGAAAAAAGC 

TCTMCTTTTTTTGGGGGGGATAMTCTGMTTTTCA 

Sequence 3281 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATAAAGCATGCCAACTGCTGCTGGGAATCA 

TCTGTTCCAMGAGGCCAACACTTACTCGTCTGTTTTTATTTTGCGTAAAGAATGAGTAG 

MGCATAAAACCCCTCACCATCTAGTGCCTGTTTTACCCCAAATCTTCTACATCCACTGT 

TCCGAAGATTTCCACACTGATTCTGAGCMTTTATGTAAGCCCAGGTGTTCAAAGTTCCA 

GGTTGAAACATTNGGTTAATTAACATCATGCTGCAAACACTCAAAATCACTTCAAGCTGC 

CACTATMCAAAACAAMCTCCCAAAAACAAAAACTGTAGGGAAATATAAACAAATGGCA 

GTATTCTTTGGAAAACAGTATATGATTTTMGTGACMTMAAGCAGCMGGGCTTTCTT 

GATTTMTACTGTGTTTCTCAAAAACATTTTTCTAAAGG 

Sequence 3282 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3283 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTGG 

ATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTTTG 

CTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGTG 

TCTACATACACATCATTAAT 

Sequence 3284 

NCCCTTAGCGTGGTCX3CGGCCGAGGTACCTGANATCACAMCAACTTTTGTGAAAAACAA 

ACAGCATTCCTGTCATGGGCCCTTATTTAACCCACTCTNCAAANAAANGAGAGCAAAAAA 

GTTTACTCCAGATCAAATATGCCATTTTMTTTTATTTCCTAAGCTTGGAATAAAATACT 

GTMTTAAATACAATTGNATTATATTTCACMTTTTGMTTTMGGGATCTGTTCTAAAT 

ATCANTAGCTCAAAAATCCAGAGTTNGTTCTGTTTTTGGCTAAGATGTTTATAGGTAAAT 

TTCATGGNAAAATGTTTCTATTTCATGCACMTTTCCTAGAGTTTCAAAAAAAAATA 

Sequence 3285 

CCCTTAGCGTGGTCGCNNNCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCNGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGTG 

GTTGGCCAAGTGCTGCCTMTAGTTTCAGGAGAGGAATACTTCGTTGCTTGCTGCAAGGA 

TCAGCCATGGTAGATTATGGTTTTTTGAGAACAGATGGGGCACCACAATTCCTAGTGTGC 

CCATTAACAAAGTCTTTTCAAAATAC 

Sequence 3286 

CTTAGCGTGGTCNCGGCCGAGGTCAGCAGAATGCGTCTCCGAGAGCTCCCTTGGTCCAAA 

GACAAAGCGTTCCTGCCCAGAGNCCACAGAGAGGTGTCTAACATGCCTTCTATACTCACA 

AATTGGTTCTGATCCAGTGGAGTCCCATCAGTAGGCTCATGCACTTCCCCAAGAACTCCA 

CMMTGATTAAGAACTAATCAGCTTTTGGGCTGGGCGCGGTGGCTCATGCCTGTAATCC 

CAGCATTCTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCT 

GGCCAACATAGTGAAACCCCATCTCTACTAAAAAACAAAAAATAAGCTGGGCGTGGTGGC 

GG 

Sequence 3287 . 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTG CTTTG CTTT 

Sequence 3288 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGCCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGCTACACTTACATATGATAGTGA 

ATGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGC 

Sequence 3289 

TTCCCCCTTTTTCCGAAGCCCGGCCCGCCCCGGGGCCAGGGGTACCACCAGGGCCCCAAA 
GAAMAAAMMCCCCGTATTCAAAAMTGGTAAMTTATTCAMTTTCCCCCATTTTAC 
CAAGCCCANGTTTAAAAAGAAACCAATTGGGGGGAAAAGACCCAAAGAAAGGGAAGAATG 
GGCCAGGTTGGACCCAGGAAAAGGAAAGGGGGGAAGGAAAANGGGGGGGAAAAATAAATT 
TGGGGCCACCTTAMGAMAMAGGCCNGGAAAAGGMGAACCATTATTTTTTGGGGAAG 
GGGGMGNMTTGGGGCCTTACCCCCCGCCCGTTACCCATTTTTCTTTAAAAGTTCAAM 
AC CCAC CTTTGGTTGGAACC I HIM IGGCCI 11)1 I AAAATTTTCCCATTTGNAAAATT 
G GTTTTC CCCTTGGGCCCCTTTCCCCTTTTGGG AATTAA 1 1 I I I IGGGNNAAI I IN I 1 A 
AATTTTTCCI I 1 1 I I I 1 1 I I I I 1 1 1 1 CCTTTCCTTTAAANAAAAGTTTAANNAAAAGGGG 
TTAAATTTAAAMTTTTTGGGTGGGGTTGGGAAATTAAN I I I I I I I I CCCAANGGAAAAA 
MANTTTACCCCNCGGGGAATTTTAAAAAAATTTGGGAMTTTTTCCCCAAAAAAAA 
Sequence 3290 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCCTTCCCATCAACCAGTAATGAGCCTCCTG 

CTGCCCCCACCACATCCCCACTTGTGATGTCAGCGGGGATCTTGGACTTGTGGCCTAATT 

GACAATAATGCACCTCTCCCTTGCCCTGCTGGCATGATGTCAGAGGAGATCTAGTGGACT 

TTTACCGTTTCCCAGAAGTATTGAGGCCATCTTACCACAGTGTCAGTGGATACCACATGG 

AGGATCTACAACTCTCACTTTCACTCAGAATGTATGAGGAGACCCTGCCCCTCCTTGAGT 

GTCAATGGAACCTGGACTTGTACCTGCCCGGGCGGCCCGCTCCGAAAGGGCNAATTCCAA 

G 

Sequence 3291 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGTATCTGATTGTTCTTACAGAAACTCAGGA 
TGAAAACCGAAGAAGAGGCCCGGACTCATACAGAGATTGAAATGTTCCTTAGAAAGGAGC 
AGCANAAACTTGAGGAGAGGCTGGAGTTCTGGATGGAGAAATACGATAAGGACACAGAAA 
TGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTAGC 
Sequence 3292 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTG 

GACTGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAATG 

GCMCCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACMCATTATTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAAT 

Sequence 3293 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCC 

GTCCTTTGTGTGAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGT 

GCAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGA 

TAGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGTGT 

GGTTGGCCAAGTGCTGCCTAATAGTTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATC 
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AGTCATGGTAGATTATGGTTTC 
Sequence 3294 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAA AACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAMTCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGT 

Sequence 3295 

CCC7TAGCGTGGTCGCGGCCGAGGTACATTTAAMGGTGATGCTMTACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTMTACGTCCGCTGCTTTTGTCTGT 

GTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGT TTTATT GGATATATTGGATTTG 

ACATGCACGCTTTTTAATTACATAATGTATATGTACCTGCCCN 

Sequence 3296 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCAGCCTTGACACAGAGCCCAGGGGCAAC 

TTGTGCTTCAGTCAACCTGTGMTTCTTGATATTTATTTCTACTTGGGAGCATAAAAAAC 

CCAMGGTMGTGGAGAAAACGCTCTTTACCTNCCCACTTCTTTCTNTGGGGATTCTCCT 

TTCTCTTGCATTAGGCCAAGAGCAGAAAATCCTGGAGTCCCCAGAAGGTAAGGTTTAGAG 

CTGACTGGAAGCCAGAACAACTGCCTTAGAACGCCAACGAGGACTGCTACTTCTGGCCCC 

CTTAAGACCTCGGAGGACGGGCTTTGGCCAAAACACATGGGACCAGGTGCTTCGCCCATT 

TT A I IIH IAA IIN 1 11 

Sequence 3297 

CCCTTAGCGGCCGCCCGGGCAGGTACATCTGTATTAAGGAATAAAATGCAACTACGGAAA 

ATGATAAACTAGATGGAGGGGTGCCTATGACACTGTAAAGTTTAACAAGGATGTTGTAGA 

ATAATGTGTAT TGNATGATGCTATTTCTATGTCTTTGCATTAATCTGGAAAGAATGTTCC 

I I I I I I I II I IGGAGACAGAGTTTCACTCTGTCACCCGGGCTGGAATGCAGTGGTGCAGT 

CTCAAGCTNACCCGCAACCTCCGCCTCCCGGGTTTGAGCGATTNTTCTTGCCTCAGCCGT 

CCGAGTAGTTGGGACTACAGGCATGAGCCACCACGCCCTGCTMTTTTTGTATTTTTAGT 

AGAG ACAG TTTCACCATGTTGGCCAAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCA 

TCCGTTTTACCTCCAMTGCANGATTAAGCATGAGCCACTGCtNCCACTTGAGAATGTTT 

TTTTGMTAACCTGCTTTNTCANTTTTAAGGGANAATGGGGGTTGGGAATAAAAGGCAGA 

TCATTTTTTTTTAAGA 

Sequence 3298 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTTATTMCAGCTTTCCTTGGAAACTCTGAT 

ATAGA GATACCTTTATATTTGTCTTCTAGGGAGTATATTAAGTAAACCAAAACATTTACT 

TTTTTGGATGCAAGATAGAAAATGTTMCGTTTCTTTGCTMTGACATTCTTTT 

MGTAGCTTGGGTAGGTAGAGGACTMTATCACACTTMTAGTATTGCTTTCTGGTTTCT 

AGGMGATTGCTACATGTGTATATGAAGTCCTGTAGTTCTCCTTTTAAACTGACTAGTTC 

CTACTCTGCTTA TGAM TTTATAGMCATATTTTAGATTTATGGCAATTAAAGCAATCTA 

AGAGCACCTAAATTTTAAACTATTTTAACTACTCAATTCAGGGAGAAATATAATAAGAAA 

ATTCCCCC CATAT TATTTGGTATATAGTCTATTTAAAATAGCATAGCMCTTATATTTTA 

TAGTMGMTTTTGGCTGGATGAAMTTAATTTAAATACTAGAAACATTCATGTAG 

Sequence 3299 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTGGGTGTCTTACCTTACATTAGAATATC 

CTAGGCCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCATCTCTT 

GGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAAATGCCATAGTAAGTC 
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CAACTATATGGTTTCATGTAGGGTAAAGTAACCATTGTGGAAGGATTACGATAAAACTGT 

GTGACAATAAATAGAATAAAAGATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAA 

ATGCATTGMTTTCTAGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGAC 

CTTGCCTTCCTAAAGTGGGAGGAAGAAAAAGGCTGCACCTGTCTGGGCTGAGGGTCTGGG 

CAGAACACTAGCAAAACTTTTAATAAATCTTCATGTCACCACCCCAAACTCATTANGGCC 

CAAACTTATTTCATTATCTTCACTATCCCCATGGTTTTCCTC 

Sequence 3300 

T TNAT NCGCCCTTAGCGTGGTCGCGGGCGAGGANCAAGAGCAAGTCTAGTGTGAGAAGCA 

CTTTTCAGGCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTCACTAAGCCT 

AGACTCAAAATATGAGGGCACTGCAAAGATTCACAGCAAAGATTCATGGCACAGGGCCTA 

GACACAGGGAGGAGTCTCTGTATTTGTTTTTTCtTTGTATTTGTTTTATCAAGTGAAAAA 

CAAATMGGATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGAT 

TTTAA GTTGGCCAAGATGTAACTGGCATAATGAATACAACCAAATGAGAAATATTACCTT 

TTTTTGTTGATGATGTGATTGTATACCTGTAAGAGTGGAAGGGACTCCAGTAAAAAACTG 

GAGTGCAACAATCAGTAAGAATATTTGACAAGGCTGTTGGACTAAAAAAATAAATGTTAG 

AAAAAATCAGTMGTTCTTCTTTTATTAGCCATTNGTTCAMCAMTATTTTATTTAAAA 

CACCTNACTTGGGNTTAATNAAGCATTNAATCTGGGNCCCCTAAGTACCCTGGCCCCNGG 



Sequence 3301 

CCCTTAGCGTGG TCGCG GCCGAGGTACTTTCMGTTTTTACTCAAACTCAATATAATTTC 
CTTTAGAAAAATG 1 1 1 I I GAGAAACACAGTATTAAATCAAGAAAGCCCTTGCTGCTTTTA 
TTG TCACT A AAATC ATATATTGTTTTCCAMGAATACTGCCATTTGTTTATATTTCCCTA 
CAGTTTTTGTTTTTGGGAGTTTTGTTTTGTTATAGTGGCAGCTGAAGTGATTTTGAGTGT 
TTGCAGCATGATGTTAATTAACCAAATGTTTCAACCTGGAACTTTGAACACCTGGGCTT 
Sequence 3302 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCACACAGGTGGAGAGAGCAGAACAATGAAT 

TCTTCCTGAGAATTGTAGGGATTTGCAGAGTGGAGGTGACATTTGAGTAGGCCTTTATGA 

GAAGGATTAGAAAGAGTTTGCTAGTAGAAAACCGGAGTGGACGTCCTAGGGACTAGCTTG 

AGCAGAGGCCTGGAAGCATGACAGGTTACACAGACTGCTAAGTCTAATAAACCAATCCAG 

CTNTACAGCATAATGAGTTTTGAGAATTACAGTCAAGTATGATTAACTCATACTTCACCA 

CTTNCAAATGTGTTGATTATCATCCTCTTATGCTAAGCTGAATT 

Sequence 3303 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGACCTACGTGACCATATAGACTATTGGAAACA 

CATGCGCCTAGAATGTGCTATTTATTACMGGCCAGAGAAATGGGATTTAAACATATTAA 

CCACCAGGTGGTGCCAACGCTGGCTGTATCAAAGAATAAAGCATTACAAGCAATTGAACT 

GCAACTAACGTTAGAAACAATATATAACTCACAATATAGTAATGAAAAGTGGACATTACA 

AGACGTTAGCCTTGAAGTGTATTTAACTGCACCAACAGGATGTATAAAAAAACATGGATA 

TACAGTGGAAGTGCAGTTTGATGGAGACATATGCAATACAATGCATTATACAAACTGGAC 

ACATATATATATTTGTGAAGAAGCATCAGTAACTGTGGTAGAGGGTCAAGTTGACTATTA 

TGGGTTATATTATGTT 

Sequence 3304 

CCCTTTAGCGGCCGCCCGGGCAGGTACGTTTAAAAGGTGATGCTAATACCTTTAAAATGT 

TTAAGATACCGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGT 

Sequence 3305 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGAGTGAAATTTTGATGTATAAGTGCTGG 

CAGCCGAMTTGCCCTGAGCACAAAATGAGCTTTCCTGTTTGATAATTTGCTTGATTCAC 

TATGTTGCTACATGCAGGGCACTTTATGCCTGACTTATATTAAATCCAGTCACCTGCTTA 
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ATGTTAGMGGGTCATAATTATATACAAGGGTTTTGAACATACAGCATGTCAATATTTCA 

GATCTGGCATATAAAATATGTATACCCATTTTCAATTTMCMTTrrAAAATATGTTTGG 

TMTMCTTTAGGGTTATMTACMCACAMATCATTCTATTTTCACCAAGAATAAAGTA 

AGCAAATGTATJGGGGTTATGAGACAACCATAGCCCCATATATTGGGACGAGCAGAGGCA 

TGGAGTTATGA 

Sequence 3306 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCAAAGCCCTGCTCCACACCTTGCCCTGGCC 

AGGTCCACCTTTGAGGTGATGACGACAGTTGCTGAGAAAAGAGAAAAGACCACTGGCTCA 

CTACTTGTTTCTGCTGCTATAATAGAGAGGAGAAAATGATGAMTGCTCT1TTTACCTTC 

CTGTTTGAAGATTGCCTGGTCATAAAAGGGAGTCAGAGGTCTGACTTCTCTATTTCCATC 

CCTTAGGGGACTCTTTAACAACAAAAAGAATGTATTACAAGTATGTCAAGCTGATAACGC 

AAGGCTTTTCCTCCTGGAAG 

Sequence 3307 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGNGTGCTTTTGTGTGTCTC 

TGTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTC 

TGCGTTTANGTGTTTTATTGNATATATTGGATTTGGTTATATACCATTATT 

Sequence 3308 

CCCTTAGCGGCCCGCCCGGGCAGGTACTCACTTCCTCTTGGTGCCTTMGAGCTTTCCTC 

AMTTGTATTTCTGAGCAGGGACATTTACAAGCCTGCATGGAACTGAAGGATCTCCTGTC 

TGMGATTCTCACMGTMTTGATAGMTGAGATTTATTTGACAAATAACAAAACCATCT 

GCCAAATCCATGATTAAATGGCAGGGACTCTGGGTCTCTTGTGCTTAGTGAGGGAAGGAA 

GGAGGTGGTATGTTTTCAGTGAAACACTCACTGAATGGAACTCCAGGCTGGAGGGAGAGT 

GMGAGGGMGAGMTACAGTCCTTGCTATTTTCCTCAGCTGATTCATAATACATTAACA 

CCCTCATTTACATGGCCTATTAGAAGTTATTTATATTCCMTTACAGGCTATTTGMTAT 

TTGCATTTGTANTCNAATTACAGGGTTTAGGGAAAGCTCGT 

Sequence 3309 

CCCTTCGAGCGGCCGCCCGGGCAGGTCATGAACTGCTGGGCTCAAGCTATCCTCCCACCT 

CTGCCTCCTGAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCCTGTCCTGACAGTCAT 

TTTCTAAGATAAGCTTCACAAAGATGAAAATAACATTCTAAGATCCATTATGTATATATC 

ATTTCACTNGGAAGGTGMTTCCTCCAGTMTCATCTATTCACCTTTACTTTGGATCCTG 

ATTTCATACATTGGGG 

Sequence 3310 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAMAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTA TGTC TATATGACAAATCTTGATCTGCATCCACMCATTACTGGCGTGCTTTT 

TGCCTTGCTTTTGTGTGCTTTTGGGGGGTCTGCCTATTAAMCNTCCGCTGCTTTTG 

GNGGNCTACATACACATCATTAATACTATTGGGATTACTATTGGGGGATAACAGCAGCCT 

CTGCGTTTAAGGGGTTTAATGGATATATTGGATTT 

Sequence 3311 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTCCACAGAGTGGGAAGATAAGAACACAT 

GTAGAGATGATAAAATGTCATTGGCTCCAAGAGACAAGCTTCCGAAATCCATGGTGGTTG 

MG MCATC AAAGAGGAGCAATTATTTCAGTCATTAGGGCAGTTCCACCTGTTCTAATTG 

AACATTTTTAGGATGtAGAAGATGCATCATACATTGGTATCTATTCAGAAGGTGGGGACA 

TCTGCTGTCTGTCATGTATCTGGGAGATGTTTATCTCAACAGGAGGCAATAATAATATGG 
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TAAACCAAACCTAATATTA 
Sequence 3312 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTCCCCAAGGACAAGCAGTGATGGAGAACT 

AGTCTAAGAAGATGCCAGTCAGGCTCTGAATGGCCTAGGTAATAGTGGAGAACCAGCCTG 

GACTGGGGGATATCCAAGACATAGCATGAATGGGGCTAGCAGAGTCCTGACTCATATTTT 

GACCATTAAAAAAAAAAAAAATCCTGGCTGAGTGTAGCGGCTCATGCCTGTAATCTTAGC 

ACTTTGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCAAGACCTGCCTGACT 

AACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTANCCGGGCGTGGTGGTGGG 

TGCCTGTAATCCCAGCAACTCAGGAGGCTGAGGCACGAGAATGGCTTGAACCTGGGATGC 

GGAGGTTAC 

Sequence 3313 

GGTACTCTTCTTAGAATATATAATATCAATTAAATATAGTAATTCTGTATAGTTGTAAAT 

GCTTMCATTATTMTCTGTTGATTCTTTGGAGACTTAAAATAATTCTGCAAGGTATGTT 

ACGCAGACATTGATCCTTATTTTTAGAATGAAGAAACTGAACTGACATTCACAGCAGTTA 

AAAGCTTGCCAGATGGCCAGGCACGGTGGCTCATGCCTGTAATCACAGCACTTTGGGAGG 

CCCAGGTGAGTGGGTCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAA 

ACCCCGTCTTTACTAAAAATACAAAATTANCCTGGAGTAGCGGNGCATGCCTGTAATCCC 

ACTTCTTGGGAAGCTAANANAAAATTGCTGGAACCTGGGGGGGNAAAAAATTGNAAGGGA 

NCCAANTCCCCCCATTCACTTNGGGNGGGGNAANAAANCCNCCCCCNNNNAAAAAAANNG 

GGNTTNNGANCCCCNACNGNNANNNNNAMNNNNTNTTNNCCCNNGGNNNNrrrTTTTGGG 

NAAAAAAANTTANNNNCCCNNGNNNNNNNCCCCNNNGGGGNNANNNNNNNNNNNNGGGGG 

GGGGGGGGNAAAAMMNTTTTTTNMNAAAAAAAAAAAAAAAMNCCCCCCCNNNNTTT 

TNNAAAAAAA 

Sequence 3314 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTCTATCTTCAGTTGGGCTTGGCTGAAGGA 
GTCATMCTTCTTTGCCTATTGTCATTGGGCATTTGCTTCCA I I I I I CTTTTCTTAGCCT 
TTMTAGTTGGGGTCCATATATGCACTTTACTCATCCCTTCTCCAATAATGGGTCCGGTT 
TTCAAGGGCATGGTCTTAAATTGTAAAATGGAGTTACAGCATATCCAAGCGAATAGGAAA 
ATGMGMAATCTCACCCTACAATTTGTTATTTATCTAGTTCTTTCTCTTTCTCCCA 
Sequence 3315 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAMGGTGATGCTMTACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAAA CATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGCGACCMTTTTTGTCTCMGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTCT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCT 

TGTGTCTACATACACATCATTAATACTATTGGTATTACTATTGNGGATAACAGCAGCCTC 

TGCGTTTAGGTGTTTTATTGGATATATTGNATTTGNTTATATACCATTAT 

Sequence 3316 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATG TAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAMTCTTGATACTGCATCCACMCATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTG 

Sequence 3317 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAAAAACTAGTAATGCAAAGGCAGCAATGTTA 

GCAAMTTTAMGAGTTATACGGGGTGAGTTTTACAGAATTAGTMGACCATTTAAAAGT 

MTAMTCMCGTGTTGCGATTGGTGTATTGCTGCATTTGGACTTACACCCAGTATAGCT 

GACAGTATAAAAACACTATTACAACAATATTGTTTATATTTACACATTCAAAGTTTAGCA 

TGTTCATGGGGAATGGTTGTGTTACTATTAGTAAGATATAAATGTGGAAAAAATAGAGAA 
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ACAATTGAAAAATTGCTGTCTAAACTATTATGTGTGTCTCCAATGTGTATGATGATAGAG 

CCTCCAAAATTGCGTAGTACCTGCCC 

Sequence 3318 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3319 

CCCTTAGCGTGGTCGCGGCCGAGGTCATGCTATTTTGTCTTATGAAAAGAGATAAATTAG 

GTAGGAMGGTMGCATCACCATCTTATAGAAGAAGAAACCTAGACAAAGTGAATTTTCC 

AATTGCCCMGATTGTGTCTCTTATTTTTGGAGTTGGAAATAGAACCCAAGTCTCCTAAT 

GCTCAGTCCGGAMGCATTATTACTGTATTGTTTTTAATTCTCCCATATNTCAATCACTT 

ATGAT AMTGAA AGTTATAAGGAGAAACACTTTAAAATATTTAAATGCTTCAGATGTTTA 

AAAATAI l l 1 1 l AAGGTAGTGATGAGTTTTCAACAATATCTGATAAATTGAAAGCCTTAA 

GAGCCAGATTCTATTTTCCACAGAAAGAAAAAAACCTACATAGCCCCAGACCGTTATCTT 

CATGTCAGTTTAGATGATCTCTTAAATGTAACATAAACCCTTAAAATCT 

Sequence 3320 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAGTTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTG 

CAACAACTTAGTGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGATCTTGGTCGCTGGAT 

AGTCGTCTGTGTTTCTTCGGTGCCCAAGGCGACGGCTTTGGTATGGGTCGCGGCGGAGTG 

GTTGGCCAAGTGCTGCCTAATAATTTCAGGAGAGGATACTTCGTTGCTGCTGCAGGATCA 

GCCATGGTAGATTAT 

Sequence 3321 

CCCTTGAGCGGCCGCCCGGGCAGGTACTCGTGGCCCATGTTGGTTCAATTTTTATAGCTT 

CAGTTATCCAAAGGTGACACAGAATACCCATMTGATGACTGGGCATGCGTTTTACCTTT 

GGGCAGACACCCCATCTTTTTATTCTGAMTTTAAAATAATTCAGATTCTTTTGGGGAGG 

GGATTAGTTTAAACATTAATAAACAGAATATAAACAGGCAGATGGATGGGTAGATAAGCG 

GTATTCGGGAATTTGAGGGCTTGGGACAGMATAGATTCCTTTTCCTTTTTAG 

TTCCTMCTTGCTGCTTCCTTCTATCAACCTTATCTGGTCTGTAAGAACCTGGGAAAATA 

TAAGAAACTGATGGTTGTGGGGAGGGAATAGAAGAAGACTGTTCTAGGTCTTAGAAGATG 

CATTMTTAAAAGTTGCTAAGGCTTGTAATTAAGAATCAAGACCCTTGTAGGTGTAGGTG 

ATAGACCTTTGTGTGATTTTCTCAGTTGCCCCAMTTATACCAAATTTCAACCTCANTAA 

AGAATTCTGAAGTTTTACAAAGTTNGAAGAAGAGAGAAAAGGGAAAAG 

Sequence 3322 

ACGCGGGGAGAGGACACAACTCAAGGAGAGAAAAGGACAGTTTGGGACAACAGGTGGGTG 

GGCAGTCTTGAAAATTGGTAGCCACAGACGCCCAGCGAGAGTGAAGAAGGACAGGTGGCT 

TCATTCTGTGGTTGATGATTCCCTCATGGAAGTTCTTGTTCAGGGAAGAAGAAAAAAGGA 

CATCTCATTAAAGTGCCAAGATACMTGCCGGCTCCTACGTGCACCTTGTTTTGGACCCT 

GMTGTMATGATCACTTTCAGCGTGTTTTAAAMGCATTCGTGATTTCAGCGATCCTTT 

CTGAAATGTGTAAAAATACCATCGTCTCCAACGATAAAAACAACAACAACATCTGCCGAT 

GGCAAMTATAGTCAACTTTCAGGGCCAAGTTTTTGGAAGCAGCCAATGCGTTT 

Sequence 3323 

AGTCGTCGACCCACGCGTCCGCATTTATTCATTTAAAATACATTTCTAGAACACCTGTAA 

GGTGTCAGTCAGCCTCTCTGCTGGAGGCACGTGGTCTGGCAGGGAGAAATATGAAGGTGC 

ACAGAAGTACCTGACGGATACAGCCCTGCTAGAGTGTGGGCAACAGACAGATCAGGGTGG 

ATTGCCTTCTACACGACTGCGTCTGACCCAGCTTCACACAGCTCTGGGGGCTTGGGGAAT 

ATTCCAGAGAGAAAGGGTGCAGGAACTATAAAGACAGGAAGGTATAAGAGACAAGGTATG 

GGATGAAAACTGCACATGCTTCAGTTTTGTGACCTGAMTTTTAAATAGGAAGAGGATGG 
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CAGTAAAACAAGACGATCAACCTACTGGCTAAAATTCTGGCTGGGTGTCGCATCCTAACA 

CTTGTAAGGCAGGGGCAGGTGGATCTCTGTGAGTTCAAGGCCAGCCTGGTCTACAAAGTG 

AGTTCANAACAGCTAGGGC7TTTACACAGAGAAACCCTGTCTGAAAAAAAAAGCCTAATA 

TAAATTGCAATTCTT 

Sequence 3324 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTMGTGTAACMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTGCCATGTAGACGACACTGCAGTATACMTTTACAATGCTTTTTAAATCTATATCTT 

AAACATTT 

Sequence 3325 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGCCAGTTTCTGGCATATTAACAGCTGAGA 

TCAGATAAGTGAACANCGATAGAGGTAGTGAGGTTTAGGATTCANGTCTGCCACCGGGAG 

CGCACCTCTGGGCTCAGGTCTCTCATTTGTAAAATGGGACATTTAGGNCANATCAGCATT 

TTNAAAAGTGTGACATGTTAAGTAAATAAGATGATTTTATGTGGTTGACAGATGAATGTA 

TTACCTTTAGTGGTTATATGTTTATTTTCATGGTTCTTTTTATTTA 

Sequence 3326 

ACTGMTTAATACTTACTTACAMATTGGTGTTTGTATTTTTAACAAGAAGATACATTTT 

TTTGAGTTTTMTTTTTATCTCCTTAGAAGGCAGTCCAAAAACATATTAGAATTATGATG 

CATMGGAATTTAATTACAGTTTCTAAGTCTTACAAAGTAAAAAGTATTAATTGGTGTTA 

TTTGTTGAAATATGTCATAAAGAACAATATCCTAACTGGGGGTATGGCTTAAGAGCAATC 

CGATTTMGAMAAGACGAAAAGCAGGATCTTAGGGTATCGTAATTTTGTAAATTTTTGT 

TTCTTGGMTATTTAGAAAAATTGATTTTAAAATGTCTCTTGGAATAGCTGGGCTAGAAA 

TGGTGGTTCMGGGTGCMGGAGATTGTAGAATCCTCTAAAGGGAGCCGTTTTTTACTAC 

AATGGCAGGGAATAGATGCCTTATTAGATGGGAGCTATTGACTCCGTGTTAAAAACCTT 

Sequence 3327 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTG 

TGTCTACATACACATCAT 

Sequence 3328 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTCTGTCAGGTATCCCACTAAAATCCCAAATG 

TTTCTCAAAAGTCACATCTAAGTGCAATATAAATCAAAACGAAAGGTTTGTCTCAATTAT 

TTCCACATTTATTTATCTTACAAACCTCAGTTATTAACAGAAGTTAACAGAAATCTTAAC 

AGAMTATTATTTGCTATGATTTATATTAGATTGAGATTCAGAAAATTTTAATTCTGGCA 

TTGTTTTCCAMTMGCAGCTGTATTTTTCTATATGAACACTAACCGTCTCAGTTTTCTC 

ACCGGTAMTAATAAMTTGGACTCMTGTMTCCCTTMGTTATTCTTAGTTTTAGATA 

GTGCTCAGTATTCCATTTTCAGCTCAGTCATGTAGAAAGGTGAAAAGAGGTTAACTCCTG 

CAACCACAACAAGAAATTGGAGACCAGGCATGGTGGCTCACGCCTGTAATCCCAGCACTT 

TGGGAGGCCGAGGCGGGCAGATCACGAGGTCAAGCAAGATCCGAGACCATCCTGGCTAAC 

ACNGNGAAATCCCNGCTCTACCCAAAAATACAAAAAATTAGCCCGACCTGGTGGCNGGCC 

CCTGTGGTCCCAGCTACTCGGGANGCTGAGACAGGAGAATGGCATGAACCCCAGGAGGCN 

GAGCTTGCANTGAGCCCAAAATCGCCCCCTGGACTTCAGCCTNGGCAACAAAACCAGACT 

TGTCTCAAAAAAA 

Sequence 3329 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCMT7TTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTAT GTCT ATATGA CAM TCTTGATACTGCATCCACMCATTATTGGCGTGCTTTT 

TGCTTTGCTTTTGTGTGCTTTTGTGTGTC 

TGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTG 

CGTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3330 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCAGTAATACTCCACTTGCATGCAGCAGCT 

TACGTGGAGA GAAT GGCTGATGTATTGGGCATTGTGAGAAAAAAAAAACTGACGTTTATA 

CTTTCCTCAMTTTTGGCAGATTTCCCCAMTATAMCAATGGAGACMTTTATTCACAC 

AATCATTTCCTAGAACTTCATAAAATAATGMGTAACACCGTAATGGTGAAGGTTGTGGT 

GAGGMAAGAAGGTTGGGGMGAMGGMTGCTTCTTTTTATTTTCTACCCACTCGACCT 

CACCAAATTACTAGGGCTCAATTGAGCCCTTAGCAAACAAAACAATCAAAAATGTATTTT 

ATGCAAATGAAGCTCTTTTTAGACCAAAGTACCTGCCCG 

Sequence 3331 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I > I I I I > I I M CI I I 1 1 I I 

m m i i i i 1 1 I I I I I I I I I I I I I I I I M I I I I I I I I 1 1 I NTNNNNNNNNTTTNTNTTNNN 

TTNNTNNNNNKINNNNAANNANNNAAAAMNTNNNTTNTNNTNCTGNGNTTTGNAAAAAAA 

MAAMTTNCACCNTTTNAGGGGGGGATTNGACANGNGCCANNGGCAATGATGAAATGAG 

AATCTACCCC 

Sequence 3332 

NCCTTTCGAGCGGCCGCCGGGCAGGNCNCTGGGGATACCAAGAAANAGTGCTGGNAAAGT 

CCTTTATCAGGCCAGCCGGCMTTTTGGTTAGTTCTTACTCCTTTTATGGCTTGAGCTAT 

CTCCATAAATGCCATCCTTCCTGGTAACCATAGGAACAGTGCCACTGTGATTTCTTGAAG 

TGGAAGACAGCCTAGTGCTAAAGACATCTACCAAGGAAANTATGAACATAATTCACCCTA 

ATTATTATATATGATATCTCACATTGTGTATTAGCTGTTAATGCCTCTGTGCCTGAATGA 

AGMTTAGATCTGTGACCTTTCCTCCCAGATGATTCTGATGGATGATATTGAAAGATATT 

CTTGAGATTTGGGGGAAAGAMNTMTGMGGCMTAMGTATTTTM7TTTATTCATGA 

TGGACCTTATGAGTGAAAGCTTTTTA 

Sequence 3333 

CCCTTGAGCGGCCGCCCGGGCAGGTACAAAACAGGGCTAGATTAAAAAAAAAAACAAAAC 

TATTAGGGTCTCATCAAAATGACAAGATGACAGGGCTCCAACCAGCTCAAGTCTTCACTC 

CCCATTGGGAGGAAGACTTTCCATCACAAGCCTAAATNACCCAGCAGGAAACCAGCCCAG 

CCCTGTCTTCTCAGTGAGGCCTTTTCTAACACGGGTGCTTATCTCCATCTCAGGATCAAA 

GGATCTATTGCTTCTGGCAAAAGGGCAAAAGCACCGCTTTTACTGGGAGGTACCTCGGCC 

GCGACCACGCTTAAGG 

Sequence 3334 

CCCTTTC GAGC GGCCGCCCGGGCAGGTACATATCTTTTATATGCTCATATGCTCCTGTAG 

TCGTTAGTTTTAATTCTTAAAMTGTGATMTTGTMTAMCTTTTATTATATCTTATGT 

AAAATAATTGTGTGTCTGAGAGAGACTAAAACTCATGCCCTACTTCTCATGATTTCTCTT 

TCTCTTTTGTTTCCCmCACAGACAGMGAATTATAGCCTCAGTATTTATGTATA 

TGAAAGAGTGAAGTGGGGACTGAGAAGGTATATCTACATGCTATGCCTTTTGATAGCATT 

CTGTTTCAAATCTCCTTTTC 

Sequence 3335 

CCCTTGAGCGGCCGCCCGGGCAGGTACATTTGTTACGTGGTAGGCCTTGGAGGTTAATAT 

ATT TAAC ATTACAGTGAATATCATCAGTGATCCATGGAGAATCCATTGTTCAACAGTTTG 

TGATTTTGGGGAAGCATACATGTGAATA GAATA TGCTGTAGGATGGAGCAGGGAGCAAGT 

CACTTAGGTGGCAAGTGTCTTCCATCACTTTTTGGAATAACTTAGCTACTTGCCCACTAT 

CMTGAATATCAGATGMTTACAGAGCTACACTGCTAGATTTTATAACCTTATAGAAATT 

ATAACAGGMGGCTTGCATGAATATGGGGTTTGTAAAGCTCTTCAGATGTATCTTTCATA 
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CATGTCAAATATGAACAGTTATGGGAACTGTTATATTTAAGAGACATGCAAGAGAAATAA 
AGTAGAAAATAAAAATAAAAATTGTGCCTTCAGAAGGAAAGTAACAATATGATAACTGGA 
Sequence 3336 

CCCTTNCCAGCGGCCGCCCNGGCNGGCNCGCGGGGACAGTCCTTCATTCTCAGTAAACAC 

TGTGTGATACAATCAGCCTGCCGCAGATGCTCCTTATTCTATTACTGCGGCATAATCATT 

TGGGTAAATCTGTGAAACTAATGCAAAATCTCACAAGGCTATTCAGAAATATGGATTGAA 

AATGGA AGACTG GAAAAATAGCTTGTCATAGCCCATTAGCGACTACNCGCTGCGATTTAA 

GAMCTATTTTTCAAACGTTTCCATTTTGCA 

Sequence 3337 

GGTACAATAGGGGATGACATTTTTGATGGGATGCCAAATGTTTAGCTTCTCTGAGAGGCA 

ACATTTAAGCAGGAACCTCAATGAAGTGATGGAGCAAGTGATACAGATCCCTGAGAAGAG 

GCCACTGAGGGGGCAACATGCAGAGCCCTCATGGGAGTAGGCTTGATGGAATCTGGGAAA 

GGCAAGGAGGTTGGAATTGCTGGAGCAGAATGAGAAAGGGGTGAGTTTGGAGTAGTAGCC 

AGGACCAGACAGAGGCTTTGGATTTTCTAAGAGGGAAGGGAGGATGTTGGGAGGGTTCAN 

GATGGGTATAGACCTGATCTGAGTGATAAAAAGATTACACTAGTTGNTGTGTANACAGTA 

TACTAGGAAAGGTTAAAGTGGAAGCAAAANACTANTTCAAAGACCGTTGCAAAGGNTCNG 

GTTGCAAAGNTCNGGTGAAA 

Sequence 3338 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTCAGTTTCTTAGCTAATGTGTTGTAACACT 

ATTCTTATCCCTTACAACTGTCTAAAAGGATTCTTTTTTTAGACTTTCTCTGCTAGTTAC 

CCCAAAATATTCTGTGGTAGTGAGTTCCAAAAACTAATTACATGTCACATAAAAACACCG 

NCCTTGTATCTATTTCAAGTTGGCCATACCTCACTCTTTCTTCTAGCATAGATAGTTTAC 

GGA TGTTC CTAGGATTTCCGATTCACTAGTTCCTGCTATTGNGGGTNGCTAAhJTTNTATT 

TTGATTTTNGTTTNCTT7TCTAAACATGGCTGCTACTGCTGTTCATATTTGCATTTTGTT 

TACCAGACTATCGATATCAGAATTGTGCTCTGGGGGCGGCT 

Sequence 3339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTTCAAATTAAAGGGCTAAAATACT 

ATACATGCCACCTTTGCATTCCTTTGAGTTT/rGTTTGTTTTGTTCTGTTTGTGTCACTAC 

AAMCTTATGWGCCCTTATATAGCACATTTTTCCTTATTGTGTCCTTTTGATTMTTTT 

AATGACCATTTGTTCTCTTTTAAATCA 

Sequence 3340 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGGGCAAGGCTATAAGAGCCAGCAACAGG 

TCATGTGGCCTCAAGGGGCTCGTGGCCCTACGAGGCCACAGAAGCCAGTGAACAGAGACA 

AAGATTGCTTCATGGACACCTGTAAACATCCACAGGGAAGCTTGGAACCACCTGGGGAAA 

TGAACCCTGAGCACCACAAAGTGGAGGTGACACCTGTGGAAAATGAGTATATAAATTTAA 

AGATCTCTAAGCTGTGCTCGCAAATCAAGGCAGAACTCAGCACACAGTAACACGGACAAC 

ACTAGCGTTCAA TGACA GGTATTTTTGAGAGGATTGGTGCTGGATATGTATCTCTAACAC 

TTTGAGGATG TTCTT TTGTGGGTAACATGATCCTTCTGTCTGCCTATGGAGGCTGTGTCA 

GAGGTGGACATTTTCCMGATTTGGGCTTATTTTACCTAGMTTTCTTTAAGCATCTTAA 

TTTCGTTTGTAAAATGGGAACTATACTCCATAACTCACAGGGCTGTCATGTGATCAAAGT 

GAAATCATGGAT 

Sequence 3341 

ACGC GGGA TGATACATTATTAGCAAAGGTCTGAATATAATGCTTTAATGATTATTACCTT 
TATACTriTGCCTTTAGMCATTCAGTTGMTGTTCTGCATATTTCTAAGTATGTAGAAA 
ATATTTTACAAATTAMGATTTCATAGCAAGACAACTTTCAACAAAAAAGAAAGGTTTAT 
i i 1 1 1 iCCTTTCTTTATTAATTTTTGGMTMTGMTTGGTATTACTGTTTTTCAGCCAA 
ATCCACATTTCAAMGTAGMGTTAMTATCACTTTAATCCCAATAGAATTTTGGGG 
Sequence 3342 

ACCCAAAGATGTTTACTTGAGAGTAGTTTATTCCTTTCAGCTCCTCAGCTCTATACATTC 

TTCCAGGGMCCGTAGATCTTGGTGCCTATTTGAGCCCCAAAGGATCAGTTAGTTTTACA 

AAGGACAATCGTATTCTCTGTCACATCCTTTTTGGCCATGCCTCAAAAGCAGTCCCACAA 
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TGTAAGCTACTGCTCATAGGCTCAATGCAGTCCACCTTCAAAGCAAGAGAAATAATTTCA 

TGAGTAACTCCAACTGCCGCCTTGTTATAGGGAAGGCATCATGTTGGAGCCTCCCAGCTC 

AMTTCTCACAGTGAACAATTTAAGTCTAAAGTTCAAAAGTTTCAATGGCATTTGGTGGA 

AAAAATATC 

Sequence 3343 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTMTTTTTTAAAGTTTTACCATTACTATAT 

TCCAAAGAAAATT CTAA CGTAGAAATAAGGGTCTGAATATGAGGACATGTTCTTCACGTT 

GGCCTCATCATAATTTTCCTCTAGGTAGGCAGGAATGTTGATGGCCTCTACTAANTCTCC 

TANCTTCCAGGAGGGTGAGTTTTAAAACATGGTTTTGTAAGAGGANAACTGAACAAATGA 

CCAAGTCATGAGTTTCTTCTGCAGAGATTCTCCATCCCACTCAGAAATGACACTGAAAAT 

ACTTCTTGGGGCANGAGGAGAGAAGAAAGCTATCTAAGAAAGAGGAAGATTTACATTTAG 

ATATTGGCAGAGACAGGCCGAAACAGTTTCTTNCCATTTTTGGGNTTGCCCTATGTGTAG 

AATAGAATCTACCCAACTATGTTTTACCTTTCAGATACACATACAACGGGGGCCCCATTC 

TTGTCATTGTCTTCTTCGGGACAAAAGTATCAATGGNTGGGAGAAAGAA 

Sequence 3344 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCAAAAATGCTTCAAAAATATTTACTGAGT 

GAG TCAGG TMCAAMCGATTAAMTGCTTAGCCATCANCGTATGCCTCTATTTTTTAAG 

GGCTTTTTATAAGCAAATACGGGTAGAAAAACATTGGCAGTTTGAGAGTAAAATAAACAT 

ATATAACTCACCAAC TGAC TGATCAGGATAATTATCTGGGAGTCTCTGGGGGTAAAAAGC 

CCCCAGTTTGTTCCATTTTACAACTCCCACCATGGCCTNAGTCAGGCCACCAACATGATN 

CANCTAAATGTGGANTTTGAAAGGGTGTCCNCTGGAACCCATCNTATAGTANTCCNGCCA 

ACGGGATCCANTAGTGNAANCANCCCCAAAACNCAGATATTGMTAAAAGGTCCAACNTTT 

TNAACAANGGNGGGGTTGGGGATTTAAAAACCTTGGGTTAAAAA 

Sequence 3345 

TTAATGTTACTAACAACAGATCAGCGACAACAAAAACCTCCCAACATTCCAATATTTAGG 

TATTTATTGGTGTCCGAGTTTCCTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGC 

C TCATAT T ATTTCA GGGTAGCATGGCTATGATTATTAAACACCACAGACACCCATTTGCT 

TAl I 1 1 IGAT I 1 1 IGACATTCTAAGACATAGACTTTTTAAAAAATCTTC7TAAGGGGACA 

MTCTCCTMTTTAAGACCTAGATAAACCCAAGATTTACCANTTTTTTGAAAACAGTGAT 

GTTACTTAAATTCACAAGNAAACACCNATTCTNTTTCAGATATAATTNCTTCAATGGGAN 

TNCGAGGAGGGGGTTTAAAGTTTTACAAAAATTGGAAAAAAATAACCTGGNCAATTAANA 

TANCTGGGCTTACCTTNTTTCAANAANAAACCAA I I I 1 1 1 1 1 1 1 

Sequence 3346 

CCCTTTCGAGCGG CCGC CCGGGCAGGTACCAAATTATGAAGAGGTGGCGTTCCACACTGT 

GAAATCTGAGGGCTTTTAMTTAGTATTTTTACTTATGCAACTCCTTTTTCCCCACGCTT 

AACAGTGAACACAGGAAATATATTTTCACTCGTTCAGTCCCTTAATACTGAGCATCTCTT 

CTGTGCCAAGCATTGTCAACATCTAGAGACACAATGCCAAATTCGAACATGGTCCTTGCC 

CTTAAGGAACTTGGTCTAGGCCAGGCGCGGTGCTTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAGGCGGGCGGATCATGAGTTCAAGAGATTGAGACCATCCTGGCCAACACGGTG 

AAACACCATCTCCACTGAAAATACAAAAATTAGATGGGTGGTGGCACATGCCTATAATCC 

CAGCTACTTGGGTGGCTGAGGCATGAGAATTGCTTGAACCTGGGA 

Sequence 3347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCAGGTGTTTTACCTGTATTTACATATGT 

GCCTATGTTTGCTAATTTAATGTTTAGATAAACCTATAAGGCAAATATTATTCTTTCTCT 

TTTACAGGTGAACATGCTGAAGCTCTAGGAGCTAAAGTAATTTATTGAAGGTTGGAAAGT 

TAGAATGGACCAGAGTCCATTTTGTTTTAATTACACCAGGGGTTCTCTCTGAGGCATCAA 

AATCTTGATGGATATAGGGCATGGGGGAAGTGATATTAAAACAGCANCAGTAGTANGCAA 

CAACAACAACAACAGCATACATTGTATGATCCTGCCTAATTTCTTCCAACAACAACAACA 

ACAACATACATTGTGTGATCCTGGCTAATTTCTTCCAACAACAACAACAACAACATACAG 

TGTATGATCCTGCCTAATTTATTCCCC 

Sequence 3348 



# 
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GGTACTTCTGTAGAAAGACCAGGTTTCTGGAGTGGTGGAGTGGTGGAGGGCAAGTTACTG 

TGMTTGAMGGGAAGTGAGAMGTGTAGATAGTTGGCTAGACTGGCTTCTTTCAAGGAA 

GGGGAGGAAGMGAMCCACACTGAGGTMTAGGAGTTTTCACGGAGTCAGATTTCTTAA 

GCAATGAGCACTTTGGAGAGGTAGCAGACTTGTGCTGTAGGATGTAGAAAATGGGAAAAG 

AAAGAGAAATGCAGAGGTCAAAGAAAAACATCACCAGTTTAAAAATGTTGGTCTCTGTGG 

TGGTTTAAAAATAT7TTAAMTTATTTMCATATGAAGAATTATTTMCATTTC 

CAAGAAATATGGCCAGGCCTGGTGGCTCACACCTGTNATCCCACACTTTGGGAGGCTGAN 

GCAGGANGATCACTTGAGTTCAGGAGTTNCAGACCACCTGGCCAACATGGTGAAACCCCT 

CTTTTCTTAAAATAAAAAA 

Sequence 3349 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCATTGATATGTTAATGAAAAAACTTTTG 

GAGCTCCT TTACTT CATAGAMCAGCTAMCAMGAATATTTTTAAAATATATAACTCTG 

AAAG CTGT AI I I 1 i GCTTCTCTTTTGTCCTACMATTGTTATTGCCATTTGCATTTAGGT 

TGAGTTTTMTTTTMGTCTTGTCATTACTCTTAAAAAATGTAAATGGTATATTCCAGCA 

TTTAGAACATCTCTCAMGTTCTATTTTCTGTTTAAAGACTATTTCTCCAGTTGCTTTAT 

MTTCCGTCATACAGGCTCAATCTTCTATGACATTTAACACGTCACTTGCAACAGACTTT 

CACACTTATTAATAGAATCTTCCCAGACAAACCAATGTGTAGTCCATATTCTAGTTATCC 

ACGTGTCCMTACTGTTAAAGGTGACATANGGAGTCAGCTGTTTTCTTTGAGGAAAATAA 

AAAACTTCCCCAAAACTAAACTTAAT 

Sequence 3350 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGGATATATTAAGAAAAGTGTTTCCCTTCC 

ACTCCAGACACCCTCCCCMAGCAACCTATTAACAATGACTATTTGTCCAGTTTCTTTGC 

ATAA 

Sequence 3351 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGTT 

TMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGCGTCTACTG 

GATTTAT GTCT ATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCTGT 

GTCTACATACACATCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCTGC 

GTTTAGGTGTTTTATTGGATATATTGGATTTGGTTATATACCATTATTT 

Sequence 3352 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTCCATCTTTGGCCATAAGGAGACAATGATG 

TCAA GAGGC TAAGGCCATATGATCTGTAGGTGAAAAACCTGGGATGAGAATCAAGGCCTC 

MACTTTTTCCACTACATCACAGATTTAGGAGCAGTTAGAGGGAAGGCTTCAATCTGGAG 

AACACTAACAGGCTCTAGAGATTATTGGGTCATGGTGGCTGGGACAGAAATAAGGATTCA 

CAGAMGATGTTTGTTGTCMTGTTCTTTTACAGTAMTGTTCTTTTGAGATT^ 

ATAAA A AGGTTGAGC AGAAGTGAAAAAAA I I I I I M C M I 1 1 I I CTTTC I I I I I CTTTTC 

TTTTTGCI I I I I I I I I I I IAAMCANTTTCCTTTTTNTTCCCCAGGCTGGAGNGCAAGGG 

NGCANTTTNGGTTNACNAAAACNTTCCCCCCCAGGGTTNMGCAATTTTGCCTAACCTCC 

CCAAGTANNTTGGATTACAGGNGGCCCCCCCCCCCCCCCGGGAAANNN I I I I M I II NGG 

NNTTTNAAAMAMAGGGGGGNCCCNCTTTTGGGGNAGGGNNNTTTNAAANCCCCACCCC 

NGGGGGANCCCCCCCAANGGNGGGGGAAAAAANGGGNTAAANCCCNNAAACCGGGGNNAA 

AAAAAAA 

Sequence 3353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCATG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATTACAATAAAACACCTAAAC 

GCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGAC 

ACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAGC 

AAAAAGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAATC 
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CAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGCC 

ATTCACTATCATATGTMGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTCC 

AATGCCATGTAGACGACACTGCAGTATACAATTTACAATGCTNTTTAAATCTATATCTTA 

AACATTTTAAAGTATTAGCATCACCTTTTA 

Sequence 3354' 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGACGTTAATGCCGATGATAATTCATCTGATC 

TACAGAATATTCACTTTAATAGAGAGATGAGAGTCTGAAATGACCAGAGGAAAATAGATA 

CTGAAGCC AATAT AGTCTTGAT ACCAA AATAAAATTAAAATGAGAAACTAACATGATAGG 

TT CMGG CCTTTTGGGAGCCTGTTTTCTTTGCCAGATTTCACATTCTTACAGCTTCATGG 

TCTTTTTCTTCTAACAAATTAATCAGCTGAGAGAAGCTGTCTTTCAGTGCATCCATGTCA 

TCCAGTGAGCAGGGCTGTAGAATCCAGCGTTTTCCACGTGCAAGTGGTTCAAGTTCAAAA 

TAI 1 1 1 1 I GATCTCTTTGACCTGCCC 

Sequence 3355 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTAAAAGGTGGTGCTAATACTTTAAAATGTT 

TAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATT 

GGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAAT 

GGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACTG 

GATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTTT 

GCTTTGCTTTTGTGTGCT 

Sequence 3356 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGT 

Sequence 3357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATACTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCAACGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGNGTCTAC 

TGGATTTAT GTCT ATATGA CAAA TCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCTTTTGTGTGCTTTTGTGTGTCTGCCTATTAATACGTCCGCTGCTTTTGTCT 

GTGTCTACATA CACA TCATTAATACTATTGGTATTACTATTGTGGATAACAGCAGCCTCT 

GCGTTTAGGTGTTTTATTGNATATATTGNATTTGNTTATATACCATTATTTTTAA 

Sequence 3358 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATACATTATGTAATTAAAAAGCGTGCGTG 

TGTATGTATTAAAAATAATGGTATATAAACAAATACAATATATACAATAAAACACCTAAA 

CGCAGAGGCTGCTGTTATCCACAATAGTAATACCAATAGTATTAATGATGTGTATGTAGA 

CACAGACAAAAGCAGCGGACGTATTAATAGGCAGACACACAAAAGCACACAAAAGCAAAG 

CAAAMGCACGCCAGTAATGTTGTGGATGCAGTATCAAGATTTGTCATATAGACATAAAT 

CCAGTAGACACTGTMTAGTTTTTGGTATTTTAACTTGAGACAAAAATTGGTCACGTTGC 

CATTCACTATCATATGTAAGTGTMCMTTGCACTTTTATGTTTTACATTATGTCCTGTC 

CMTG CCAT GTAGACGACACTGCAGTATACMTTTACAATGCTTTTTAAATCTATATCTT 

AAACATTTTAAAGTATTAGCATCACCTTTTAAATGT 

Sequence 3359 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGTCCAGCCAAGGAAGTCCTAGTGTTGCG 

CTTTCTACGACGACAGTCAGTTCAGTTGCTGTGCAGGCTGGGGACTCCAAAATCGTTATA 

GCTGTCATAMGGTAAGCTAACMCTTCCTTTTTTCTGTGCGGCTGTGGGCTTCTAGCTG 

TGTGTTGAAAACCCTAAAGAACATTCCATGCAATCGGCAGGACACAGCATAGAGAAGACA 

ACGCAGCAAGCACTCTTACTGCTTTCTAAAATGGGCTACTAAGAGAAACCTCTACAAGTT 
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TCAGCAGTT 
Sequence 3360 

ccctttcgagcggccgcccgggcaggtacgcggggattcagataaggaggagttggctgg 

agtgctgccctgccttggtatttggtgcacagtcctgggaggatcctggtgctgggacag 

tcctggttttgtagattcctagtgcctagaggacacaactcaaggagagaaaaggacagt 

ttgggacaacaggtgggtgggcagtcttgaaaattggtagccacagacgcccagcaagag 

tgmgmggacaggtggcttcattctgtggttgatgattccctcatggaagttcttgttc 

mgt ttgtc tgttgctactttgamtttattga™ 

tattcttttn aatttc aatg cc actg cttttgtatgtamttaattc atttttt a 

Sequence 3361 

CCCmCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTT 

TTGCTTTGCT 

Sequence 3362 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAACTCATGGGATTGAATAAGTTAATGTATGT 

GMGCACTTAGGACACAGTGTTTACCATCATCACTATTATTCCTATTGTMTCTTGTTCA 

GAGGTGAGGGTGCCTGAATTAAGGCAGTAGCAGTGAGGATGATAGAMGAAGTGGCCAGA 

TGGAGGCTCTACACAGGTGATAGMTTGACAGGAATTTATGATTAATTGGATGTCAGAAG 

GGTAGATAAMGAGAATAAAAAGTTGAGGGTGATTGCAGGTTTTGGATTTCATCAGCTTG 

AGTGAATGGTGGTTTCAGTCCCTG 

Sequence 3363 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAGAA 

AGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGGTT 

CCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAAGACTA 

TTGTAGAGTCTTACATGMGCTAAATTTGTTCATTTATATCACTTCTCTTTTATTATGAG 

ATCATGTCCTCTGCAGGNTTTTTGGTATTAAAATGTCTTTTATGAA 

Sequence 3364 

CCCTTAGCGTGGCGCGGCCGAGGTACCCTAAMCTTAAAGTATAATAATAATAATMTTT 
CCTCATTCATACATCCTGTATA7TMGTTGCCATATTMTTTATTGAMGATTTTTTAGT 
ATACTTTCCCACAGTTTAG CATTCT TCTAAGGCTCCTTACTTCTAACACAAAGTCCAAGC 
T CTTTM TCTGACATTTAAGTTTT TCCAC CMCAGGACCCAATTGATCTCGTAATCTTGT 

C MTTCTTGATAATCAGCTTTTTCCACTAAAAAGCTGAAATG ATTAAGGA 

Sequence 3365 

CCCTTAGCGNGGNCGCGGCCGAGGTACTNTTTAGGTTTTCTTTAGAAGAAGGAGATATGA 

AGMGCAAMGMGMTAAAGAACMCCCATTTTCATTTGCTTTTAGGAAACTCTGGTAA 

GCTCATGGCTCACATAGGATTTMGTGTTTGATCCACATGTTCAAGCTTCTCACTT7TCT 

NACCTCACTTGGNATAGGAANGTATAGCCTGCCGTCTCCTTNAGACCTGCACATAGACTA 

ACCCANGNCCACTAGATACTAGCCTTTGTGGAAAGACCNCCTGGAAAGTGATTCTATGCT 

TGNNTGACTGTTCATGNGTTTMNCMGGACTTCACATTGCCACATTACTTNCCTATTTC 

ATTGGCNCAAAAGCCCTMTTCCCTTTTTTTCNTGTCCACNCAGGGGCAANTGCCAGAAA 

TAAGCTTGATGAATTTATGGCCTTTTGGGG 

Sequence 3366 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAACCCCTAACTCAGGAATAAGGACCATC 

CTCCTCATGGTTTCCACTGTGCTCTGGCAGCAGAGAAATGGCCTGACCCTGTTTGCCCCC 

ACTCATGTGATGCCACCTGAGATCTACCCCATTTCTATGAATGTCTGGCAGATTCCCACT 

TAAMCAGCTGCTGGAATAAAGATCACATTGATCCATTCTGATGGCAGGTGGGGAAGCAG 

AGACCCATAACAAGCACCACTCCAGCAGACCAGTCAGGGGGATGAAGATTTCTGCTTACC 

TCCTTAGTGT 
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Sequence 3367 

CCCTATGAGCGGCCGCCCGGGCAGGTACTAGCAGTAGTTAAAATTACTGAGATATTTTCA 

ATGMCCTTCAAAAAAGACCAACAAATCTATTTTTCTGTCCAATGTAATTTTGATACTTA 

AGTTTATMCTGTGTTMGATTAAGTCAAACTCCTTAGAAATGTTCAGAGAAATATTAGT 

CTATATTTCTTATATTGCTCAAGTTCTATTTCTATAAGTGATAAATTATACAAAATCAGA 

TATATGGCTCAGCCTGCAGMGTTTMGAMAATGTTTAMCTMTTTTCATCTTTATTA 

AGCTTTCCCTTAAGCAAAGATGAGCAATCATCTTAACTGTATCACCAAGGGGCTATAAGA 

TATTTCTCAGA TTTM TAAAATTTCMTACCTGATTTAACCAATTAATGCCAAAATCCCA 

TTCCTTTCCTGTTTTCATTACACTTATATCTACTTTATCAGGACTGGCAAAAAC 

Sequence 3368 

TCTGCAGAATTCGCCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCACTGCACTCCAGC 

CTGGGTGACGGAGCAAGACCCTGTCTCAAAAAAAAAAAAAAGAATGAATGAAATAATGCA 

AACAAAACTAAAAGCAT7TGTGCTTCAAGGACACTCAAAAAAGTTAAGAGAATCAACTGA 

ATGGMGGAAATATTTCCACATCATATATTTGACCTTATATCTAGAATACATAAAGAATA 

CTTAACATCTCAATAATAAAAACACAACCCAACTTAAAAATGGGCAAAGAGGGCTGGGCG 

CAGTGGCTCACGCCTCTAATTCCAGGACTTT 

Sequence 3369 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATGT 

TTAAGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCAT 

TGGACAGGACATAAT GTAAA ACATAAAAGTGCAATTGTTACACTTACATATGATAGTGAA 

TGGCMCGTGACCAATTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTACT 

GGATTTATGTCTATATGACAAATCTTGATACTGCATCCACAACATTACTGGCGTGCTTTT 

TGCTTTGCTTTTGTGT 

Sequence 3370 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCTTACAACTTGGAGGATAAGGACTACACAC 

ATTCATCTACCCATACACACAGTGAAACACATGTGTAGCTTAAATAAAACAGACATTCTC 

CMGGATTTCTCCAATTATAATAATTGATTGGGCTTCAAAMCTCAAGGTTGAATTTCAG 

CTTCTAACTTGATGAGAATGGCTGTCTTAATTCTGTCA I I 1 1 I I GTTAATTTTACTTCCA 

GGMGTCAGGGCTGTGATTTGAGGCTTTTTTCTCTMGCTTCTGTGATGGAGATGAATTT 

ATTAMGTGGGGCCAtMTGTCTTrTTGAGCAACATTAAAACTGAGTCATCAGAATTAGG 

MGTATCAGAAGTCAAGATCAATTTTCAAGAACAGGAGCATAAAATTCGAACTCAATCTG 

TGTTMCATTAAGAGATTTAGAAGCTCATTCAGACTGATAACTAATGAATAATATAGCTT 

TCATTTGTTGGAGACTTTATGTGAGCCAGCCAGNTATACATGTTATTTTATAATCCCCAC 

AGTMCCCCTGGCAAGGGTAGTTATCMCCTCTATTTTTGCAGGTTTGANGGAAAATTGG 

AGGCTTMNAAAATATGCCCATTTAMCTTTTTGGCTTGCATTAACCAAAACTACC 

Sequence 3371 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAATGGTGTGAACCCGGGAGGCAGAGC 

TTGCAGTGAGTCTAGATCGCGCCACTGCACTCCAGCCTAGGCGATGGAGCGGGACTCCAT 

CTCAAAAAAAATAAATAAATAAAAATAACAAAAATAAAGAAAAGTATTTGATACATCAAA 

AGACATGACATCTTGGAAGTGGATTCCAGATGATTCAGCGAAGCTTCTCTAGGTGCTGTA 

AAMATAATGACCTTACTCCTTMTTAMTMGCACTCMMTTTTATTCCAGTAGAGAG 

AAAGCAGGGGCTGGAACTTGTTTGCTTGGTCCCTTTCTGGCCGTGTAAAAATGGGCAAAA 

CTTGGCATGACCACATCTGTTTTTTMTTTCNAMTCTCTTMT^ 

AACAAATTTTT 

Sequence 3372 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAMTACAGATGGMTTTTAAGCAAATTCA 

TTATTTACAAAGCAAATAAGTGAGTCCTGGTATCTGACAATGGGATTCACCATAAAATTA 

ATTTTAAMTTACTAGGTTTTAMTTTTTACCCGAAMTGATTTGATGCAT^ 

AAAMCTGTATTTATTACATGAAGTATAAATACCCCAGGAGATTAAATCCATCCTGCCAT 

ATTCATGGGAGCCTGATCTAGCCCGAGGTATGATGCCCAGCAGGACACAGTGGCCATAGG 

AGAAAGGTTAGCAGCCATTCAGAGCAGTCGGTGTTGTGCTGGAGGCGTTATAGGTATTGT 



# 
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GAGTATCTCTCTTCATGGTAAGTAGCCATAATATAATGACTCATAGGATTCTTCTCTCCA 
AAGMCACTGTGCTGAGAGTCMGTTATCGGCTCTGGTTTTAAGTCATCTAATTTACTCT 
ATAAATTTCCTACAAAATTAGAATGTACCTGCC 
Sequence 3373 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCAGATCTGGCTTCACGTAAAAATAAGA 

GMATTMGACCAATAGGTAGGCCACAGGATCTAGTTTTTAGCCCAGAGAAGAAAGCTTT 

AGTTMTTTCAMGTCACATAGACAGAACAGACTTCAGAGCTCCAATTTTTAGGAAACAA 

GTAGGCAAAAAAAAGAGGTTCTGGGACTCAGGTATATAAGAAGGGTGAGTCAAGTCACAG 

CTTTGAAATTCTTCCATTGTCTCTAGCTTTCTCTTGACTCTCACCCACTAATGAAGATCT 

CTMCCTCCCTAATTTCTAGCCCAAAATATAGATACACATTTTCAGACTCCATGTGCTCT 

CTTGTTCTCTTCAACCACACCTNTAAATGAGAACCAGGGCAGATATAATCACTTCTATTC 

AT 

Sequence 3374 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGCTAGTTTATGTTTTAGGAGTTTAGTTTCTA 
TTTCTCTGTTTAGCTAATTCTCTATCTTTTGGCCACTCC I I I I 1 1 ATTCCCCTCAAACAG 
TCGCTTTCTCTTCCCATCTCTATAGCAACTTGTAATATACTATAGGAATMTTATGGCAC 
ATGCMCAATGCAACAATTTAATATATAAGTGCATTACATTTCTTA I I I I I A I I I I ICTT 
AAAAAA 
Sequence 3375 

CGGNCTCATGTTNNATNATTNTAATGATNCATTTNATAANAAAGTGGCTNATCTGGANAG 

ATTCACTTGTGAACCTTGATGATGTTTTATTTATCTTTGAGCGTGCTTTACTTCCCCTTG 

CCAGTGCTGTTGTTTTGATAGACAGGGGAGTATTGTTGTCAGGTTGTGTAGCANTCATAG 

ACCANAAGTCAGCAAACCGGCTTGCAGGCCACATTCAGTGGANACCATTTGTGGTQTGGA 

GAACCTGAMTTTTTATTATTTTGCCCTTTTCAN 

CTGNAMCATGGTCTGAGACTCAGTTTTGCGCACAAATTTTGTTAAGCTTTAAAATGGTT 

TTAACCTCTTGTTGTCAGTTGGCACCCTTCTTTTAAGATACCAGTATAGGAATTTATTTA 

AATAT AAAC AGATTATGAAAAAAGTGTATACTCATTTCAAAACACCCAGGATGCCCAACA 

CT TGAT TTTAAMCCTGAGTCTCCCTCCATTTGAGTCTGCTCCTATAGGGTAACTGISfTAA 

CATTTTAAGTGNGTAAACTCTTGAAAC 

Sequence 3376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTAAAAGGTGATGCTAATACTTTAAAATG 

TTTMGATATAGATTTAAAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCA 

TTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACACTTACATATGATAGTGA 

ATGGCMCGTGACCMTTTTTGTCTCAAGTTAAAATACCAAAAACTATTACAGTGTCTAC 

TGGATTTATGTCTATATGACMATCTTGATACTGCATCCACMCATTACTGGCGTGCTTT 

TTGCTTTGCTTTT 

Sequence 3377 

C CCTTAG CGTGGTCGCGGCCGAGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCTAG 

AAI I I rTCAGTGTTCTAG'l I I I I AAACAGTG ATG I KIM I ATTAACCTATTTCATCCATT 

CAAAGACAGGCCTTTCTCCACACCACATTTTCCTCTMAATCATGATAACACTTTTAAAT 

TGATGGTGTCTTCCAGTGTGTATCANCCAGATGGCAGTGTGTTACAGTTCCAGGAAAACT 

CGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGTCT 

TTCTGTTTTMATATGTGCCGCAMGAGATTTGCTTACAATCTATTGAGAAAGCTAAAAC 

AGAGCAGACATTGTCCTGTTGCGGGGTAGATGAATAGCCTAAGAATAGTTTAGACAAATT 

CTGAAMCGMTTTACCTTANAAGATGTTCATGTTAGATCTGGTAAAAGTAACATGTTAT 

TTTTCTGTCAAGCCCTTTTTGTA 

Sequence 3378 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAAATTCCGAAGGCCAAATATGTCAAAATGAA 
CACAGGAAAATCAAACAGACTTCTATGACAACTCACAGCAGCCCAACATTCCTGTTAGTA 
GCA AGGAG CTGACCAACAAGCAATGCAGGTAAGTAAATCATACAGATTGCAAGAGATGAA 
CACCTTTTGGCATAGCTCTCTCTGCTGCCTCCTAAGGTTAGTCCTAAAGACTGAAGAAGA 
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CAGTGCTGGGAAAAGCACTGAAGGTCCCATCCCAAACACTAGGAATAAGGGAAACAAAAA 

GAGGAGCATCA7TATCGTGGNTAAGGTNAAAGGAAACAAGCAGTAACGAGCCATANNTCA 

CCAGCAATAAAACAGAAACGCATTGATAAGAAATCTTCGGAATAAGATTGCCCAGTGGAG 

AGCTCCAACAACTTCAAAGGGCCTGTGAGATGCACAGCTGACTGGAAGTCAGCTCTTCGT 

CTCTACTTGCCCGCCAGCTAAGCCCANAGCTCCAGCCTCCCTGANGCTCTTCCCTTCNTT 

GTAAAAAGCAGGMTGAGTATGTTTTTCTTCAAAACCTCTTCTACTTTANGATTCTGGCT 

TNCAGTGAGATCAATCCTATTCCTA 

Sequence 3379 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGACTGTGACCCACCATCAGACAGGGACA 

GCTATGTTCGCGAGCTGATGACTTACATCGAGGTCGATTCCTATGGTGAATGTTTACGAA 

ACAAAGACCTCCCTCAGCAGCTGAAGAATCCAGCCTCTATGGATGCCGATGGCTTTTATA 

GGATCATTGCACAGTATMGTTTATCCTAGCTTTTGAGAATGCAGTTTGTGATGACTACA 

TCACTGAGAAGTTCTGGAGGCCACTGAAACTGGGGGTAAGTCCCTGTATATTACGGATCC 

CCCAGCATCACAGACTGGCTTCCAAGTAACAAAAGTGCTATTCTTGTATCAGAATTTTCT 

CACCCCANGGAACTGGCAAGTTACATCAGACGACTGGATTCTGATGACAGATTGTATGAA 

GCCTATGTACAATGGAAGCTGAANGGTGAGATCTCTAACCAGCGACTTCTGACAGCTCTC 

AAGGAACCGAAATGG 

Sequence 3380 

CCCTTCGAGCGGC CGCCCG GGCAGGTACTATCACTGAATTGAATGAGATTTTAGTCCAAA 

CCAAAAAGTAAATATTTTTTAAAGTAAAATATATTAATGGAAGGAGAGTTTGCTATAAAT 

GATTGMTTMTGTGACAGTTTAATTTATGMTTTTTATAGACATAGTAAATGCCTTCTC 

AAATTATATAAATGATTTCATAAGTGGTCCTTATGTGCAAGGTAAAATGACTGCTTTATC 

TCTCTGATATAAATAAATGTGAAAAATAACTTTGATACACTTTTTATTTGTTTGGATGAT 

TATTTCTMTCCTGGN GAGTG AAMTGCCATCTGGTGTGTCCTTTTAACTNTTCTATTAT 

CTCTTAMTNTAAAMCTTTTTCATTTAAATGACTATTTCCAGGCAATCTGAG 

Sequence 3381 

CCCTTAGCGTGGTCCGGCCGAGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAA 

TCAACAAAAACAAA AACAC TCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAMGGTATTTTTCMTGGTGATTTTGCGGGAGTGGGGTAACAGTTTCGAAAGC 

MCATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCTGGTGACCTTGACTTCTGCTT 

TTTAGAAGACCTTACACAGAGTTGTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGA 

G TGAAA GGGTATACATTCCAATTTGCGTATGAGATAAAAATTTAGGTTACATTGAGAAGC 

TATTTTCTTTAGTTACAGGGAAAAAAATTGTAGGGCTTT 

Sequence 3382 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGTTTTGCCCTTGTGTGCTCAAACATTTCTA 

AGGTGTCCCAAGCCCTGGAAATAGGGAAGGGAAGGGTGGAGGCTTGGATCTGAGGTCTTG 

CTGTCCACTCCCTGCCTGCCTGCCCGCATCTCAGGCATGGCCAACAGCAGCCCGTTGAGG 

GGGGCTTGTCTGGACAGTTGCGTGTGATGGTGTTGAGCCATCACAGGGCANAGGTCACTT 

GTGTCACCCCCATAGTCATTGGGTTGCANGCCATGGAGGAGGGACCTCCACTCCATGGGG 
C 

Sequence 3383 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGGGTTACATGATAAGTAGTAACAAAAGC 

AATCTAAGAAAAGGGGATAGGAAGTATATATAATGTGGGGATGGTTTGTGCTTTTAGATA 

GGATAATGAACGATGGTCTCATTGAGGTTACATTTGCACAAAGATTGGAAAGGGATGAAG 

AAGCCACCTAAGAGAAGGAATTCCAAGCACAGTGAACAGAAACCTCAAAGATACTGAGGG 

TTGGAGCATATCTGGTATAGCGGAGAAATAGTAATATAAAGTCTAGTGTGGCAGGAGAAA 

TGTGAACAAAGAGAAAAGT 

Sequence 3384 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGTGTGATTTCGGCTTACTGCAACCTCTGC 
CTCCCAGGATCAAGCGATTATCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGCATG 
TGCCACCATGCCTGGCTMTTTTTGTATTTTTAGTAGAGATGGGGTTTTGCCGCGTTGGC 
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CAGGCTGGTCTTGAACTCCTGACCTCAGGTGATTCACCTGCTTTGGCCTCCCAAAGTGCT 

GGGATTACAGGTGTGAGCCAACGCGCCTGACCTACAATATGTATTTCTGAGAGGACATAG 

CAAGTCAATTGTATGATCTCTAATATAATTTCTAATCAGAGACAGAAAACTTATTTAACA 

ATmCCTTTMGTGTGGTTAAAAMCTGAGTGGTTTTTGGGAAAGATATTATACTTGAG 

AAAGGACTTGMTTAGTTGGGTTGCCTTTGTTGTCTTCATGTCTGATAAGTTATCTTACT 

GTGCCTACCTMTGAAGATTMCATTACTTATGAMTGTTTGATTTTAACAGAAACATTT 

GACCATTTACTGGTTATTTTATTT 

Sequence 3385 

GGTACGCGGGTTAACCCAGACATCTCCATGCCTCCTCTGTATTGGAGGTGGAATTAGGCC 

AGATCCAACATGGCATGTGAGATTGAAGCTTGGAGGACATGTCGCTTTGCAGGAAACAAT 

CTGGTTAAGCAGAGGACCCGGCCATTTATTGGTGGGTTCTGGCGCTTTCAAGAATGTGAA 

GAATGAGTGGCCAAAGTTAACAAAGGAGCATGCACAGGGATGGGGGTCACACCCACTTTG 

TAGAGTTTAAGAATAGTAAGGGACCTACGGGAACTTCTCAAGGTAATAGGTGGCATGTCT 

TCTTTCCTTGGCATGACACAGAATGTAAAGATAATGGGAGGATGAACCTCCAAGCCTGGA 

ACTTTGGGAGAAGCTTCTCCTCTTGGAAGTGCCAGTACAGAAAAGTTCCCAAATAGAACA 

GATTCCTTCATTCCACCTGAATTCAGAGAGAGATCCTGTGGACACAJGTGCCTCTCCATC 

AGAGACTGCTATCCAGACATTCATCTTCCCCTAAAAATGCACTTCTGCTGTGACTGCGGG 

CCAATGTTNCCAGGATAAAACAGGGTGACATCCAACTGTACTTGCCTCAACTTGCCTTT 

Sequence 3386 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGAATACATTACAGTTTCCTTTGGTTGTTCCT 

GCTTTAGTAGGAAGTTATGAAGATATTTAATATTCAAAATCATTTATCCACAGTCCTGGC 

CTTGGGGAAATATTGCATTTTATCAAATCAGCTAGCTGCCCTGCTCAGAATCAGACATCA 

GATGGGAGCMGTAGAAGCTTATTTTTATATTTGAAATATTTCTTAAGTAAAGCTAAAAA 

AATAAAGGCTTCACTGCTACATAAAGTGATATAGGTTTTATCATTCAAAAGCACAGAAGT 

MGMGATATTGGAMGCAGGCTTMTACTTGCTTCCTGAGTTCTTTCTATATATTTCTA 

AATTATGTMTGGATGGTTTATCCTAAACTATTTTTCTAAATCATAATGGCCGGCATATT 

TTTATTTATATTNTATTTAANCGAATAGAGTCATAACAAATGAACACATTAATAAAAATA 

TTCAATGA 

Sequence 3387 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGA 

Sequence 3388 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCTATTTCCCAGTCACGAGAGTGTAAAGG 

CAGGGTCCTAGGAGGTTTTTTGTCAGGCTGGTCTCCTCCTCTGCCCCTGCAGTGAGAGCC 

TACATTGGTCTGAGAAGCCAGGGATGGTCTGTTATGGATCATATTGCTGACTGTCTCTTT 

AAAATCTCTCAGCCTGTTGGTGCTGCTGGATGGTTTGGAGGCATTTCTAGGAGCCTGCTT 

CTCTTTCAGTGTTTCTCCTTCACTGTGGTATCCCGAGGCCTGGGGCTCATCGCCTTTCCT 

CCTAACCCGACCAGAGCTCCTCTTGCGCTCTATCAGTGACCCTTTCTTGGATGTGTGTTT 

CTGATTACATTCACTATCAGTCAGGTGTCCTGAATCTTCACT 

Sequence 3389 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAA 

TGGTGTGATTTCGGCTTACTGCAACCTCTGCCTCCCAGGATCAAGCGATTATCCTGCCTC 

AGCCTCCTGAGTAGCTGGGACTACAGGCATGTGCCACCATGCCTGGCTAATTTTTGTATT 

TTTAGTAGAGATGGGGTTTTGCCGCGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGG 

TGATTCACCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCAACGCGCCTG 

ACCTACAATATGTATTTCTGAGAGGACATAGCAGTCAATTGNATGATCTCTAATATAATT 

TTCTMTCAGAGACAGAAAACTTATTTAACMTTTTCCTTTAAGTGGNGGTTAAAAAACT 
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GMGTGGGTTTTTGGGAMGATATTATACTTGGAGAAAGGACTTGMTTAAGTTGGGTTG 

NCCTTTGNTGTCTTCATGTCTGATAAGTTATCTTACTGNGCCTACCTAATGAAGATTTAC 

ATTACTTATGAMTGTTTGATTTMCAGAAMCATTTNACCATTTACTGGTTNTTTTTA^ 

TTTMTATTTCAAGCTTTGGGGTATTTTT 

Sequence 3390 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTCAAGGCTGGAGAAGCTACTTGGTTGGGTT 

GTGGCCTACTGTGGTGCCATTGATTTCCCCAAACATTAAGTCCTTGCTGAGCCTCAGCCA 

AAATCAACAGCCGTCATGTCTNCAATTACCTTGGAGCCCAAGCTGCCACGGGGGAAACAG 

GGGGGTCACATTCAGCCTTACTTGGCTCCTTAAGCAGCGACACTATCTGTGACTAAGCAA 

GTGACTGGTGCGATGGGGGAGGAGGGATGTAATGGTGGAGCTGNGAAAACTTGCAAATTG 

TG GATCA CCAAACTTTTTAATCAATCTTAGAAGGAAGCC I I I I I 1 I I 1 1 I I CTCCCTAAG 

TTATTTTNNAMGTGCCCACTGGGTTGTCNTrTGGGGGTTT 

Sequence 3391 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATAATTGTGGGTTCTAAAATATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAAAMTMGATTTTGGATAMTTAACTTTGACGACATTTGACTAACATTATCTCAA 

AMT MTTC TACAGGAATCATTTTATGAAAAAMTATACAATCCATATTGGTTTAATrAT 

GAMTTTTGACTCAACGAMCTTMGAAACGAGCCMCATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACT 

Sequence 3392 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAATTAAAGGTTATTTTATTTCTCCAAACTT 

AAGAGAAATAGTATATTCTATAGGTTAAAAATGTAAGGTCTGCCGTCTTATGATAGTCTC 

AMTTAAAAAAAAAACAGGCCAMACTATCACATATTTAATATATTTCACTCCTAGTTGT 

GCMATCTGAGGCTTATCCAGGTCCACTACCCTTTGCTCATTGTCTCTCAMMGCATTT 

AGGTCAGACAGAGAATATGMCCTTTTTACTCTGCCTTCTAATAAAAAGTTACACAGGGA 

AAGAAAACGTTATGTACCTGCC 

Sequence 3393 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATNGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACT ACCG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAMCTTTACTCAGAAC 

AGAAAAGCCATCCCAGTTAAAAGAATGGTGGATAAGA 

Sequence 3394 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATAGATTTATATTTAATATGTTATATTG 

GGMAMTTMTATATTTTTCAATGCTCTTTGAGCCACACATACTCAAMTTGGGTTTTA 

TCAGCCGTTTATTACACTGTGCCTAAGTCCATAGTAATCTGCAGTGAATCATTTAGACTG 

GAAMMTAGCTTAAGAAACATGACTAAATCTTTTGAAGAAATACATGAAAGCAAAAAGT 

ATTCTAATAGGATTTCTTATAGAGTCAACATAAAAGATGCATTAAAAATCGAATAGTCTT 

GGTTTCAAATACTGTGTGATGGCAGAAAACTC 

Sequence 3395 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTGCTGCCACATTGCTAGATGTGATCAGG 

TCAGGGGAGGAAGAGAGGTGTCCTTCCTTGTATGTCTATGTCTCCCTGTGAAGAAAGTTT 

TCTGAGAAGCCTGCAGAGAGTTACTCCTCATATTCCCGCAGCCAGAATCTTGTCAAATGT 

CCCTGCCTAACCCAATCTTTGGCAAGGAGAAATGCAACACCATGATCAGCTTAGATGAAC 

CAGGATGAACTCACAGAAATGTGGACCAGATTTGCTTT 

Sequence 3396 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGTGAGAAGTGTGTGCTTCCCTTCC 

TGGGAGGTGGGCACCTGGGGCACTTGGAGTATCTGAGGAGCTCTCCAAACATGAGATTTT 

TGAGCTCCMTTGCAGCAGATGMTGTTTCATTTCATTCAACACATTCTAAAACATCAGG 
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AGATCTCAAATGTGCGTAGAAGAGACACTTACCTACCGGGCTTGCACAGCCCTGCCCTTC 

ACCCGTTCTCACACATGGCTCCTTCCTACCCGTCCCTCCATTTTTCCCACCCCAAGTGAT 

TTTGAAGCAAGTCCCAGATATGATAAAAGATAAAATTAGGCTGGGCACAGTGGCTCACAG 

CACTTTGGGAG 

Sequence 3397 

CCCTT AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCTG 

TTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAAA 

GATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAA 

CGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCAG 

CAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACC 

GCTGTTTTGGATTTCATTGAAGATTACTTGAAMGAGTATGTAAACTTTACTCANAACAG 

ANAGCCATCCCGAGTTAAAAGAGTNGTGGGATAAGGAAAAAGATTATCTAAGCTGGAACC 

NGMCCAAATNCCAAGACCAGGAGMTTCACATCTTNTGGGAAANGTTTCACAGATNCTT 

TC AAAAG ACTTCTG AAN AAAACNTTCN CCTG AAAAACGTTCAG AAA AAA AT 

Sequence 3398 

GATATCTGCAGMTTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATTTTTTCTGCT 

TATT GCAC CCTC ATTTCT AATTTGTTTATMTTTCATGAGATGTTATCTTCTTCACATTA 

TACA TTTTATTNGTTTTTACTTTNACCTTTACTCAGGATGTATMTCATGATAATTCAGT 

TTTTATAGTTCCAATAATGTCAATTACTCAGCTTAATGCTTGTCCATGCTGGACTACCCA 

TGGCTAAAGCAATATTTTCGATGTCTCTTCCTAAATGTGAATGGGAGCTCATGCCAGGAT 

GTCTTAAATTGGTTCTTMTGGTTTAMTGGGMGCTCATTTAAGATGCTAAGAAAGTAT 

CTTGCCCTAGGACAAGACTGAGTCCATAACAGTAAAACAAATCTGCTATAGAAGTTGTTG 

TATTTCCCCAATGGATGG 

Sequence 3399 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGAAAAGTGACTTAACATCCAAATAAAGAAAA 

ATAGTTAGCCAATCCATTCATTATGTTGATATGATCAGGTCTCCAAGATGCATTTAATCA 

ATATATTCTGCCTTGATTAGCCATATTGAAATACTTGAAAACATAACCTACAATATGAAA 

ATCAGACATACTTATAAATGCCAATAGCTTTTATTTAGAGTCAACAAGTGATGAAAAAGC 

TCTTACTTAMTAMTTGACTTTGAGAACAAGAATGCGAACAGAAACATAATTCGTTCAT 

TGTATAATTGTTTTTCCCTGCTGTGGACA7TAGCCTTTGGCATATGGTCTTTGACCATAA 

TCTATGGGTAGATATAGCCAGGGCACTGGAGGAACACGAAGGTGAATTCCAGTTGGGTAA 

CACTGGAGAATTCCAGTTAAAACAAGGGTGACTAAAATCTAAAATACACTGTNACATAGA 

CCAAMGAATTCTTATTGTAGATTAAATGTATGTAGAAGATATAGAAGGATTATTGNGTC 

TGGTTCANMTGTMTTTCATGCCCTGAGAATTTCCTTTGAAGGAAAAAATGGGTCTGGG 

ATCCCCATTAGCCNAMGCCCCTGGTTTTGCTGGCCAGTTTAATTA 

Sequence 3400 

CCCTTGAGCGGCCGCCCGGGCAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTAAGTGTTTTGAAAMTTTTGACTTTCCAAACTTTTGCCACTTGC^ 

TCTGAAACTCAGGAATCAAAAAATACCGACAGGCACTGTTACTTTCAAAATTCTTTCTAT 

AAGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGT 

AGGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAMTCTGCTTTANAGTGAGAGTAGAGGGCAGGCTGTTG 

TATTACAGTGCTCTTGTTTTTGTAAMTTTMTTCACTCTACTGGTAT7TTGNCTCCTTG 

GGTAMGGGGTATTTMTTTTTCTTCATTTnTMTMW 

MTTTGGNTTTCAMAATGTCATCCAMGCAMTTTTACAGGTTGGTTCCCTGGGTATNA 
MTGNCTCMCAMTTCTCTTTTANNCATTTAAAATGGGTTAAAATNGGNAAAACCGGGG 
TGTANAACATGGTGGAAAAATAAAATTTATT 
Sequence 3401 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGACCACTATTTAAGAGACATGAAAAGA 

AATCCAGAATCCCCAAGTGTCTGTATTGCTGGGGGTGATCATGGACTGTTATTGACCTCT 

TGGTGTTTGGMGGCTGCTTTTAGATACTCCTGAATCTGTTTACCACATAACTACATGTA 
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TTA CATAT TTCATTTGATTACTTTCTTAGTTATGGTTTTCTTTTCTT 

GAGTTTTGCTCTTGTTGCCCAGGCTGGAGTTGCAATTGCGCGATCACTGCAACCTTCACC 

TCCCAGGTTCAAACAATTGTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAAGATGCC 

TGCCGNCACGCCCAGCTMTTTTTGTATTTTTAGAAGAAGACGGGGTTTTCACCATGTTG 

ACCAGGCTGGTCTCGAACTCCTGACCTCATGATCTGCTCACCTTGGCCTCCCAAAGTNCT 

GGGATTACANGCATGAAGCCACTGCACCTTGGCCAT A I M I 1 1 1 I 

Sequence 3402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCCTCCATTCAGCACCAAAGTCTCAGGGGC 

CTACCTGTCACTCCTACGGGCACTCGACAATGGCATGGGTGACCTCAACAATCCGGGGGG 

GCTACGGGCATTTCAGMTACCACNCGTGGAGGGAGGTATACCTCMTATTTCTTTTTTT 

TC TTCM GCTGATATMCTTGCTGTTCCCTTTGAAGMATATGTGCCATTTTTCTAAAAA 

MTTT7TAAMTAGTTCACAAMTTAGAAMGCTTAACATTTTTTCAGCACTATTCTTAT 

GTAAGACTGAGAATAA 

Sequence 3403 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCAAGTCAGTTTGCCTCTCGCAGACATTCAAG 

TTTATTTAGGTCACAGCCTTATATGTAGTGAAAAGCCCTTATATCTG I I 1 1 1 I CATGCAA 

AAACCTCTCTCAAAGGCCTTGTTTTCCAGCTAATCACTCTCACTGTCATCTTCTGACCAT 

TAGAACTCTTGCCTCTCCTGGGGCCAGTAGCCATCTTATATCCTAACCCCCGACTTCTCC 

ATCTTCCTACTTTCCAGTGGATTCTGTTTMGATTTCATCCTTTTTAGGTCAGCAGCCCG 

CTCTCTGGGTCTGTCATGATCTTTGCTCTCTGCACAATTTTCAGGTAGAAAACTCTAGGG 

CAGAGTTTCTCTGCAATTTGGTGTATTAGATCTCAGAAGGCTTTAGGGGTAACACAGGAA 

ATGTTGGTGACCAGATTTGCGCATMGCATTATTTGCACATAAGCATTATTTGGTTTGGG 

C CAGATT TGCACATAAGCATTATTTTGTTTGGCCCACMTTGTATTTTCAAAAATCTAGA 

AATTTTTCATAATACAGATTCTTGGGCTT 

Sequence 3404 

CCCTTAGCGTGGTCGCGGCCGAGGTCCAAGTGGGAGCTGAAATAGAGCCAGTGTTCTATT 

CTCTAAGCCTTAGCCCCTGGGTCTGGGGCTGCATCACCCAGAGGAAGAAGTTCTCTTTCT 

CTGATTAGACCATCCAGAGGAAGTTGCCTTAATTAAGGTATTACAAATGTGCCAGACCGC 

GCTACTAGTGGCCATCCCGTGAGATTTATTGAATGACCATACTGTCTTCTACATTAAGGG 

TTACTTTCAGGTATTQGMCAGCCATTGCCMCATCMGATATGGACTGTTTTATAAGGT 

AATATGGCATCACTATGGTAGGAAGGCTGAAAAAAAGGAGGATGGGCTCTTTCAACACAC 

TCCTGGTGGCCTCCTGGTTTCCGTCAGCAGGGTATATTTGGCCACAAGGATTCTTTCATT 

TCAGTAAG AATGGA I Mill! I CCCTGCATTTTTCCTTAATACCCTTGGAACCACCAGAA 

GAGMMTCTTCCAAAATTTTTGAAAACTMTTTATTTCCTGACCAMMATTAATTCT 

Sequence 3405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTTCCACTTTGTGAGAAGGACAATCT 

GCCTTTGCATGTTTATTTCTTCCTCGTTTTAGGGTCAGAGTAGGCAGATATTGGTATCAT 

GTATCAATTATTGTTAACTGGTCTTCTGCAGCTAGAACAGAAAGAAATACATTGACTTAT 

CTCTATTTGCTAGGTCTTGTGCTGAGTCATGTTGCATTATACCATTTAGTTCTTTTGTTG 

AGCTCCTTTATTTCCATTTTGTAGATGAGGAGACTGAGGCTTANAGGTAGTATGGTGCAC 

CTAAGGTCAAGCAGCATCAGGATTTGTACCTNGGGCCCGCGACCACNCTAAGGGCGAAAT 

TCCA 

Sequence 3406 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGCCTGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 

ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAAGCCCANCCAGGCACCACCAATTTACCAGAGGAACAAA 

Sequence 3407 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTTATTAGTGAATAATGATTCTCTAGTCA 

TMTAACTTAGACATTACATATAAATTTTAAGTTAAAACTACTATAACAATATTGGGAAA 

AATGAAAAAAGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAG 

TGAACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCC 

CCGCCCATATAGATACCTATTACAGAAGGAGGGAAATAGCTTTTAAAAAAGGAGAGTTAA 

ATGAAATTGCCT 

Sequence 3408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTCCAACTGCCCTGCGTGCAGAAACATCCT 

GATTGTCTTCAAACTGCAGATCTGCAATGCTGTCGAAAAGTTTGGCAAGGTGACATGTTA 

CCTGTTTAGGCTGAGCTCCTTTTGAGAGAATGTCAAGTAAATCAGCAGAAGAGACGAAAT 

AGAAGCGAGGAMGGCTATGCGCTTGGTTTCCAGGTATTCAGCGAGAGCTTTTTCACAAA 

GAGAAAGCCTGGACTGTAMTCTTTMGCTTTTCATAGAGATTAGGTCTTGCACG 

Sequence 3409 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCGAAACTGAACCAGGGATACACCAAGA 

GGTAMGTCGGAMCATCCAGAGAGATGGGAGAGTTTTTCAAAGATTTGGAGGCCCCTAT 

GGATGAAACGCATAAAGAGTCAGACCTAGAGCCACCAGAGGAGGCTAAACCAAATGTTAC 

AGAGGATGTGTTCCTAGAGTCAGCTATGGAAACANGATCCAGATCCAGTGCCACCAACGG 

AAACCATGTCTGAGGTTTCGGGGGCCACAGTCAGAGAGAGAAATTTAGAATTACTAGAGG 

AGGAGACTGAACCGGGGGTTCCAGAGNGAATCACTTATAGTGCAACATGAATGAGACAGG 

GTCTAGAGCCTCCAGAGCAGACCAAACCAA 

Sequence 3410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTGTGGCTGAGATTCGACGCCCACT 

CTGCCATCCTCTGCTCTCCTCTAGAGGAAGTTGCTCTTGGGGAGCTGAGTTCCTGAAACT 

AAGCAAATGACAAGTGCTCCTCCAGCCGTGAGATGAGCCAGAGGATGGAATGCCACAGGC 

CCCACTTCGTCTCCCAGCCCTTCATCTTTCTTCCATGTCCAAAGGCGGCTCCCCAGAGGC 

CAAGGG CTCAG CTCTTGTGTTCTCTGAGACTGTGGCACAGCTCACCCTGGCTTCCTTAGT 

AGGMGCTTTTAAGAACTGCTCTTGTAGAAAGAACAAACCCTAATCTAGCCTCCAGCAAA 

GAGCCAGGATCATGCTGAACTTCCTGTGAAGCCTTCGTGGGGGGATCNAGGCTGGAGAAA 

GTGCTGCTTCATTCTGAGGTCTGMTTTCCTGCTGCTTGTTCACAMNMTGCTTTTTTA 

ATCTTTTAMCTTTTTGGTTTTCCCCCACTTTCCGA 

Sequence 341 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCACATTGTGCAGGTTAGTTACATATG 

TATACATGTGCCATGCTGGTGCGCTGCACTTTAATCTGCCACCAGGCAGATGTCTGGTTC 

TGAAACAGGTGTGCCCACAAGTTCCCTCGGTGGCCTCCTGACCCATAAAACATCCTATAC 

TTCTACTGCCCATTACATTCCCCTGTTGAGAMAAGCACAGMGGGGAGCCATCATTTTC 

TGTTTGCACATTTCANTGACTTTGCGGACACATATGGGAAAAGGGCATGAAACTGTAAGT 

GATAGAACTTACACTCATGGGTCTTGAAAATACTGCACTGCATGAAGCCTCACTTTGAGA 

GAGAGTTC7TTMCTCTGAGGTTGTTTTCAAGTMCCAMCTTTAATTANAAAGTT 

Sequence 3412 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGATGTTGCCCCTGTAAGGGGATGTTCAG 

GAGMTATTGGAGMGTCCTGTCTGCTTCTTTGMGCTCCTTTTTCCATATTTTMTT 

TGTTACTGCTGGAAGTTGCACTAATACCGATGTGATGAGAGTTTCAGTCCTTGGAGCCTT 

TTATGAGGACTGTC7TT7TATTGCTGGTTTTAGAAGCTGCTAGAATACCATAGGATATTA 

CTTCAACTAGGATTATCTAAACCAAAGCCACCTGATTAAATTTGCTCCAAGAAGCACTCT 

TGTTATATATCCCCATCTCAGACCGTGTTCTACTAGTCTAGCAGGACTTACTAGAAAAGA 

TTAGACAGTGTATTATGTTGGGTAAATAATGACATTATTCCAATGTCCAAATATAGTTCA 

GTGTCCM TATAAGTTTAMTGTAGTTCAGTGCTGACAGTAGAAAMTCCCCCTTTTCAA 

ATTTTTTACTCTNCTCAATGGTCCCTCCCTATGGTTTCCTCTCCTATTTTAAAGAAAAAC 

ATTTTATTCCCTCAAA 

Sequence 3413 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGCAAGCCTGGGCAATGGCGGGCGCC 
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CTCTGCTAACCTTGCTGCCGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGC 

GAGATTCCGTGGGCGTAGGACCCTTCCGAGCCAGGTGTGGGATATAGTCTCGTGGTGCAC 

CGTTTTTTMGCTGGTCTGAMAGCGCMTATTCGGGTGGGAGTGACCCGATTTTCCAGG 

AAGGCACTGGAGGAGTTTGCAGAAATGAAAGAAAGAGAAGAGAAGAAGGCTAACCTCGAA 

AGGGAAGAGAAGAAAAGAGATTACCAAGCCCGAAAGATGCATTACCTCCTCAGCACAAAG 

CAGATTCCAGGAATATACAATTCACCCTTCAGAAAAGAGCCTGATCCAT 

Sequence 3414 

GGCCGCCCGGGCAGGTACATAGGTTGTGTATCCCCAGCATATATTCCTATATTGATAGGA 
MAMCTGAGGCTCANAGTCTATATATTACTTACCTATGGTCACACATTTCAATTTATTA 
TCAGTAGTGCCTATTCT1TGGACCCCATTATATTTGTAATATGGAAATATAACAAATTAT 
TCMTMTTAAAATAATTATGAGGTTTCTTAGTTGTCMGGTGAAGTTAAGTTACAATTC 
. TGTTTTTATTTCAAAAGAGAMGGCTTAGTATGTTrTACMCAATTTTCCATTC 
GTATATATTACACTGCTAAGAATACTTTGGGGCCAGGCACTGTGGCTCCTGCCCATAATC 
CCAGCACTTTGGGAGGCCAAGGCAGGCGGATCACTTGAGGTCAGGAGTTCGAGACCAGCC 
TGGCCAACATGTCGAAACCCCGTCTCTACTTAAAAATACA 
Sequence 3415 

GGTACGCGGGCATCMCCTATATTTTTTGACAMCCCTCTTAATMGTTACATTTCTTTT 

TTAAMGAGCATGATAAAGATATTTTCAGTCAGTAMMCAAATTTTTCTAACTGCAGAC 

CCMTTTAGAGATATAATTCAGGCAGAAACAGTTATCAGATGAAAGAATTGAGCTGTAAA 

AAGAAAATAATTGAAAAAAAACCCAGAAAATATGTCAGTAAAACCAAATAATTATTGAAT 

ATACAMGCAATAATAAAAATTTACGAGGCTTAAAATTGAGAAAAATCTAAAATATAAAA 

ATMTGTATMGTCAGAAATAGGTTGATCAGGGTTAACGTGTTACAAAATTCTTGTATTG 

TTCAAGAGGAGGGTAAAGATAAGAATTGCTTTAAACTTTG 

Sequence 3416 

CCCTTAGCGGCCGCCCGGGCAGGTACATTGCTGMGGAGATCTATAAATTTTTGTGGGAA 

AGCTMGMGTCTACCAGMGACCTTGCTGGMTTTTAMCTTTGAAAATCTTCCTCAGA 

TATAACAAGGTTATATAAAAAAAATGGATCCGTGTCATCAGTCAGACGAATAACTAAGTC 

CTTTCTGTGMCTGGATTANAAACTGATTGTAGTTCAATGCTCATTCTTATACTTACTCT 

CCTGTAGTCCCAGCTATTTGGGAGGCTGAGGTTGGAGAAATGCNGAACCTGGTAAGCAGA 

GGCTGCAGTGAGCCAATACTGCACCACTGCNCACCANCCTGGGCAACAGANACCCTCTCC 

TCACAGTCTTTGCATTTCACCTGCAACGGGACTAGTTGGTGGA 

Sequence 3417 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGTCTATACAGTCTCTATGAAAAACAAAAGC 

AAAACTCAATCTATTATTAAATGTTACCAAGTATTAGGAAAACTGAGGACACTCATCCTC 

CTGGTTCCTGGACAGAGACTACGTTACATAGTGGMTACACCAAATTCTTCTTTAAAAAG 

CGCTAGAGTCCTGCTGAAGCCCTTTTTAATTCAAGTTGTGACTCAAGAGAAAAAAGGAAA 

AGCCACTTCTACATTAGMTAGAAMGGACACAAMGTAATTTTATCCATTATGGAGAAA 

AACTGGGATGCAACAATTCCAAATGAAGAGATACAGTTACTTANCATCTATAAGATNAAA 

ATCATGTTTT 

Sequence 3418 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCATAAGGTTAACCCAGGTTCAAGGGAG 

TGGAGAAGAGGATGTCTTANGATGAGAAGAGCAGTGATAACCCGTTGCAGAGAATATGGC 

ATGATTCTTTGGGGAGTCATTATCTGCCACAATCAMATMCTTTAGGATAAAAATGTTT 

CCTAAAAAGTCTGAATTANAAGCATCATTGGGTGGGAAGATAGCCGAGAACACTCTGGGC 

AACATAGTGAGACCCCTGTCTCTACAAAAAGTAAAATAAAAATTAGCCTGTAGCCAGGCC 

TGGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCTGCANTGAGC 

Sequence 3419 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCAGAAGGCTACGTGATGCCACCTAGAGATA 
AATGTGTAGAGAAGGATGAGTTCTGGGAAAGGATCTCTAGACCTGCCAATATTTATAGAT 
CAGAAAATGATGAGGACTTTGGGAAGATCCAGCCAATGACTTGATAGGACAATAGGAAGA 
TTTCAGAGTCCTAGAAGCCAAGTAAAAAAAAAAAAANTTTNTNAAAANCNATANGGGGAA 
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MAMAAAATTGTTTTNAAMATCCNCCAANTTTTTNAMNTNTTTTNGGGGN 
CCCC 

Sequence 3420 

CCCTTTAGCGGCCGCCCGGGCAGGTACGCTGGGGGAGCCGGATATATAGAGTGTCACGTT 

TGGGAGCCGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGG 

AAGGAGCAGGATTTAGAGGACCACTAGTTGGACCCCATCCTCGTGCTGGAGGMCAGGAA 

CCTCTTTCAGGAGCTATAAAAGAAAGGGAGGMTCATGTCCACAATTGCAGCTTTCTATG 

GCGGCAAGTCCATTCTCATCACGGGGGCCACAGGCTTTCTGGGCAAAGTGCTAATGGAGG 

AGCTGTTTCGCACCAGCCCAGACCT 

Sequence 3421 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCCGGGGTTCTACAGTTCCTCCTGCCCACTG 

GCCAGGGGGAATCTGGCGGGAGCCTCTCGGTGGATGCTGTCACATGACTGTGCCTTCTGA 

MGMCATCTGTGAAGAGCAGTTTCTGGTGTCCCTGAGTMCCCTTTTCTAACAATTCAG 

CCAGTGTATTTCCTCCAAGAGTAGAAAACACTGGCTTGGAAMTCTAGTGMTTTTCAGC 

TTCTTGTGAATGTGTATGAACAAACCAACCTACTCGGTCTGTGAAATTCTCGCTAATTCA 

NATGGGACA TGGGC MGGCTTCTMTACTTTCATCCCATGMCATAAATTTTGATATTTC 

AGCTGCAGATTTTTTCAMTATACAATGACCTGAGGCCAGGAAAGTTACCTTGTCAATTT 

ATTTTCTTATAATNTGCATGTCTTATAAAAGTAGACTACAGCAGGCGTGGGACCAAAAAC 

CNGMCAAAAGTCTMCTGGATTGAMNCTTATTCCTTAAMNAANACATTGGGTTCTTA 

NANACCTTACAGCTTTGCTTGNAGTTCTCATATTACCTTCCTTTTGTGGGAAMTNTACC 

ANAAMAAAAMTGGAGGANGGTGAAMGGNGMGGTTNTTTGTGGGGAAAAATGGTTAG 

GNNCAATTTGGT7TACCTCTTCCCAATCCCNACCCTGCCCGGGGGG 

Sequence 3422 

CCCTTAGCGTGGTCGCGGCCGAGGTA C I I 1 1 I II I H I I I I I M I I It I I GGAGACGGAN 

TCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCCATCTCGGCTCACTGCAAGCTCCA 

CCTCCCAGGTTCACGCCATTCTCCTGCCTCANCCTCCCNAGTAGCTGGGACTACACGCAC 

CCGCCACCACACCCGGTTMTTTTTTTGTATTTTTANTAAAMCCGGGTTTCACCGTG^ 

AACCANNATGGTCTCTATATCCTNACCCCATAATCTGCCCCCTTAACCTCCCAAAATGGT 

GGGATTACAAGCCTNANCCACTTGCTCCCANCCAACACTNTTTTTATTATTAACAAATAT 

ACTTTC TACCTNANCCACATTCTTNCAMTNCTCMCMTTCCAACTTTTTAAAAMTTC 

ATTTTTNCCAAAAAACTCCTTCTTTATTTTATTCCAAAMCCTATTATT 

AATTTTAI I 1 1 I ACCATTTTAAAATAAAAAACCCAATTNNAAACCCAACAAACNTTTCCC 

AACTTNCAAAATTTCCCTTTAAAA 

Sequence 3423 

CCCTTAGCGTGGTCGCGGCCGAGGTAGTAGAAAGGAAAAAGGAGGCGGGCCCCCTTCATT 

CAGTAACCAGTGCTAGGGGGTAGTCCCCAAGAGGTGGGATAGCCTGCGCTGGATTGTAAC 

TMTGATCGNTTCAGGCCTAGAGTATTTTCTCTAGTTTCTGGAAAGTACCTGCCCGGGCG 

GCCGCTAAGGG 

Sequence 3424 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGGTGCAGGTTCAGACAGGCCCTGAGCA 

CAGCCTGTCACCATCCTCCATCTTCCCTGCTGTCTTCTGTGTCCCCTGAGCTTCCGTGAG 

GGTTTGTCTTTCCTCTGTGGCTCTTTAAACCACTTCCTGTCCCTAGGAGAATCTCCCCCG 

TGGGTGGGGAAGCCCTAAATCAGGGCAGGACTTTGGGCTCTGATCAGCAGACTACACTTC 

TTAGCACCACCCAGCCTCCAGCAAGAACCTGAGGCAGGAGAATCGCTTGAACCTGGGAGG 

CGGAGGTTGCAAGTGAGCTGAGATCGTGCCACTGCACTCTAGCCTGGGCAACAGAGCAAC 

ACTTCATCTTAAAAAMTGAAAATAMTTTNAAAAATTTTGCTTGATTT^ 

Sequence 3425 

CCTTATCGTGGTCGCGGCCCGAGGTACTACTCTTTTCCACTGATCCATATGGAATCTGTC 
ACATTGAGACTTCTGGTCTTGATGGATAGAGCNTTTTAANNCANAGGCAGGTGGTTCGGG 
GATATGCAGAACAGGACTCTGAAGTTGATCCTGAGAAGTATTCCAGTAGGATANAATGTG 
AAAGCCCAAACAATGACCTCAGCANATTCCTAAGGCTTCCTAGAACATTCCAACAAAGAN 
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CGCGTGGGTCTCANTAAAGAAAATTTGTTGCTTATAGGNTGCACCA 
Sequence 3426 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTACTACAGTCTTTGTTTCTGTTGTAGGGT 
TCCTTCTCMGGACTTATCCTAGTTTAAAMTACGACTTTTTGCCCAAATTTCATT^ 
TCCTACTGCCCGGTTGGAGAACCCTTTGGCTTTCTTCGATCCTTCA 
Sequence 3427 

CCCTTAGCG TGGTC GCGGCCG^GGTACGCGGGGTATTATAATAAGATCGTAGAGCTATTT 

CTTGAGTCMTTTTGCTATGGMTATTTTTTACCATCTTTAMCATTTGANAAAAT^ 

CTATCAGCCCATANTAMTACATATGCCTGGTTMTATTTTTAAANCTTTATAAGGGTTT 

TTACACATANATGGAAATCAACMGNT^^^^^ACNTCGTTTTCNCAGGGNCNAAATTANAN 

ANATMNATCTTATTGCTCACATGGATTGNAGGGCTTTCTTAAANAAACAAATNTTAGCC 

T GNGNG TTGGGACCANTCCTCTTTTAGNGGGATTGTTAAANTCTTTTCCCCTTNCAAGGA 

ATTTTTAAAAAATTCCAATTNANGTTNGCTGGMCCTTTTGGATTTGCCMTTG 

CCAMTTAAAAGGGTCAANGGTTTATTCCTTAMTGNNAAAAAAACTNTTTAAANAANAA 

GG GMTT GTN ANTGT NTNTTTCMm 

TAATTTTAAAA I II I I IN 

Sequence 3428 

CCCTTTCGAGCGGCCGCCCGGGCAGGAAGTGTGATGATAGCAGCACCTGGAAGCGGCTTT 

GGATGCCATGCTGAGTTCTTCAGACGGCAGGCGAAAGGTAGAGGGGAGCCAGAGAAGATT 

TTTMCAAAAAAGTGACATGCTCATTTATGTTTTATTTCTAAAGACGAGAAGACCTGGTC 

CCTCTTGTTAGGTTTGCAGAGTATAMTGACMGCTACAGGCTTTTAGAAGGATGCTAGG 

GCAGTGGTGCAGAGATCAGAGTGGAATTCGAGGGACTACAACAAGGAGGTAAGTTAGGAG 

GCTGCCAGCCATGAAGCCTTAAACTAGGAGGGTGTGGATGGAAACAGAACATGGTTAGGT 

GGGAGATACTGAGTTAGCTGAATCAATGCAACTCAGTGACCCA 

Sequence 3429 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTGGGTGTGTATATATCCAAATATAAACAG 

TTMGMGAAGTGGMGAGGGATTTTACTCCCAAGTATTCCGACTTCAGGGCTTGGGCTC 

TTCTATACTAAACTTTCTGAAAGAAATGCTAAGTAAAATTACAAACTTCGAGAACATAAT 

TTAGAGAATATTAATGATATATATAATTGAGTAATAATGGTAATATAACTAATAAGAATC 

AGGAAGTAAAGAAAGAAGTGGCGGAAGAATTGGAAGAGGATCACTTCCCTAACCTTCATA 

ACAGTGATCA 

Sequence 3430 

CCCTTAGCGT GGTC GCGGCCGAGGTACTCATTTTATACAGGCAMAATATTTTTGCAAAA 

ATGA AAAAATATTTTGAGGATTGTTATATTCCAGATATATTTTTATATTTTTAGCTA 

TTTTGATACTGAAATCTGGATAAAAMTTAGGCTTCATGTTTTCCATTTAAGTCTCCATA 

CCTGTCCTCAA AAAT CACATTAATCCAGGTGTAATTGAATATGAATTTATAGAAGCACAT 

GGGAMTGAAATTTTATGTCTMTTAGATATTTTTCACAGT 

Sequence 3431 

CCCTTTCG AGCGGCC GCCCGGGCAGGTACTGAAATGTAAGCAAGGTGGGAAATTTAGATG 
TANGATTTATTTTTTTMGTGTTCTTGCMC^ 

AAAMTACATCTGAGAMNTACTGAGAGMTTCCTGTNATGAGTTTTCCTTATGTTTTAT 

TCCTCTATCTGN GGATAAC TGAGAATTAAAACTTGGAGTAAATATGAAATAGCTGGATAT 

ACAANGAC TTATC TTTTTTCACCAMTATGTMTTAGAMTTTTGGTTGTTATGCCNAAT 

TAGAMTTCTTTTACTTAAMTTTCCGGNTTMGTNAMNCCTTGTCMTTTTTTTCTGC 

CTTAAAAAATNNTACTTAGATTAANGTATACTTTCCT 

Sequence 3432 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTAAAGAAAAATAGTGAGMCACTAAAGAA 

AATTCAAGTGTAGCACAACTAAAACTTCTGGAACTGGGGAAACAGCTATAAAAATAATAG 

CAAGCAAGATTTGGGAACCAAAACAAAAAAGAAACCAATAGTTGAAGGAAAGGCTAGTCA 

CCTTTATTAGTGGCTTGGAATAACAAGTAGAAGAAATAACTCAAAACAGACCACACTATA 

AGGAAATTGACATTGAGATTAAAAAAAAAAAGACTTAAAANGATTAGAGATGCGTANCTC 
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CCAAAAAAAAAAA 
Sequence 3433 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATACTCACTTTTGAGATGAAGGGAACAATAC 

AATCCTTGCTGGCAAACCCTCCCCTCACTGGGACAGAGCACCCTGTCATTCCTGACCTGG 

CTCCTTCATGCGCCCCTATTCCCATGTGTCACCATAACTGCAGTTCTCTTGTTACTCTAT 

TAC AAGT AGATATGCTGCCAACATAAATGGGATTTTGAGTCTGGTGGGAGAATGCAGGAG 

TCATTTTGAAAGACACACAAAATAGAACAGAAATGCTCACTTGGAAGGCTGATCTTCTGG 

GATAGTTACCTTTC 

Sequence 3434 

CCCTTANCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTAATATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAMGAAGTTCCMTCCAGTGGTTTCGAGATTCCAAAGGCACCTTTC 

TCTCATGACCCAAAGGAGTAATTTTGGCATCTTAMTGGATTAATTTGTCTTCCTGATGG 

GAGCACATCANAAGAATGGTGATGTGGATGTTAGATAGAGCTGAGGGGGCCATACTCGAA 

CTCCCAGAG GTATC TGCAGGGGCTGGGGCAGGGAAAGTCTTAACCCAGCTCTAAACACTT 

TCCANAGGTATTTT GTTGGGGG GTAGGGGGAAGATACTGCTCTAATTAGGAAATAAGATT 

TTGTCTTANATG AC I 1 1 J I I I I I ATTCCTCTNGGACCAATTTTNAAACATAGCTGGAACT 

CCAACTGGGC 

Sequence 3435 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCCGGGGGGACTGGGGGTTCGTCTGCTGGGTTT 

GTGGAGCAGCTAGCTACTCGGCGGGATCTCCCGGCAGGATGGGTAAAAAGATAAAGAAGG 

AAGTAGAGCCTCCTCCTAAGGATGTGTTTGACCCATTAATGATTGAAAGCAAAAAAGCAG 

CMCTGTGGTGTTAATGCTTMTTCTCCAGMGAGGAAATTTTGGCTAAAGCATGTGAAG 

CCATTTATAMTTTGCTTTAAAAGGTGAGGAAAATAAAACAACCCTCCTTGAACTTGGAG 

CTGTGGAAC 

Sequence 3436 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTAACACTAAAGGCATCATAGGTTTAA 

CTGAMTACGTTATATGAAGTTTTACAAAMGGTCMCAGAAAGCTCATTTGTGAAAACA 

TACTCTCATGGGAGCTTCTTTMCATTAGTTCAGAGGTTMTATATTTCCTGGAGGTGTT 

TTCCTGGMTTGATTGCACTATTGCATGGTMTAACATTTAATTGTTAAGGAAACATTAT 

ATATAGGTTCAAATTATCCCTTAATGTTGATTTCTCCCCTTTTCCATGGATTTTGATACT 

MGAMCAAMTGCTTTGAGATTTTGGTMCTATTnGATNTTGATAAAACATGGTTAAA 

AATAGAAGGACATGATATTTTTCT 

Sequence 3437 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACTATCCTGTGGTTTCTAAATTCTGCTTCTTT 

ATTAAGAAACGATTAACTGTAAGGTAGAGGAACTACCATGTTATACTTGTCTGCAAATCT 

CAGAAACAAGCACCCAAATGTAGATCACCCTGCTGAAGCTCAAATCACAGGACTCCTTGG 

GTATAGATGCCTTAGAATGCTACAGGGCCGCTACCGTCTTCTTCGACTACGTAATTCAM 

AGACAGCTGTGGCTTGGTCTCATTCCTACAGAGGGGCTGAAGCATGAAACTCAAACCCTA 

GTGCTGC TTCTG GAGATACTGCAGGATGTGATGAAGGAGGTCACTTAAACATCMTGTCA 

CTCAMTATTTTAGAAATATTGCCCAGAAGACAGGCCTATCACTAATCAGGATTTCTGTG 

TCTCAATCAATAAA 

Sequence 3438 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAAACACCAGCGAGATGCACAGGAGAGAAA 

TGACTTCATTACATACATACAGTGGATGTCACATGAGGCTATGGGTTACAGACAAGGCAC 

AACAATGCATTACATACAGTGGATGCCTACAGCATCAGGGCTAATTCTCTCCTCAAGAGT 

TCTTAGGAATTCCAGAGGAAAGGCAGGAAAATACACAGAGGATTAAAGAGTANCATACNG 

AGATTCTCTAATAACCATNCNGNTNAGNTATTANAGACACAGGGGCAACATGGCAAGACC 

CTGTCTTTTACAAAAAAAA 

Sequence 3439 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTGGATAGCATAGACATAGAGGACCACTCAAGA 
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GTTATCAGGAAGTCAGAGTCCCTACGCTTTGAAGACTCCAGGTATAACATACATGTGTTA 

CCTAGAAGCCTTCTCTCCTCCCACAGGAGTCCATTATCAAGGTCACCTTCACGGATGAGG 

CCCTTAATGCTAGGCAGTAACAGGCTTGGGGTAGGAAAATGGGACAGAAAAACACAGAAG 

TAGTGAGGTGTGGCTAGGCAGGAAGAGTGCTAGCGGATGGGGCCCCTGACACTAAGGAAG 

CGGTGGGAAAGGCGTGAGGCTTTGAAGACCCTCTCCAAGGGGCCCAAGGCTTCAGAAAAA 

AAAAAAA AAAAA GGCAGGGANGGGAGGTAAGGAGGCANAGAAGTAANAAAGATTANTATN 

TTTCAGG i 1 1 I I CTAGCCATTTTAGTCTTCAAGGGGATGGTNTTNGGAAATGAAAACCNG 

GAATTCTGATTAGATTGGGGGTNGAATTCCTTTA 

Sequence 3440 

CCCTTAGCGTGTCGCGGCCGAGGTACTCCAAGGCCTAATGTAGTAAAAGCCTGTGGACTT 

GGTCTAAGAGAGACAGGGGACCCCTGAGAAGAAAACTTCTGTTCCTGTTCCTGGGCACAG 

AAGCAAGCTAGGGCCAATGCTGAAAAAGGTAGCTGCTGAGTAGCGCAGGGAGACAACTGA 

ACACACTAGATACCTGGGAATGTGCGAAACTTGGGAGGGGCACATGGTCAGGCCAGAAGA 

GGATTAGTMGAAMCTCMAGGGCCGACAMTAAATTAATGTTCTGCTTGTTTAG 

Sequence 3441 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

C 

Sequence 3442 

CG(XCAGTGGTGGATGGGATATCTTGCAGAAATTCGCCCTTTCGAGCGGGCCGCCCGGGC 

AGGTACCTGTGGTTTGGGGAMGATTTTAAAATGAGTGGACAGTTATTTGGGAACAAAAG 

AAGCTAATAAATCAATCCCCCTGGCAAAATTTAAAAGAAACATGCAGAATGAAAAAGTTT 

TGGACA CATTA NAAAATACTTCTACANGTGGACCANAAAGGAANAANATCCAAGGAAACA 

AMGCCTTTTTGGATATGTGCCMCCAAAAATTTTAGTAAGGGAAAGGTAAAAAAAAGGA 

ATTAMMTTGGTGGMTGGMTTGGGTTCAMGGMAMTTTATCGCAGGTTTATTTTT 

ACCAAAGGGGCCCACTTGGAGTTATTrTTTAAMCCGTCCCAAAAAAGNTT^ 

AAAAATTGGGGGCCTTGGTTTACCCCGCTTGGAAGAAAATGGAATGNAAGGGGATTGAAG 

AAMTTGGATGGGGTTTGGAAMGGGGTTTACCATTTTTTAAGGGGAAAAAATTGGAAAA 

GGAAAAACCTTTAGGAAAAAATTTTMTTATTAMMGGGACAAGGNNGGANTGGAAATT 

ACCMNCGGAAAGAATTTTTTTATTAAACCAAATTGTTGGTTAAAAAAA > I I I I I I IGGG 

CCC AN G G GG AAAA AG G GG AAATANTTTG AAAAG NTTTAAG G AATACC AATTTACCTTTAC 

CCCTTTTGGAGGGGGGAMATAAMTTTGGTTNGGTTAATGGAAGMTGGTGGAATGGTT 

TTCTCCCTGCCCCCCTGGGGA 

Sequence 3443 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAGAAATGTGAAGACATTCTATCAACCATGC 

TTGAGAGTGTTCGATGCTCCACACTTTGGCCMTCTGMGCATTTTCTGTATTCTTCACA 

ATTCCCCTGGGTMCCAATMGATGATTTTAAACTAAAAGATAGCTTGTTGTTAGGTCAT 

CACMCCATCCCACMGTGTTTGCCTTGGTGTTTTCAAAGGATCTCTGAAGATGCTTTAT 

GMTCATTTCTTGTTGTTAGATGCCTAAGTGCAGTTGTCAAGGCTGTAGAACTGCCAAGG 

AGGAAGGGAAGGCAGTGCCAGCTGAAACAGCAGAGAGATTCAGGAGAGTGATGCAGAAAT 

ACTCGTGGAGACTCTCATTTCTGACCTGGATCTCAMTAATAMTGATGATTTATTCCTT 

TATCATTCAGACAGTCTTGTGTACCTACTGCAACCAGACCCCTGCTGGATCCTGAAGCT 

Sequence 3444 

CAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCATGAGAAACCNTCACAGNAATTCC 

CACGGTTATGAGGAAGGATGTNAGGACAGAATAGGGATTTTCCT 

Sequence 3445 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAGGAGAATTTCTTCAATGTTCCTGCTTTCT 
TMCTGTCTCAGGACAACTTCATCTAGAAGTGATGTCAGGAGCTTTTACTCAAGTGTTTA 
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CCTTTGGTCCGACCTTCCGAG CTGA AMTTCTCAGAGCCGGAGGCACCTGGCAGAGTTTT 

ATATGATAGMGCAGAGATTTCTTTTGTTGACAGCCTTCAAGATCTTATGCAGGTTATAG 

AGGAACTGTTCAAGGCTACAACAATGATGGTTCTCTCAAAATGTCCTGAAGATGTTGAAC 

TC TGTCA CAAATTCATAGCACCTGGCCAAAAGGACAGATTAGAACATATGCTAAAAAACA 

ACTTTTTMTCATTTCTTATACTTGAAGCAGTGGAGATCTTAAAGCAAGCATCCCAGAAC 

TTCACCTTTACCCCANAGTGGGGTGCTGACCTACGGACTGAACATGAAAAGTACCTGC 

Sequence 3446 

CCCTTTAGCGGCCGCCCGGGCAGGTACTCTGTTGCCAGTTATTAAAAATMTTTTGGTGA 

TGTCAGTTCCTTTTACAACAAACCATACAAATTCTGCATTGCCTGTAGGATAAGGTTCAA 

ACTTCTTGGAMGCCATACAAATCTCMCAATATMTTTTGGCACATATATCTCCTACAA 

TGTGTGTGTATATACGAGTTATGAAGAGTTATGGGCCAGGCACGGTGGCTCATACCTGTA 

ATCCCAGAACTTTGGGA 

Sequence 3447 

CCCTTTCGAG CGGCCG CCCGGGTAGGTACGCGGGGTCTCCTTTGTAGGTAACCTGTCATT 
GGTCTTTGGATTTTTTTATAGTCTCCCTTTGT^^ 

TNGTGGCCTACGNTGTAGACTTCTTGCTTGAAMGTTGTTGGATTTCTTGAGTTTGAAT^ 

TTGGAGTGTTTAATCAGTTCTGAAAMTTTTCAGTGTTAGATCTTTGGATATTGTTTCTC 

CATTACTTGATTTTCTCCTTCTTCTTGAGAAATAATCAAACTCAAGNGAGGTCATAGGAA 

CCCTCAGGTTTATAATTAGTCCCTCAGGAAAAAATTA 

Sequence 3448 

CCCTTAGCGTGGTCGCGGCCGAGGTACGTAGCTTTGTGCTTTGCCCATAGTAGTTATTCA 

ATAMTATATTGATGGACTATTAAAGGTGAATTTTCAAATGTATCAGAGAAAGAGCAGAG 

AGMCAAGGGAAGMTTTAACNAATCAGAGACTGTCAGGTATTTGACTTAAACTGGGTAT 

TAGTCAATCTCCAGATTATACTGATCTACTGNCTTAAAATTAATAAAATCTTTATTCTAT 

TGTGAAATT ACTG CTCACAGCACATAGCTMGAGTTTGATGGGACCTTAGTAAGTGCTTC 

CTCCAAATATTTTACCTATAGCCACAATCACCCAGCAAAGCTCTCCAAAACTTTGAAGAG 

AGTAGTTGCTTTAATAGTAATTAAACTACTCAACAAAGGTAGCACAGAGCTGCAATTCTG 

TGCATGA 

Sequence 3449 

ACTTTTCCAGTGGACATTTTTCACTGGTTTAAAGGAAATGTGACATTCTCTGCTCAGATA 

CTCACATGCATATATAAAAAGMGTTGTGTMCTTACATTATTTTATGACTTCAACAACC 

7TGAGCAAGTGTGAAAAGAGATTCTGTGGGTAGCCCCAAAATGGCTCTGTCCACCTTCCC 

AATTTCTGGTTAAGTAATCCCTACCACGAACTTCTAACATGTAACTGTTGCTCANTAAGA 

TCTGGAGGAGCTGG GGCA TTGMTGGMGCAGTMGTTCTCTGTGAGTAMTTCTTTTTT 

AGGCATCACATGTGATTTTCAAGTGGGATGAACATGCAAAATACACATGTCTTCCCCATG 

CATCCTGAGAAGCCATCCTACTATGGTTCTTCCAAACACAGTCAAATTTCTCATGCTTAC 

TCMTGATGTATTTGCACATTCAGCCCTTACCATTTTGGANGNCATTTCTCATCTATTTA 

AACC 

Sequence 3450 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCATGTTGTCAGCGAGGAGAATCTGAAAT 

TGTCTGAGGATAGGAGAACACAAAGAAAATCTTTAAAAGAACATGAGGTCAAAAATCAGA 

GCTCGAAMTCTACTGCTTCATAGCTGTGTGACCACAGGCAAATTCTTTTGCCTCAGTTT 

TTTCATCCTMTAATGMGMTATCTTATTTGCTTTGGAGGGCTATAAGACATGATGAGA 

TATMTAAACATAAGGCACTGAGATACATCATAGACACTTAATTGTTGTTAGCTATTATA 

TTACTTATCTTAGGGTTTTCCTTCATGGTAT1TTGTTGGAAATGATAAAAAAATAAAACA 

MTATGTMGGGCTTGTAAMCCCAAGATTCAGTATACCTACTGCTTCTAGCTTTAATTC 

TAGGCTCTGCCATAGTTAGGATGTTTACTCATCTGTAGTTCAAAA 

Sequence 3451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGTCACACTGATTTACGATCACTCTCCTAACCCG 

ACATTAG ATATA TTCAATAGATCTGGCAGTAAGTGTAGTGCATACTAACGGGTCTTGATT 

TTCMTAATTTTATGCATAAGAAAGATTTTTATTGTGTT^ 
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ATTCGATAAACTTCTCTTAGGCCACTAGGGCTTAATGAACAAAATACCTCTTTGGCAAAG 
AATTTTG CAG GC ACAAAATGTTACTATAAAATTAATTTTTGTTG AAG AAACTAAAAATGG 
AAAGGACTTAATTTGGATATTGCAGTTATTTTAAAAAA 
Sequence 3452 

CCCTTAGCGTGGTCNCGGCCGAGGTCAGGAGGGTGGGGTTGGGAGGAGGATAAGCATCCA 

TCCCACTCAAACAGA AAAC TGCTACTTAATAGAGGAATGGTGGAATGGTTTCTGGGGAGG 

CAAGAACAAAGTCTGTTTTAGTAGCACCATCATACCAACCACTTTCTTGCATCTGCAGGC 

TCTTTGCAAGAGAAGATAGCAAGCACATGGTGCAGATAGTGGGACTGCAAGAGCTTNAGG 

TGGACAGTGTGGAGCTCCTCTTAGAGGTAATTAATTCTTCCTTCTTTATTACCCCACCAC 

AACAGTGTAAGTACTAAAGTGAA 

Sequence 3453 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACACAATTGATAGTCACATCATCTACTTCTTA 

AGATAGATTTCATGAAAATCAACTTAGCACTGGATCTCATTCACATTTGAAAGCTAAAGA 

AACATGTTTATACACATGCTAAATTTCTGAGGAGGACCAATCCATATGAAAATAAGTTCA 

GTTCTAGGTGGAGCAGACTATATTTACCACGGCAGTCTTGGACAATAACTCAATGTGAGA 

TGAACTTGCTGTAACAGAAACACAAACTTATTTTCAAGTAAAAATGCTTTTTCTGAAGAT 

AATACATTTAAAAAAGTGTGAG GCAA AGAAAACAAAAGTCTGATGAATCTAAGTAGGACT 

CACACACAGGTAATGCTTGTTCTTTTCCATAGACNGCTTTTTTCTCCAACCATAACTT 

Sequence 3454 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGGAGACTGAGGCAGGAGAATGGCGTGAACC 

CAGGAGGCGGAGCTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCCGCCTGGGTGACAG 

AGCAAGACTCTGTCTTAAAAAAAGAAAAAAAATAAAGTGAATATCAGTATTGCTGAAAAT 

TCCTAGAAT ATTGGATAAAA CTTTAAATGAAAACATGAATAACTGACTTTGGGAACTGTA 

ATTGTAGAAATTTTGTTTTTCCAAAAACAAGAAAGTAACCTTGGTTCCCAATACAACCAG 

A 

Sequence 3455 

ACTCGAAGTCGACAAGGAGAAGAAAGAGATCCAGAAGTTGAACTAGAACACCAACAATGT 

TTAGCAGTATTCAGCAGAGTGAAATTTACTCGTGTGTTACTGACAGTGCTTATAGCCTTT 

ACTAAGAAAGAGACCAGTGCTGTTGCAGAAGCTCAAAAATTGATGGTTCAAGCAGCAGAT 

CTTCTTTCTGCCATTCATAATTCATTGCATCATGGCATCCAGGCCCAGAATGATACTACA 

AAAGGAGATCATCCAATTATGATGGGTTTTGAACCCCTTGTGAACCAGAGGCTACTTCCA 

CCTACCTTCCCTCGATATGCAAAAATAATTAAAAGGGAAGAAATGGTGAACTATTTTGCA 

AGATTAATAGATAGAATAAAAACTGTCTGTGAGGTTGTGAATTTAACAAATTTACATTGT 

ATCCTGGA 1 1 1 1 1 1 

Sequence 3456 

ANCGGCCGCCCGGGCAGGTACNCGGGGGAGCCGGATATATAGAGTGTCACGTTTGGGAGC 

CGAAAGACTGGAGCCGTTTCCTTGTGGCTGGAGCGCTTCCCGTAGCCTCGGGGAAGGAGC 

ANGATTTAGAGGACCACTANTTGGACCCCATCCTCGTGCTGGAGGAACAGGAACCTCTTT 

CAGGAGCTATAAAAGAAAGGGAGGAATCATGTCCACAATTGCAGCTTTCTATGGCGGCAA 

GTCCATTCTCATCACNGGGGCCACAGGCTTT 

Sequence 3457 

GTGTGATGGATATCT GCANMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTTTT 

■ 1 1 1 1 MAI 1 1 I I I I INNGAGACGGAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAGATG 

GNGCGATCTTGGCTCANNTGGAMCTTCCGGCTCTCGGGTTTTACGCCATTTCTTTNTGC 

TTCANACTTNCCCGAGTGGCNTGGGACTACAGGCNNCCCGCCTGGCTAATTTTTTGTATT 

TTTAGTANANACAGGGTTTTGCCATGTTAGCCAGGATGGTCTCGATTTATTGACCTCGTG 

ANCTGCTTTGCCTNGGCCTCCCAAAG 

Sequence 3458 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTTGCAGACACTGTTTTGTTGGAAAGAAGAGT 
TGGMGGACTTTMTATGTTMTGCTTTTCTTAAGGATTATGCTGACAATTTGTCATTTG 
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ACTGAAGCCTGTATAAGGAMGAGACTATATGAGCMGTTAAGTTGAAAAATGTTTAGTT 

TTAGAGTAGGTGGGGAGAGTATTTACTTTGAGCAGATAGAGAMTTGGGGTTTCTTGCGC 

TTTGGGGAATACTGGGATGAANAAAATATGTTATGGGCTGATAATAGGGATATTGCCATA 

CAGATAGTATTTCCAGAG ACATT TTAMGCAMCACATTTCTTCGTGTTTTGGCTCTTTC 

MGAGAGATATTCMGCATTTTTGTGTTTCTTTTTATTGAGTTGCCCTCTCTTG^ 

GTGGGATGACTGTANTTGGAATTGAAAGTGCAGAGGGATCTCCTTCCTTAA 

Sequence 3459 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGACAGTGTTTTCGCTTGGCTGAC 

ATTMTGACMCCCAATGCTATGTGCTCACTGAGTGTTTTCATTTCAGAAGAGCATCAAA 

ACCACTGAGTCCTTTCMGTCGTCTTCTTTTACTGTGAAACCAGAAACCATGCCGACGAC 

TACTTTCAGTAATAACCTGTGTCCCAACTGCAGGCTGAAGTAAACTTCTTCTCATATAAT 

TTCTAATTTCTG TGTAG GGGTAGTTGTAGCAAACMCTTAGTTTCTTTCAGAGCGTGACT 

TCAGAMGCGTATTTTCATGCANCAGTGATGGGTAATGAAATCAGAATTTCCACAAAGTC 

TGCCCTAATTGAACAGCATTATCAGGAAA 

Sequence 3460 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAACCAACAAATGTAGACAGACCATAATCAG 

TCACATACATAATT GTGG GTTCTAAAATATCATTTTGTCTAAAAAAAACTCCAACGAAAC 

ATGTAMMTMGATTTTGG ATAM TTAACTTTGACGACATTTGACTAACATTATCTCAA 

MATMTTCTACAGGMTCATTTTATGAAAMAATATACAATCCATATTGGTTTAATTAT 

GAMTTTTGACTCAACGAAACTTMGMACGAGCCAACATTTTACTCATGGTCTCTAGAG 

GCATCTCCTTATTACTCACCTTGATCT 

Sequence 3461 

ATTCGCCCTTTCGAGCGGCCGNCCGGGCAGGTACCTAGCATAGTATCTGACCCACGACAG 

TCATTThTrGN GAAT ATCTATTAAGNGMTNMTNMTTATTTNTCATNCTTTCCCCNATG 

AMNCATTGCTTTTATMNATTATTATTTCATAT^ 

AAACCTCCCTAATCCCAAACCCTCTATCTACTTNCACACCACTNCTAAAATTATAATTCC 

TAAATNCTTTTNTT 

Sequence 3462 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATNTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGCCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTTCATT 

Sequence 3463 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTGTTTGMTGGTATTTTGAAAG 

CMTTGCATAGTTACTATTGATTCCTCAAAATGCATAATGGGGATGCTTCTGACCAACTT 

GCCTTTTAACAAGTTANAAAGTAAGTATNCACNACAAGNCTCTTACTTCACCAAAACTAA 

TAAATTANATTNCAATANTANGAAACACATATAAATAATGAACGAANCTANAATTATNAC 

CG CTTTCTAAAAA A ATATTAAAATTN AAA N AA A ATATN N A A A AAA AATTN N AN N N G AATA 

MNACTMTACMTANAAAATATTMTTTTATAMAAATATGAATAAAATCTAATATTCC 

ATAAMTNMTCTTAAMCTACTMTACTACATTTTTTCAACTTAC^ 

TTMTTAGTAAMTCACTCTTATAAAAACTTTTAAAMTTTTCACCTCTCAATCACATAT 

TTTATAmNTATACCTACATATACTANTTTm^ 

TATGNACCCT ACTTTTTTA AAAACCATAMCCTMCATTTTAAMATTAATCCMTTAAA 
T TNCN TANTNA I I I I I I I I NTTTAAMCCATTTTTCCNMTAGATANATTACCTTTNAAA 
ATTTTAAAMATNNCGCTTMNCCATMNMCCTTACNCCCTNTAAATCCTTACCCTTTA 
AAAAACCCCAAATTA 
Sequence 3464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAATGGAGAAGATGACTGATGAATATAA 
TAGAATGAAAGCTATTGTGCATCAGACAGATAATGTAATAGATCAGTTAAAAAAAGAAAA 
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CGATCATTATCAACTTCAAGTGCAGGAGCTTACAGATCTTCTGAAATCAAAAAATGAAGA 

AGATGATCCMTTATGGTAGCTGTCMTGCAAMGTAGAAGAATGGAAGCTAATTTTGTC 

TTCTAAAGATGATGAAATTATTGAGTATCAGCAAATGTTACATAACCTAAGGGAGAAACT 

TAAGAATGCTCAGCTTGATGCTGATAAAAGTAATGTTATGGCTCTACAGCAGGGTATACA 

GGAACCGAGACAGTCAAATTAAGATGCTCACCGAACAAGTA 

Sequence 3465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAGTAACTCTTAGAATTTCATAGCATAGC 

TTGGMTTMGACCTCAGTGCAGATCAACTGGATTTTTATTTACATTAATATCCTGTGGC 

ATCAGTAATATCTAG CTGA TTCATTTTAGTAGCTTTCTATTTCTTCTTAANTCTCCTTAG 

TTGTGCTTTNAGCAGTTTTCTCCAMTTTTAAAGTTTCTTGCATAATAAAGTAAMAl^ 

CAAAATAATTAGGGATAAGTGTCCTAATAATAATTAGGGTAAGTATCCTAATAAAACATT 

ATCCCTTCCMTTACACTATCTTTTTGTGTMGGGAATAACTGNGTTGATTTTGGATAAT 

CAAACAGACATAAACTACATTGGGNTAAAAATACTT7TGAANAGCTGGGTGGTGGGGGGC 

CCACTTCAAGCCTNGTGATTTCCAGCACTTTTGGGGAG 

Sequence 3466 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTGGGGACAGTGGGAGAGCTCAGCCTCACT 

GATAGCCGGGGATCTCTCCTGTTCGAGGGCTGAGATCTCCGGTCCCACAACCGCCCACAA 

CCAGGGGCACTTCTGGAAGTCCCCTTTCTAGGGACATTTTTCTTCTAAGCTCTGTAACGC 

GGGCCGAGGCAGACCGAGGCTTCTTTCCCGGATCCAATCCCCTGCCCCCATGCCTAAGAA 

AGAAAAAATGACCAAGACGCCCCTGCCCGATGAGAAGCAGCTGCTTCTGTTTCAGCAGAA 

GTTGCTGGCAGAGGGGGAGATGGCCAAAAAGAAGGAGA 

Sequence 3467 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAACAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGG 

Sequence 3468 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACCT 

AACCACTTGCAACCCtGCTAATGCAAACGCTGCTGCTGAAGCTGATGGTATTGATCCATT 

AATAAACCTCCTGTCTAGTAAACGAGATGGAGCCATTGCCAACGCTGCTACAGTATTAAC 

AAACATGGCCATGCAGGAGCCCCTGCGCCTGAACATACAGAATCACGACATCATGCATGC 

CATCATCAGCCCACTGCGTTCTGCAAACACAGTCGTGCAGAGCAAAGCTGCTCTCGCTGT 

CACCGCAACTGCATGTGACGTTGAAGCCCGGACTGAGTTAAGAAATTCTGGTGGATTGGA 

GCCCCTGGTAGAGCTGCTACGCTCCAAGAATGATGAAGTGAGGAAGCACGCCAGTTGGGC 

AGTGATGGTCTGTGCTGGTGACGAGCTGACGGCCAATGAATTATGCAGGCTCGGGGCTTT 

AGATATCCTTGAAGAAGTTAACGTATCAGGAACTCGGAA 

Sequence 3469 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGAATTAAAAAGTTGGTGCAAATCAAGACAAAGC 

AGTTT GATTG TTAACACATGGCCCAGTTTCCGAAGGCAAACTCAGCTCATCAGCCTACTG 

TGGGATTTTCCCCTAGGCTGAAMGCCAGGTTTGATTCTAATAAACGTATACATTGCAGT 

GTMTTAGGCAAGGGAACAGGGTTCTTGGAGCCACAAAGCCCCATGGTCAGTATTTGGGT 

GACATCTACTTNCTGACTGTAAACAGATTTAMTATACCATCTGTTTTGCAGATATTTCT 

CAGM CCTGTTTTTAATCAGTTTTTCTCTCTMTTTTCGGATACTGACMTCTTGNTTTC 

TTmCTTTATGNGGTTTAMAMTGACATAAACCCAGTATTGCTmA 

TGCTTGGCT TGATTATT TTMGCTMTTTATATACCTTCATTCGTTCCCGNACAGCCAAA 

AAGNGAAAC I I 1 1 1 1 I I fCCCGG 

Sequence 3470 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTCATGTTATGCTGACAGACCTATCCTTCA 

TTATTCTAGTCACTMTATAGTCCTTTTGTTGTAATCTAGTCATACATTCTAAGCTTGAT 

TTAGACACTTGCCAAAAGMGTTCCMTCCAGTGGTTTCGAGATTCCAMGGCACCTTTC 



# 




WO 01/070979 



PCT7US01/09126 



TABLE 1A 

99/599 



TCTCATGACCCAMGGAGTMTTTTGGCATCTTAAATGGATTAATTTGTCTTCCTGATGG 

GAGCACATCAGAAGAATGGTGATGTGGATGTTAGATAGAGCTGNAGGGGGCCATACTCGA 

ACTCCCAAAGGTATCTGCAGGGGCTGGGGCAGGGGAAAGTCTTAACCCACTCTAAACACT 

TTCCAGAGGTATTTTGTGGGGGGTAGGGG 

Sequence 3471 

CCCTTTAGCGGCCGCCCGGGCAGGTACTTTGTTTTGTTTTCTGCCTATAATGTAAAAAAT 

GCTTTCTAAAGACAAACTTAAATCTGCTGAATTGATGCTGCAAGAGCAGTGAGCCTTGGG 

TGGAGGAGGATGCAGGTATAGGAGGTAGAAAGGGCAACGGCCCTGTGATCAGTGAAAGGA 

TGCCCTGTGAATTCAATCCTTGAAAATGACCTTTGATTCCCCCCCAAAAGCACTCAAGGA 

TGTCCTGAGGTTGTTACTAGTTGCTCATACCACCTGGGGGCACATAGCCGGAGCCTCAGA 

GCT 

Sequence 3472 

CC CTTTCG AGCGGCCGTCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAMGAGTATGTAMCTTTACTCAGAA 

CAGAGAGCCATCCGAGTTAAAAAGAGTGGTGGATAAGAAAAGATTAT 

Sequence 3473 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGTCAGATGGGATGTATAATTCAGC 
TTGCTGTGGGAGATGATGGAAACTTTTTCACTCTGAGGCAGTAGGGAAGATCACTGTGGC 
TGCAGGACCTTGTAGGAGAGGGAAAGAAGATAGTGTGGGTAATGCCAAAAGAAAAACCAN 
A CCTTTC A AG AGA I I i I I II I CCACTGAATTGCTTTTTATTATTTTATCATAAGATTtGG 
GTTTTTTCCTTTTTmCCACCCAAGCTAG 

AGAGTCMGCANMTTCTGTAAAGTGGGCTGTTGACTTGGTTTTATCCTTTTTGGGGCAN 
AGGTTTGMCTCATCAGCCACAGTCAGGATTTTMCTTGTTTAGGCATCNGAATNACANN 
TNTTATCAGGAGGTTCCTCCCCCCTTC 
Sequence 3474 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GTAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAAACTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAAGATTATCTTAAGCTGGAACCA 

GAACCAA 

Sequence 3475 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTACACACATAAATCCAGGAAATGACTAG 

ATGAGCCTGAGTGGCTTTATCATTATTGTGCAAATACAGTTTCTATACCAACAAACCCAA 

ATTAAATTATTATAGGACTAATGGCTGTAAGGTGGGTGAGGGAGGAAAAAATTCAGAAGC 

TGTTGCACGAATCACCTATACAATGAATTTCATCCGCGTACCTACTATTGAGCACTGAGG 

ATAACAGCAGTTAAAAAAAAAATCCAAAAACATCTTCCTCCATGGAGATGTCATTGTAAT 

GCATGANCAAAGTAGAGAAAATAAGTAAAATATTTGGTATATCAGATGATAAAATGCACC 

ATGGAGAAAATCAGAACATGGAGGAATTGAAAAGGCCAGGGATGGA 

Sequence 3476 

CCCTTTCGCGCGGCCGCCCGGGCAGGTACAGATTATCTGGCAGGCmAAAAAATTTAAG 

TGATTCTTACCAAAAAGCAMTACTATACTMGTCATATGTTATATTAATTTCAAAGTAT 

AGATTTAAAAATAACTATAAACATTATATCTCAACATATTAAATGCATATCCTCCTTGTC 

CCAACAATTCTACCTCTAGCAATATCTCCCACAGAAATAAGTCAAAGGATGCAACTCAAT 

ATGMCAMGTTGTTCACTGCACCATTATTTAAGAGTGAAAGGCCAGAAATAATTTAACT 
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CTCCATCAGGAGAAAGGTTAAATAAATAA 
Sequence 3477 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGCATATGAMTGCTGTTTTTCTAAA 

AGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGGAACACAGGAAAGATTATATT 

AATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGAANGAGACCAG 

ATAGACCAGGATGCCCAGATATTCATTGAGGACCTGTTCAGAAGCAATTCAGCAACTACG 

AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGACCGCTGTTTT 

GGATTTCATT 

Sequence 3478 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATCTGGTTTAGCATTTTAGCACTCTCAAA 

AGTGTCCTGGTTTAGACAATAAACTCTATAGTCCCCCAATTATGAGGCAGGTGCCTGGCT 

GCAGAGGCTGAGGAGCACTGGGGTGGTCCTAAGCTAAGTGTGGGTCTGTTTGAGAAATTG 

GTGATGCTGGTGACCCAGAGATGTCTGC7TGTTTTGCGTGCAGAGAAGGGCATAGAGGAG 

AAACTTAGACACCCGAGGGCCAAGGGCAGAATCAAGTGGAGGAGAGTAAGGAGGGTCTCC 

AAGACTACACCTAAACTCTAGAAGAAGANGGCTCCTCTTCTCATTTCTTGCTAAGAAACA 

CACCCATTCTMGGCAGTGAGGATGGMGAAAACAGCTTTCNTTTGGTTCTTTTGAGGCT 

TGGANNTGTATTATTAAGACACAANGGAATNAANGGCNATGAAACCAAAACTTAAAAAAA 

TGNCTTGCAATTCTAAACCTNNAGNGNANGGNGNAAACNACNTAAACCTGGGT 

Sequence 3479 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGCATMTATTCTGTCAATTTAAAAAGAAA 

TGCAAACCACAAGTTTTGCAGGTCCTGGGAGGGCATTGCCCTCAGGATGCTCACTCCTGT 

CCCAGTCCAAACTAACTCCAATTCAAGGAAGGAAAAAATTCATACTGGTTTCATAGAAGT 

CGGGAATCGATAGTTCTTGACAATCACTTCTTCCCTATAAACCTTAAGCCCAGGAGGTCC 

TCAAGAGAAGACTCAGTGCTCACAGAAGGAGGGGCAATTTGAGGGCAGACATATTGTCTT 

TCCATGCACAACCTCTGANGTATCCTAGCAACTCCTGAGAGCAAACCCTTTATGATCTGA 

GTTCAGGGCCATCCAGTTCTGTCTCCTTAACGCTGTCAGTCAGAGCTACCCAGGAAACAT 

CATTACTCAGAATTTCACCTTGCA 

Sequence 3480 

CCCTTAGCGGCCGCCCGGGCAGGTACTGAGATCCAATGAGACATAAAACAGCTAACATCT 

TGATTTCTCTATATCAAGTGTGTTTTAAATACAGTCATTTGAATGCAAAAACAAAAACAG 

ACACATACACCTTCATGCCTGMTATTMGAGACAAMCTCACACTAGAGAAATTTATTT 

TATGGTCCATTTGCTGCTTCACTTCTATTTTACAGAACAMGGCTCTTTAGGAAGATGCT 

TAGAAGTTTCTITAATATTAGGTTTCTTGMGGGGGGATTACCAAATTGCTTTTCTAG^ 

TATGAATGACTATGTMCTTGCCAGATAGGCACATTTATGCAGGTATCTTGTCACAGGAC 

TGTAAGNTTACCTTAAATCCCACACATTCAGGCGG 

Sequence 3481 

TCTGCAGAATTCGCCCTTGGCCGCCCGGGCAGGTACATCATAAAGGAAACTTAGACAAAT 

GCCAAGCTTAMTATTTTCCTTTTGCAMCMTGCTGGCTCCAGAMCACATTACAAACA 

GCTGGGATTGTGAATTTTCTCTCCTTTAGAAACAAGAATGTTCTCATGTCAAAGGTAACC 

CATTGTAAAAAAAAAAAAAT 

Sequence 3482 

CCCTTAGCGTGGCGCGGCCGAGGTACCCCATTGCTGTAGAAGTTGAGTTCGAAGACTGAT 

GGGACAGTTGTGCTGGGGGTGATAAAAAACTCATCATTCCTGCTAGTGTGGGTGATTGTG 

ACACMTTTCCCAGCAGCTGTATGGCATGCATTACTACATCTTNTGAATTTCCTGAGAAC 

CCCAGGTCAAMTTACNAGCCAGGACTTCTCTTTCATCACAAAGAAGTCTTCGACCAATG 

TGGA 

Sequence 3483 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAACTCCATGTGCAAGGCAGGGATTGT 
CACCAAGACCCAACTCCATCTACAGACACCCACGTAAGATACAAAGACAGGTTGGGTGTC 
TAAAGGATAGAAAAAGATCCACAGTGGTCCAGGAGTGGTCCCAGCATTGTGGTAGGCACA 
AGAGTGAGGATCACTTGAGTCTTAGA 
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Sequence 3484 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGACACAAGCAGGGGCTTCAAACGTGCTTA 

TGCTGTTGAGTGTGGCCTTTCGTGCCACTGCCATTGCCTTGCTGGCGGTCCCAGGAGAAG 

GGTAAGAGACACATGGAACTGACTGAAGATCAGCAGACCTGCCTAGCCTGCATCAACCAA 

CCACCAAMTGTATGCTTATTGTTGMCATTATTGAGATTTTGTGGTTGTATACAGTAAG 

CGCATAGCTTCCATGAAAACAGTAACCGGGAGCTACAAGAACAGAGTGAGGAGAGATGCT 

AACAGAGCTAACTAAAACATGAATAAAATGTAAGGAAACCAAAATGAAGTAGAGAAATTT 

MGTCTTTAMGCTTCAGAGAGMGATCTGMTCACTGATGTGGAGGGAAAMCTTTTCT 

TGATGAAGAGGA 

Sequence 3485 

CCCTTAGCGTGG TCGC GGCCGAGGTACTGACAGGTTTTCTACTGAATGCAAAGTATTCTT 

TTATGGTCTTCTGTTTTCATTTATTTTCCTCCTCCGATCCCCCATAATTCTTATAAATTA 

NGGGCTCTTTTGCGGGGTTrCMCMTTCATTACTTACCCCAGTCATGTGCTGGGAAATT 

TTATTATTGCTTACTAAGGCAATTTTACCAGGGATTTAAATCCAGACTCTTGC 

AGTCMCTTTTGTTCTCACTGMTGATTCTACAATGTTATCTTGTGAAAGCCCCTCTCAC 

MCGATCTGGAMGTCATATCCTTTCTAAMTATGTAACACCTTATGGATTCATAATAGG 

Sequence 3486 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGTATATTATGAATGTATATTGCTGTGCTTCT 

CCTTCCTGCCTGACTCCGGAAGACTCCTGTCTCAGTCTCTCTCAACATGTCTGAAGGACT 

TAGGGGCAAGTGT CAGTG GTGAAGGCCCTAGTCTGAGTTTAATGTCTGGGGCCAGCTTGA 

MCAGCAGCTAGTATTTTGAGCTCTMGCTAACACTCTGGACTTTCAGTCATGTTTTCTT 

TCCCCAGTGAMTAGAAAAGTTTGATTTCAAAGAGGAAAAGTGTGCAATACCTGCAACAT 

ACATAAAACCTATTTAATTTTA 

Sequence 3487 

GGTGGAGAAGGCACTGGTATTGACCAGGAAAGTTGTATGTAATAGAAATTGTAGAGCACA 

GTAGGAGAAGAAAAGTGAAATGAAGTAGACATGGGAGGCAGAAAGACAAAGAGAGAGGAG 

AGMCAACCTATGTTGTAATTGMGCTTMGAAMTACCATCCTTGGACACTTTCTTGTT 

TCTGATT7TATCTAAGTATCTTCTGGTTGATTCTTAAACTGCATGTATTTATGGCACATG 

TATTTGCCAGTTTAATGGACACTTTTCCATCTAGGACTGTTTATATTCTGGCACCCATAC 

GTACCTGCCCGGGCGGCCGCTC 

Sequence 3488 

CCCTTAGCGTGGTCGCGGCCGAGCAGAGAGAGAGAGATCACAGCCTGGGAAACACTGTGT 

GTGTAGAGGTGGAAAAACACATGGGAGTGTTCTCATGGCTTGTGCATAAAACTCCCACGA 

GGTAGGATATA NTTG GGGAAGGAAGATTTGGTATNTNGGGAGTCAAGATTGGCCCAGTCA 

CNCAGATTGCCTTTTGGTGGGTCAMGCTGANGGGACTTTTGGGTTTTGGTGCTAGAACT 

TTTGA 

Sequence 3489 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAMGATTTCTCACATTGGCMACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCCGCTGTTTTGGATTTCATTGAAGATTAC 

Sequence 3490 

CTNTNATNGGNTATCTGCAGCAATTCGCCCTTANCGGCCNNCCGGGCAGGTACCCCGGGT 

G MTTTGA MGGTATGCTCCAMTGCTCACCCATCCAGTANGGTTTATAATTCTAGATTT 

TMTTTTTATTCTATMTATTAATCTGGGMGTCMTATTTAAGTATTGAAATAGAACCT 

TTAGTTTATCATAGTTCTTTCCAGTCTCAAAAGCTTCCCCCGCCACTATTAAATAATTCA 

AAAGGAGGCCCGGCCGTGGTGGCTCATGCCTGTAAGTCCCAGCACTTTTGGGANGGCCGA 

ANCGGTGGATCACAAGGTCANGGAGATCAAAGACCATCCTCACTAACACAGGTGAAACCG 

CTCTAAGTAAAAATCCAAAAAT 
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Sequence 3491 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCCCTGTTTAACAAGGGGTAGGGGCCTTCTGAG 

ACTGTTTCCTCTACAGAGTAAGGGTTCGTTCAGCCTTTTCCGTGGCCTGCCAAGAACTCA 

ACTCCATGTTCCCTCACTTCCTGTAATTGACCTTGTCCAGGACTTTCTGACCTTGGAGAA 

TTCACCTTTGCTCTTTCTGCTGCTTCGTGCATTCTTCCACCAAATGTCTAACTGACTGGC 

TCCTCTCCAAACTCMGGCTTTGCCAAATGCCACCAGCTCAGGGAGGCCTTTCCTGGCCA 

TGACACTTGAAGTTGC AACAC TCCCCCGCAGTCTCCCGTGCCCCAGATGTAAGTTCCATG 

AGGGCAAGCCCTGTGC7TTTACCACCATATCCCCAGCATCTTGAGCTGTGCCTGGCCCAA 

GAAATATTTTGTTGAATGAATGAATT 

Sequence 3492 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

Gill I I CTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 
C 

Sequence 3493 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGACTTGTAGCTAGTAAGGAGGAAAATGGA 

MGATGMGATTGCTTTGAACAATGAAAAGAGACAGGGTCTGATTTATAATCAGCTCTCA 

TTGCTATGTTAATMTAGGTGGAATAGGGACMGGGGAGAATTAGAGACACCATTTTTGT 

CTGATTGTGTGATTGATGTGATTGTGTGATTGATGTGATTGAGATACTCCAACTGACAGA 

TGATGGTGGACTGGAGGGGTGGTAAAAATGGAAGTGGTGAGAATGAGCACATTTGAGATA 

TATTTTGAAAGTAGAGGCAACAGA 

Sequence 3494 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGATTAATAGGATAGATGAACCTTGACT 

ATTCTGCTCCTTTAGTTTGATTAGTCTTCTACCAGCAGAAACACTGGAGCACTCCTCCTA 

TATGTAAMTAGAGCATTTGGAGAGAATMCTTTTGGAAATTGCTGTTAGTAATCTCAAA 

ACAGAGCAGTCCAMCTTAGTGTTCTGGATTMTTTTCCAAAACTGAGTTGAGAACGGGA 

TATGCATTCATTCTTTTAGCAA I 1 1 1 I I 1 1 1 I CCCGAGACAGTCTTGCTCTGTTGCCCAG 

GCTGGAGTGCAGTGGCATGATCGGCTCACTGCAACCTCCTCCTCCTGGATTCAAGCGATT 

CTTGTGCCTCAGCCTNTTGAGTAGAGACTACAGGTGTGTGCCCACCATGCCCAGCTAATT 

TTTCCTGGGTATTTTNATTANAGACAGGGTTTTNGNCATTGTTGACCAGGCCGGTCTTCG 

AGCCTCCTGGTCTCAAGTGATCACNNTGCCCGGGGCGGGGCCGTTTCGAAAAGG 

Sequence 3495 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCCTGACCTTGGCCTACAAGAGGCCCAGA 

TATGAGTCTTCCTAGACTGGCATCCAATTCAAAGCAAGTCAGGGCACTTTTCAGAAGTAG 

AAATCAGCACTGGGCTGCTCCAAAGCAACAGACACCCACAGCAAGTTAAAGGTCATGAGT 

CAAAGACCATNACTCGTGCACCTGTAATAACCCGAAGTTAGAATTAGGAGGCACTGCAGA 

GGMCCATGGGGTTGTTGCATAAAGGAGGGAAGTTGAGATGGGCTTATAGGACTTGGGGT 

TTTGCTTTGGGTGATTCNTAAAAGAGGGATTTGAGGGAAAGAAGAGGGGTCANTNCTGGG 

MTTGGGAT ATTGGNC CTGGGGAMGTGGGGGTGCCMTTTAAATGACCTAAGGTTAACC 

CTTT AMTN ATTTTTTTATCTTMGGGAGGGCAAAMGAAGAATTTGAAAAGNTCCACCT 

TGGNTTTTAAGAMGNCAGGTTNGTCCACCTTCNATTGTTTAAGGCCANGGGAA 

Sequence 3496 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMGGTTAGCTATCTTTATAGAACTAAGAAC 

TGTGAAT TTCA GTGACTCAGCAATCAATAAAAAGTCAATAACACACACATCTTGTAGATG 

ATGGTCATTTTAMTTTTCTCMTGAATAGTAAAGAGAGATTMCTTAGTTATATTTAAA 

GCAAATAGAATCAATTAAGTATAAAGAATGAATATTATAAATTGATATATAGAACGACTA 

TTAGAMATAAAMTGTTGGGCTGGGTGAGGTGGCTCTTGCTTATAATCCCAGCACTTTG 

GGAGGCTGAGGTGGGCAGTTCACTTGC 

Sequence 3497 
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CCCTTTCGAGCGG CCCG CCCGGGCAGGTACAATGCCAGAAGTA I I 1 1 1 I I I CTTTCAGCT 

GTGMCCAGCCTGTTTTGTTTGACAAGCCTTTCCAGATTCATGCAGCTCAATCACGTGCT 

TGTTGCCAGTTTGAGAGTGAACCTATTATTTCAMCTTGTTGCCGTGACCMTTTTTACA 

AA ACTG AAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACACTTGCAT 

CCTTTTCTTCCAAGAGAATATTCTGACACTCCAACTCTAGAAGTCATGTCATTAGTAAAA 

TGAAAATAATAATTGCTTAATCACTGTTTAGAATTAGTTCATACTTCTTCAGAGCTTGAA 

GCCTTCACGACTCAACATCAGATCCATGGATAGTATTACTATACCTTTACCCAAAGACTG 

GGATTTATTTTGTAAAAATATCAANAATGGGTCTNGGTCCCTTTAAAGCAACTGACAAGG 

TATTTAACAACATTTTAAAACAATG 

Sequence 3498 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCAGTTGAATTTGAGGCAC7TGAGGTG 

TCCAAGAGACAACTGAATGATCTAGAACTCAAAATAGAGATCTAGGCCAGAGATAGAAAG 

AGAGCATACGGGGATAACTGAATCCATGGGGTTGGATGAAGGTAGCCATGAAGACTGCAT 

AGGAAGGGCAGAGCCCTAAACAATCATATTTAGGCAATAGAGTATGAGCTGCTCACAGAG 

GAGATTAAGANGGAACAGCTAGAGAGATGAAAGGAAAACAAGGAGAATGTGCTGTATCGG 

CACCCNGGGGAAATGAGT 

Sequence 3499 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTAGTCTATAAATTAAACAGCAATTGATTC 

TGAAAAAAACATGATTGTGGCTTAGTCCAAATATTAATATATGTATTGAGAACCTGCTAT 

TGTGGACAGTGGAATTATGGCAATAAATAAGATAGACAATGTCCCTACCCTCAAGAAATA 

TAGTCTATGGCATAGAGAGAGACTATCAATAATAACCTTCACAAATAAAGATAGTGATAT 

GTGTAATAAAGACAGTATATTAAAGAGATGTGCTAGAAAGTGATGATAGAAGAGGAAGCT 

ACTTTAGATATTCTGAATAACAAGAAGTCAAGTGAACATTTGGGGATCAGAGCAATCTAC 

ACAGAGAGCCTAAAGTAACTTTAATGCTATACACTGCAGATTTTTAAATCCTGACCTCAC 

CCTAAAAACATAACAAGTAAAT 

Sequence 3500 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

G CTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCCCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CCGCTGTTTTGGGATTTCATTGAAG 

Sequence 3501 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTATTTTCTTTAGATGTGATAATGATGT 

TTGGCAGTGGAATAGTATAATGTCTGGGATTTGCCTTAAAATAGTTCAGAGGAGAGAGCT 

TGGTGATAGCTGCATATACATATGGGAACATMTATTCTTTCTCTGTTTTTATGTGTTTG 

ATAATTCTAATAAAAATGTTAAGAAAAGATAAAAATGACAAAGCCAAAGATAGTAACTTA 

TTTAGMTTGAGGTTGTGTGATGGAGTTTTTACTTTAATGGGAAGAACTTAAATAAACTG 

AAGGTCTGTCCTAAATTCTTTGGGTGMGCTTTAAGTCTATA 

Sequence 3502 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGACAGCTAGCACCGTAAAGACAGTTTTTAAA 

AAATGTATAACTACAGTAAATCTACCATCAAAGAAAGTCAAATACAACGTTTTCGAAGAC 

MCTCAGCTATTTATTGTAAAGTCCTAGATATTTACACAAAAATGTAAAATGTTGTATTA 

CTGTTTATATACATCCAAAC 1 1 1 1 I I 1 1 AATGATTAAAAAGTCTCTCGTAAACATTTTAT 

AMCATGTTTAAAMGTGGTATATTTTCTATGCAGCTTMTTTCAGATTTAA7TCTAATT 

TTTCAAAACTATATGCATACTGAATAAT 

Sequence 3503 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGCCATAATTCCTACAGAAGGTCACTTAA 
CAAMTGTGCAGTGTGTGTGTTTTCTTAGAGGTTTTGGCTACCATGTCTTTTACTAGAAA 
TCTATTATGTCATGGTTTTTCAAGTTGTATGCAGCTGATAAAGGATCTTACATGTCTAAT 
AGTTAAAGATAAAATACTGAGTCACTAAGTCAACTATATATACTGCTGTTTTCTCAGAGA 
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CTGTCAGATTTGGTGAGTTTATGAGCTCACTTCATAMTAGCATTTCCATTTATGGTAAG 

CCTGATGCATATTCAGTGACCTATTGGATTCTAATTCTTTGGTTGAATTGCTCCGTAACT 

GG AATTG CAGTAGAGTTGAACTTCAAGGACCTTATAATGGGGGACTATGTGAGCTGCCCC 

AGATTTTAAAGATCAAGATGAGGGAGTTTTGACATCAGCATAAAAGGAAGGGTGTCCTCT 

TATATTTCCTMCCGACCNMCCAGGMTTAGMGAMAAATCTTTTGTCCATAGCTTAA 

AAAAAAAAAAAC 

Sequence 3504 

CCCTTA GCGTGGTCGCGGCCGAGGTACGCGGGTCCATGTGTTTGI I I 1 1 1 1CTTTTTCAA 

ATTTTTATCCTTTCTTCACTCTGCATATACATCCCAAGATGCCTGTCCCCTCAGTGCTAT 

GTTTATGTCATCAGTGTTTGACAGAAGAGAGTGTCTTGGGTAAGGGTGTCCAATCGTCAT 

TCTTATCANGCTAACTGTCCTGMNAACTGTTGTTCTATTGTTTGGGTNTTCTTGCTATG 

AATTTATACTCATCATTTTATTTGCATTTGACTTTGTTGGTAGATAACATACGAGAATGA 

ACTCTTGATCTGCTTGACAGTTNTATATTTTGCTATAMTTMCAAMTGCCATTTTTA 

Sequence 3505 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCAAAATCAAAAGTAAAAGTTGAGATTT 
TGTTGTGCTA ACATTTGTCGTTAGAATGTATCCACCAAGTGTGTAGAATCAGAGTATGTG 
TTTTTATTTTAGTTAAGTAATGTGGGTTCATCCACATCTTCANAGTATTTCTTTM 
TTTGNGTTTAATTTAA1 11(11 GAGTATTTAAAGTATTTACATGTTCAAAACTCAAAATT 
MGTGAAAAGTAGTAGTNTTGCTTNMTTTTACTNCATCACTCTTTACCTATCCACCAAA 
TATATMTAMTATTTTCATTAGCATCTTGTTTTCTCACI I I I 1 1 AGCATTTACATTATA 
TCCTATMTTCACTCCATATCAGCTAAMMTAATATCTTTCATTCCTTTT 
Sequence 3506 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTGATATTGTAGCTCTGCAGGCTGTTGGG 

GTAGCTACACATGGTGATGTTCTCATTTTCTAGTAAATCAGAAAGAATAAGATTTAGTAT 

AG AG AAAAATMTAGTTAACAAC ATTTTATMTTGTTTTATCTAG AA 1 1 I I IGACATATT 

TGTCATTCTTAMGGCATTATMGAAATTCCTGTTGTATTTGTCTAGCAACATAATGAAA 

GMTGATGCACATTTCTGTTTATTATTTTATAMTATGGCCTAAATGCAGTATCTTTGTT 

ATTTAGTTTATCTGTATTAGTGTAGATTTTATTATTAATATTGNGGNTACCATGGTTACA 

ATCTGGATCTCAGGCACAGTATGGT7TGCAGNTAAAATACCTCACTTGGTTTCACTTAGT 

CTAGGAAGCACTTTTAAAA 

Sequence 3507 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCTGATTCAGTCACAGAGAGGTAGGCCA 

TGAGGGAAATAAGGAAAAAAGTAGAAACAAGAAATAAAGAAAAATCAGAAACAATTTAAG 

ACCCTNTTGNGGNGCAAAAGGGAAGGTGGGAAAGAAGAGACAAGGAAAATACATAAAGGG 

GTTAAMGAGAGGAAMTAATTAGATAGTATTGCTGTTGTGTTTTGGAAAAACTCTTAAT 

TAGAAGGAAAGGAACTAACTTTATTAAGCTACCTCTATGTAGGAAAACTAAATTACCAGG 

TTGATGTGGGGGG J 1 1 1 1 I I I GAAAGATTTTATTTCAACTTACAGGCATCACCAAAATTA 

TTTTCCTCAT 

Sequence 3508 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGC 

TGTTTTTCTAAMGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGA 

AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 

AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 

ANCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAMCTTTACTCANAAC 

AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCT 

Sequence 3509 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGACTAGTATCCATTTGGCCCATAGTGA 
CTACAGCAGTATTGACAGATACTTCTMGGATTTTGATCATCAGTAGTCTTCTTACTATT 
TTGGTAGCAGGATTTTATCCAMTGTTGACCTGGAAGTTCTTAATTGTGTTTTCAAATAT 
TTGATTATTTTAAGGTAGTGGTGTTTGTTTAMTATATGTTATCMGTATT1TTGTTGGT 
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GGTTTCAGCAAGAGTGTTGACCTGAATAACCTAGCCTGCTATTGCCAGAAACCAGAACCT 

CTGAGGGAGTTTATAATTGAGTCTTAATAAAAGCATTTTAAAGATGAAAGACAATAATAG 

CGGTAAGTTATTCTGATTTAGAAGTAGATGAAAGAGGTCAAGGCTTAATTGGCAAGGAAC 

TGCATAATGGAATAGTAGCTACAT 

Sequence 3510 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATAAACAGAATTTTATGGAGGCTACACA 

GTTCTATTTGTTCAMTCMGTATTATCCTTTTTAAAAAAATGCCACTAAAGCTAGTTTC 

CTCTATNTNGAACCNTTCTGCTTGTGCAGTAACAATACAANGGCCCACAAAAGAGGGCTT 

GAGTTCCTTCCCACATGCACTGCTTTTTCTCCAGTAATAGACTGCATTTTGGATGACTGC 

CAGGCAACAATAGTTGACTCGTGCTGGCCAGCTCTCAACATAGGTCTCTGAAGAAGCTGG 

GGAACAGGGCAAATTGACGCTTCTAGTTTTCTCTCAATAATCCCTCCCCAGGGTTCAGGT 

TCACAT 

Sequence 3511 

CCCTTTCNAGCGGCCGCCCGGGCAGGNACAATCTTGGATTTCCAATGACAATAGTAACCA 
AGGCTGAGAGGAAATCCTTCAGGAGACAAAATCTTTACACTTGGCCTGAGACATTCCATT 
CAAGTGTGGTAAAGAGGTGGTGACAACAGCTAGTGGTTGTGACAAGACATC 
Sequence 3512 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCA7TTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTT 

Sequence 3513 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGGGTTTGTTTCAATGTTGCTTGCTCGGAATGGCCCTCCTGAGCAAACAACAGACG 

GTGCTCAAAGTAACAACTGGCTTAATAAAAGGAGCTTACACGAAGGAGGAGCTGAAGGCT 

ACTGTGGTCGTGTGCTGGGGGCTGCCCCAGCTCCAGCTGCAGGACCCCGGCCGTCTGCXT 

TCCGACTCCGGTGATGATTCTTCCTGCGGTCTGATCAAGATTCTATGCAGTTAACTTTGT 

ATC CAAGG ATCT ATAGC CAAGAAATTTGGAGCTCAGTTTCAAACGTAAGTATTCTGGGTC 

CAMTTTTCTGCCTTTTCCCTTAAAACAACTGMTTTTATTTTATTGGGAAACAGAAATA 

CAGAATTCAAGAGTTATTAGATATTATAAAATCTAACACTCTAAGTTAACATACAAGGAG 

ACATAGCCG TTTC AATGACAAATGTCATACATAAAACTGCTTCATATCAGAAGCANAAAG 

AGAGCTTGCTTTTCCTGTAGTTTCTGTAACACAGAAGCTGTNCAGCTCATTCTATGTATG 

AAATTGATATATAAATCMGACAGMTTTCCCATCCCATAAATTTTATGCCACTTTGATT 

GGGNCTTTGTTANTTGGTMGCANNCAGTTTATGTGAGAAGAATATTTTGGAGCCAATTT 

CAAATCTGCCATTAATTAATTTANTGAATTTTAAG 

Sequence 3514 

CCCT TAGCGT GGTCGCGGCCGAGGTACTCTGCTCTGGGAAGTGCAACCTTTATTTCTCCT 

TCATGTTT7TAAAGTCACCTTCTTAATTCTGGTAGAACATAACTCAAACAACTGAAAATG 

TTAGGAATGGATTTACAGTCCCTCTGGCTACTCTCTATCTGGGATGGAAAAGAAAGTGAT 

GCTGGAGATAACTTTTCCTGCCATCAAGGGACATCTATAGAGGAGAGGCAATTAATTGTA 

ATGTGCC MCT AGTTTTGATTATTCAGGGACTTGTGATGGAATTTGTGGATTATTCAAGG 

TCCCTGGTTTTCTGTTTTGGCTAATTTCACTGCTCANTGGCGCCTCCAGAGGTCAGGGAC 

AGCTATTCTCCTATGGAGTGTCCCCAGAGAGACAGTGGCAAAAGGAACCACCCCCTTTTG 

AG CAACTACTCTGTGTCAGACACAGGG AGG A 1 1 I I I I I 1 1 A 

Sequence 3515 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTAGCCCATCTCCTGTTCCACTGTTT 

AGTGAAAAGAATCCTCCATTGTCTTTTGTTCATTCTCTCCCCATCAGTGGACATGAGAGA 

AAGATCCCATAGCCCTCTTGGTCTTGGTTGGAACAGGAGGAAAATGAAMCTGGACATCC 

ATCTTAGGACT TAATC CTACGGAGACCACAAGCTGGAAGAGGCACTCAATACTAGCATGG 

CTTCTGTGGCATTTTGATGAGTAGTATGGGCTCCACACTGAAATATTAATATCTTATTGT 
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CTGATCTATTCAATATCTGTGGATGTTAACTCCACCCCATCCCCTTATTGAACAATTACG 
ATGCCTATAAATAT 
Sequence 3516 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTACTTTTAAGTGATTAAAMGATTTGATG 

AAAMGTGCAGTTCTGTGTTGACTTTAGGAMCATTTTCTCCCAGCTAATGTCCTAATAC 

TCAGCAAGCAAAATTGGAAAACAGTTTATATTGCTGTCAATATGTATAAGCCATGTCTCC 

CACCATTAC7TTTCCATATTAAATATAGAAAAAAGCAGAATCCCATGTGTCCCAGTGACT 

GTCAGAMTCTTCCCTCTTCATTAAATAAAAATTTAAATACCACAT 

Sequence 3517 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCT CATTTTA CTTMTMTGCCTGATATTTGCATGTTCTTCCTCAAATGTGTCCAAC 

TGCTTMTTTTTTCTJCMGTTCCTTTTCTTTTTCAMTACTTGGG 

AGTTGTGAAAMTCCCAGTTTAAGTCCMTATAGTCAAACACTTTTTTMGTTTCAATAC 

CTGTMGATGCMCACTTMTAGCGGTGAGTCTGTCTTTAAGATTATAGATCTCCTCTTT 

MCACCTTTATTTACTTCTTGATTMAGTMTAGTTCATTGCGCTGTATACTGTCAGCCT 

CCTCCTGMGCGCTGATGTTmTCATGGAATTGTCTGCAAA 

Sequence 3518 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAATGCTCTCCCATAGGCTCTTTTATTGAATC 

TATGAAATGATTCMTCTTTCCCAAMGGTAT7TGCCAATTATACAAAGTATTTTTAAAA 

TTCTTATGTTATTTAACTAGTAACTCMTTTCTAGGAATCTTTCCAAGGAAAATAAAATC 

AGMCTG TAAATAA AGTTTTATGGATTGGGMGTTGGAMCAACTTCACATTCAAATTAA 

TACCAATC I Nil ICTTCATGAACATTTATCAMCATTATCATTATCAAACATTATTTAT 

CMGTCATTATCMTGACTTGTTCACTGTTCTACCTGTATGTTATATGCTATAAAGTGCA 

MAGTAAAMGAAAATGTTTAAATACATATAMTCATATTTTTATTAAAAAGTCAATGAA 

GTGAAMTGTTCATAATTGAAAAAGCAGCCATATGTATGATATTACCCAATTTGTAAAAA 

GTAAT TGTATAAAAGTAAAAAAAAGTTATAGAATCTTGTGTTATAGCAATGCATTACATT 

ATTTTATCATGGTATCTAAMTMTTATATTGGAAAGATGATATTTGTGTAACAAGGTTG 

ACCAAAAATGGTTCTATCAANGCATATCTTATTTGGGTCATTGGGGAANCCCNTTCCTAN 

CTGGTTATTTCTGGA 

Sequence 3519 

CCCTTTCGA GCGGCC GCCCGGGCAGGTACATATACATATATATTTATTTATACACACACA 

CACACACMTTTTTTTCTTGGTAGCACTTAGCTATCCTCATATCCTTACAGATGAGGAAG 

TATTTGGTTATCCTTCCCTAAGTCACTTAGCTAGTAGGTGGCAGAGCTAGGGGAGAGGAA 

TATCAMTTMGTGCTTTAGGCAACTTGTTTCTCCTACACTGCAGTGCACCTTTCCCCCT 

CMACACTTAACGATCAAGAGACTGTTTTAAGATGGGTCTTATCACGCTAAAGCTNAGTC 

AMTGGGAAAAAAAAMTTGTTCCCTTTAAANATTTCTTCAAAA 

Sequence 3520 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CCAACTAC TAGCAAA CATAATTAAGGGATCATTGTATTGTCTAGGTGCGGCTTAGTAGAA 

TATGTAMGTTTTTTAGCTGTCCATTACCCTGGTATAATCTTGGAGCCATAACCCAAAAC 

TATATTCCTGGCAAGCATGTTAAGMGTGGMMTATGGGTTTTCAAATCTTGTGGAAAT 

ACTNGCCTTTCAMTCATGGGTGAGAAMAMTGCTAMTTATTTTCTTACTATGAGGAA 

GATTTCTTGCCATTTATCTATGTATACMTATTGNATCACMCAGTTAAGGTATAATATT 

TCTACTCAGMCMCAGATTACAMAMATCATATGCCCCTTTCAGTGTTCATATTGCTT 

TGTTAGGCCATCTCTCAGMTATATTGTGTAAMCCAGMGTTTTMGTTTTGTGTTTAA 

AMTGMTGCACTATGATTATACCGTMTATTTTCTTTTMT 

Sequence 3521 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAAATAAAGAAATAAACACTGTAAA 
ACCCAACCCCCAAATGCTTGAAGATCACTCCTGGGCTGAGTTGTTGGTGTTTCAGGGTTG 
GACATTTAAAGGGGAT fTCATGAAAATTAAATTTCTTGGGTTTG I MM I CAAAGTTTTA 
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AAATATATGTTTATAGATGACATGGATAAAATGAACTAAGGTAATATAAATAGTGCCTTT 
CAAAGAGCAATAAAAGAATGCCTTTGGTCCATAAAAGGAGAGATTATCAAAAAGAATAAA 
CTTGATTAGAAGAAATAAAAGTAGA7T 
Sequence 3522 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTTAT 

TGCTTT CATTG CACATGCTGTTAACTTCTTATGAACTCTTTGTTCTAATAAATAAGCATA 

TCCAGGTTTTTCATAAATAMTGAGGAGTCTATAMTTCTTACTAGTTTTAATAGAAACA 

TTGCCACTAAMTGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCATTTCCTT 

TATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTCTGAGTTGAAAAGCTTTAT 

AATAGGTAAAACTCATTAACCCATATACTT 

Sequence 3523 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAA 

Sequence 3524 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACTGCACACTTCTAGGAGTCTCTCTCACCTC 

TACCCTGTTCCTGGTGGAGGACTATGAAATCCTCAAAAGCAAAAGTGACAGTTTATTTTC 

TCTGAACAACTTCTGCATATACTTAGTTGGCTACACAGAAATCAACTGATCCTGAATTTG 

AATTACCCAGCCTTTAGAATGTGGGAGAGGCCTTCCTTCACAGTGCTGTTAAGCAGACTG 

GAGACT ATCT ACGTAAAACGCTAGCACAGTTGCTGACATGTAGCAGTCGCTCAGCCAAAT 

GGMGCTTTTATTATTACCTGTTT7TTTCAAACA7TCAAAAACCGTAAATAACTATGAAA 

TGAGAMTTGGCTATACAGTTTTATCTCAAGAAAATCTGTATATTGNTCTTAACTTCCTA 

ATATGTATA AAATCATC A7TTCGTGACATTTACTAGTATTTCTGGAGGGTAAAATGCCTA 

ATGNCTTGG I 1 1 1 1 1 1 AACCATTCTACTTAAGTGGGGACCCAACATTCAGAATGGGAATG 

GMTNMGCMGACTCTATTTNGGATCmGAAAGGNATTTAATGAAATGTTTCTATTGG 

GNAAACAATTAAGTTTCAAAAA 

Sequence 3525 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTAGAGGAGTATTTCCTGTGTAACTGAG 

CACTGTGATAAATCCACCTAATACTTTAGCTCACTTGTTCCTCATAACAATCCTATTTTA 

CAGATGAGGAAATGCACTTAGACTAGGAAACTTGCCCAAGGCTTAGGATAAATATATTTC 

ATCTTAAAAGATAGGTGTGATTCGAGCTGTCACTGGCATTATCAGACTTTTTATATCAGA 

TTTTATTGATGATAGATGACATAAATTGGGTTCTTAATATGTTAAGCATTGTTCTGTTAA 

TTAACTTATCTTCACAAGCAACATAAAGAGGGAGGTAGGATTATTACTTGTATTTTGGAG 

ATGAAAAATGCCCACATTGAGGGGTTTAGTAGCCAGGCCTCANAGGTCCTGTAGCTAGCT 

GCTAAAATACCTTGCCAGGATTTAAATCATGGAAGTCTCTTCAATGGTATGGCTCTCTGC 

TGMTTTGGTAATACAGCCCGTTATTTAAAATTAGGTTTTAACCCNNCNCATGATATGGA 

AGATTATTTAAGATTTCATTTTNCCCATT 

Sequence 3526 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCATTTTAGACATA7TCTCTATGCAGTG 

GAGATAAATCTATTAAAAGGTGCTAACAGACTCTCTTACAAGTGTAAGAGGAATCTACTG 

TTGCTATGTTAGTGTGAATGTTGAAGGTGCAATTATCACATTGT7TATTAATTGTATAAC 

AGATTATTACTAGAAA 

Sequence 3527 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAATCATATGTAGTGTCAAAACTGGAAGA 

TTCCAATGGCCTATTCCAACATTTCCCAAAATGTGTTCCACACAATACTAGTTCCAAGAG 

A TAGAC AGTGTTAGCTCCCATTGAAGAGGGGCAGGGGGAGGGATTTATTCATTCAACAAG 

TATTTTGGTTAAAAATTTGGGAAACAGTTCATACTGTATTCCATCCTGGAAAATCATAAT 

GTATATCAATATTTTAAAGGCTTAGAGAAGTCTTATAGTAAACTGTCTTAGTTTACTTTA 
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GTCMCTGMCATTTCCCACACTTTTTGATATAGGAACTGTGTGTGTGGGACACATGTAT 
GTCAMTGTTMCCCACAGGGCAMTTTTGGAAMCAGTCATCTGTTCTATGGTATTTAT 
ATACATTAACACTAAAAAAAGTGAATTAGCTCTTACATTTGTGTCACCCAATATGAGTAT 
GTTGAMCCCTAATCCAGTGTGATGATATTTTGAAAGTGGGGGNCTTGGGGAAGGT 
Sequence 3528 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTATAAATTTAATCTATAATGATGTATTAGC 

AATCATAGGGAACACCATGATGGTCAGTGTTCAGACTTGATGAAGACTGAAGCATGAGAG 

AGGGCCAGACAGATATTGTGGAGTCCGTGCAGCTTTCTACTMTTTCTATTTACCAATAA 

ATATGCCTGGGGATAATATAGGAGAATTATAGAAAGGAACAAGGAAACTAATCAAGGAGA 

MGTAGAGGGTGGTTTCCAATGAGAGAATTCATCTGCTTCTAATCTAAAAAAAAAAAGAC 

ATTGACATATTCAATTTGTAGTGTCTTATATAACAAGTTCTTNAGTAATGTAAAAG 

Sequence 3529 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I 1 M I I I I M 1 1 I I I I < II I 1 1 1 i I I IGAGACG 

GAGTCTCACTGTCGCCCAGGCTGGAGTGCANTGGCGCCATCTNGGCTNACTGCAAGCTCC 

GGGTTCACGCCATTN TCCTG CCTTAACCTCCGGAGTANCTGGGACTACAAGGCGCCGGCC 

ACCATGCCCGGCTAATTTTTCGTATTTTTTMTAGAGACGAGGGTTTTCACNTGTGTT^ 

AGCCAMGMTGGTrsrrCGATTCTCCCTGGACCTNGGTGGATCCCGCCCCACCNTTTGGTT 

CTGCCMAAMNTTGCTTTGGGGNTTTNCCAAAAANATTAANGNNCCACTCGGGGGCCCC 

AATACCCTAAAAA I I I I I I I I 

Sequence 3530 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTAAGGMGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCAGT 

AAMCTGGC7TCCTNGGAMGAGAGCAAGCTATGGGA1TAAGATACTTAATAAAATTTTA 

GGCMGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTT 

ATTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAAC 

TATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 

TGTCC 

Sequence 3531 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGACCATAGACCTTAGACGGAGGCACCTGTGAATACATTCTCTCTGG 

ACAGAG GCATA TTACCTCCTTACATTCTTGTGTCTTGGAAGATTTCTCACATTGGCAAAC ■ 

TGAGAGATnTCTTCTGGAACACAGGAAAGATTATATTAATGCTTATAGCCATACCATGT 

CTGAATATGGGAGGATGACAGACACAGAACGAGACCAGATAGACCAGGATGCCCAGATAT 

TCATGAGGACCTGTTCAGAAGCAATTCAGCAACTACGAACAGAAGCTCACAAGGAGATAC 

ATTCCCAGCAAGTGMGGAGCACAGGACCGCTGTTTTGGATTTCATTGAAGATTACTTGA 

AAAGAGTATGTAAACTTTACTCAGAACAAGAAGAGCCATTCGAGTTAAAAGAAGTGGTGG 

ATNAGAAAAGAATTATTTTAACTGGACCNGGAACCC 

Sequence 3532 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTGTGTTCCCAGATGCTATTTATCCAAGG 

TGGCTAGTAAATTGCCTTAGTGATCCAATGGGTTCCCCCCACCCCACCTTGGCCACAGTC 

TCTGCATTGCACAGCCAGCTCCCCAAGACATGTGGCCTGAGGGGTGCTATCTGCTATAGG 

GCTGAATCATGCAGCTTCACTTTATGGGGAAGAAACAGGAAGGAGACTGAATGCAGATAA 

AGAGAGCTTTGGGTTTGGGGTCAAAATGCCTGACTCCAGTCCTGCTACAGCACTTGCCTC 

ANGCAAAGTGCCTTCC 

Sequence 3533 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAATAGTCCCCTAACTCCCTGAGCTCGG 

TGAGGGCAGGCAGGGATCACTGCTAATAAGAAGTAACACAGAAGCCAAATCTTTAAGGAT 

AAACAANNAAAGGGAAAAAAAGCCGAAAAATGCATTATTGTCAAAAAGCAGTCCTACATT 

CMGGAGTCATGAGATAAMTGAAGTGCCTGGGGGAMCTTTGAGMGCTTAGTTTGAAT 

GAACAGAGGAGAATTGGGACTTCTTAAAGAGCGATAACACTGGAAATGTGTGGAAGAGTC 

CAAACCACATACTATCCAAGGACAATCCACTGTCTGACATACTCAACTTTTTAACTGTGT 
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TT ' 

Sequence 3534 

CCCTTAGCGTGGTCCGCGGCCGAGGTACGCGGGTATTTGGTATTTAAACAGAATTTCAGT 

GGAMTCTTTCAMMCTTAMCCTTTTTATACAGAAATCCATATTGAATATATAAGGCA 

ACACTTTGTTAGTTTGCTTTTTGAGTTATTATTATGTTTGTTACTTGTM 

AGCT CTTCCTGTTTTCAMCAGATGMGTTTTTMACAGATMCCCAGCATGTTTCAATT 

TTTTGTGGMTMTAGATGACTCACAGTAMGTTACAACATATTTTCTTTTAAAGTAAAA 

MCTTMGGAATMTGATACTTGCTTTGCCATTCAAGGGCCTTTTTTTATCTGTTTACT^ 

TGNGGGATCTTACACATACACCAGATACCNAGTTTTGGGTGAAATAAGGGTGGTTATAAT 

TATTTACTTATTGTCAGCAATTGCTTTGTGGCCTAT 

Sequence 3535 

CCCTTAG CGTGG TCGCGGCCGAGGTACTTGGACTTAAGAAGACCAAGACACACCAATCAT 

TATGCTAGTTTTAAACGTT ATCC CCTTTCTCTACTGTATATTCTGCCTCGAACCTATTCT 

TACAGCACCTTCAAACTTATTTTGGGTTCCCTGTGATTTGCACATTGGAAGTGGAAATAA 

TTGTGAGAGTGCTTGTMGTGTTTCGCACTGTATGAGATAGTTTTTATGCCATATGGGAA 

AM CACM TAAAAATTCA CTATT ATGAAATAAAATAGCATCATTGGTCATATAATTCACT 

TCCTTTTCCTACAAATAAATTTTATTTTCTTGTMGGAGAGAAACTMCMTAATTTG 

TAGTTAGAGMTAAAGGAMTATTTGTGAGCCTTACTGGMTTTATTCAATATACCTGAA 

MAMTTGGTCTGCCTGTCCTGGTTGCTCTCTTTTCNTTTAATATTCCAAGGAATGTGAA 

MCTTGTGGGGAAACCTNAGTGCATTAANCANCANCCAATNCTTGCTTAATGAAATGGGG 

MCAAAAGCCANACCCATTTAAAAGCTTTNAGGAANAANAAGGATTGAGGCCAATTCCAA 

TTCTNCAAACTTCACTTNCATAAATCTATCATTTTTTAAAATATTTMCMCTTCAAAAT 

CCAAACTTANAAAAAAATA 

Sequence 3536 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGGAGCAAAGGAGAGTCACAGAAAATAAAGT 

TTTAG AGGM GTCAGGAGCCAAAACATGTMTGTCTTTTAGCCCATGAAAAGAAACTTGA 

AATTTATTTT AAATGTT ATGTG AAGTTATTTG AAACTTTTG G AC AG AT AATTAATTTATG 

TTTTAAGCAAATCACCGGCTATTGTGTGGAAAATAGGGAACAGAGACTAGCAATGAAAAT 

GGAAGGCGGGGGGCTGATAGATGGAGGCATTAGAAGTAATGAGAATTGATAGAAGTTGAT 

GAGGTTGAGCCAGCAAGACTTGCTGATGAAAGAATCAG 

Sequence 3537 

CCCTTAGCGTGGTCGCGGCTCGAGGTACATAGAACTCAGTCTACTTAI I I I I GTTCTATT 

TAAGTGTTCTAACCTGTCATCACTATTAAATAGTGGAATTTGA A I I U I I I I G I I I M I A 

MCAAATTTGTAGGGGGGCAGATCTCTTTCTTGGGTTTTTCTTTCAACTTAGTAAGGCCT 

GGCATAATGAATCGCACATTATAGATGTAAAAATTACTTAACTATGAAAGCATGCAGTGG 

GGTCAMGTTCTNCAGCCATAGCGGACTTTGGAMTTTMGCCMAMGACAGTTTTNGG 

TMTTTGGCTCTCCAGTTACATGTTTTMCTCCTTGAGGGTGTATGGGTTATTTCACATT 

G 

Sequence 3538 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTMGATATATTMTTTGATCACTTGCACGTGTAGTTGMTTATTGCAAAGA 

ATTGTCCAAGTATAAGAAAATGGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTC 

ACACT GCATCATATGATATAGAGGTTGTATCTTMTTTAGCATGGTCCTACTGGATTTGC 

TrTTTATTACTAMTTACTAMTAACCTTAGAGACTAAAAACAACACAGCATTGTGAGAT 

MTTAGGGGGTATTGTCTTTAGCCTCTAGGGGTTGTGGTAAATCTGAGCATCGTCTCACT 

GGATTCTCGACTC 

Sequence 3539 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGCTTTTATTCATTTTATTATTCATCTTTAT 
TGCTTT GATTG CACATGCTGCTAACTTCTTATGMCTCTTTGTTCTAATAAATAAGCATA 
TCCAGGTTTTTCATTAAAANTAAATGGMGGAGTCTATAAMTTCTTACTAGTTTTAATA 
GAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGAAAATGTTTTCAT 
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TTCCTTTATGTTTGMTGTTCCTTCCAGGTCTTTGAAMTATACATTCTGAGTTGAAAAG 
CTTTATAATAGGTAAAACTCATTAACCCATATACTTTCCATGCTGGGCACAGCANGTGTG 
GGTAGGGTAAGAAATATAAAGATGACTCCCAANGATTTTTTG 
Sequence 3540 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCTTCACCACTCCAGGATTTAAGGCGTAAAT 

CCTCTTACCMTTAGTCATTCGTTCAACAGAACTTCATGGCTAGGAAGTCACACTTCAAG 

TTGCACTAGCACACTATTACTTTGGGGATGAAAAGTTTACATTTCCTAAAATGTGCTACA 

CAAA MCATTTCCATMGTGTTTTTCAGAGAGTCAGTTGCACTACAAGCCTGATGAAACT 

TTTTCAACCATAAAAAGACTCGAGTTCCATAAACCGTCACAAAGATGTGAACAGGAGAAA 

CTGCAGACTCTCCATCAGATATATTTATTGAATAAGCTGAATGGAA 

Sequence 3541 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAGGTTTCACATGAACCTTAGAAAACTTGG 

AAGCCACTGTGTCCCCAGATCTCACTCCCTCCTGGTAGAGCCCTGCCACAAGACAGAACA 

GATCAAGAGGCACGTGGAAGAAAATATGAGCCCTCCAGGAATTTCAGTGAAAACCAGCTG 

AGATTCGAGAGTGAGACATGGCTTTTCCAAATACAGCTGGTGTGTGTGAATTCTTACAAA 

ATTACAGGAGCAGCATTGTCACTGTGAGTGAGAGATGATGTGGTCCATTTGAGAAAAGTC 

TGTTTTCTTCCTTAAATCACATTCCAATTT 

Sequence 3542 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAMGAGATGGTAATTTAMCTTTTAAAMm 

GGAACTTGTTGAAAATAACCGTNGTCTCANAAAAAAAATTGGTGGAGGGAGGAATACATG 

TCCACTGAATGTCAATGCTATTAAATGAAATACCATTMTCAGTGTTTATCCATCATTTT 

ACAGTCAGGACTTAGAACATGCTTAGCAAAGAAGTCTTCCAAAATTTGCTGATATGCCCA 

AMGAAAGAAAGTCAGTATATTGAAGCGATATCTGCACTCTATGTTTGATGCACACTGTT 

CACMTAGCCMGATTTTGAACCAACTTACGTGTTAACTGATAAATGGATAAAGGAAATG 

TGGTCTNNNN^NNNNNTNNNNNNNNNTCCTTTTTGAAAAAGTCATGGAGGCCATGGGGT 

TGGCTTGAMCCACTTTNGGGGGGTCCGATTCCTTCCTTTTTTGNCTAAMTTTATGTAT 

ACGGTTCTTCNAATGTGTGGTAGGGGGGGGGGCATCCATATAGTCACTCCAGGTTATNGA 

NGGGTCTTNTACTTi^^ 

TNTTMTTTTACCGNTGGTAAAAAAATGAATGGNCCTCCCNATGAATNGGAGGTTCATGN 
GGGGGCCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCNTTNNCCTTNCTTTCNTTNTT 
NCCTTTNTNTTTCCTTNCCCN 
Sequence 3543 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGACTTCTTAAAAACAATCATCCCTGTGT 

TCCATTTACTAAGGAAAATTCCCTCGTCGCGCATCAGAAAGACTCAGGACGCTAAAGAGT 

ATAGCTAGCTGCTCATGTCAGAAAGGGGGGAACCAGGAAGGCTATGGTATCCCACTTAAC 

CATTAGCCAGCACATATTGTGGACAGATTTAMTTAGAAGACACTTGGTGATATCACTTA 

AGCCTATTTCTGGACTCCTGCAGGAAAACAAATGCTGGCACAAAAGAAAACTGCCAAACA 

CCAGCTGGTCTGGTAGTCAACATTTATGAGCTCTTGGCATTTCATAATGTGTCTTACATG 

TGAGAAAATCCATTGCCATTAMCTCTTTTATCCATTCGTGATCTCACTTTATAGATTAT 

GTAAGAAAACATCCCAACAAGTGGACACATGCTTAAAGTATCTAATGAGCGAATAAAATG 

AAAATT 

Sequence 3544 

CCCTTAGCGtGGTCGCGGCCGAGGTACTGAAGCATGTGAAGAAGCATCTGCCCAAAGCAC 

ATGTGAAGGAGCTTATCAGTTGGCTCGTGGGTCAGGAATTCGAATTAGAAAAAATGGAGT 

CCATATGCCAGGCTCGAGCAAAGGAGCTTGAAGACTCCTTGCAGCAGCTACTGAGACTCC 

AGGATGACCATAGAAACCTGAGGAAGTGGTTGACTAATCAAGAAGAGAAATGGAAAGGAA 

CGGAAGAACCAGGGGAGAAAACTGAGCTGTTCTGCCAAGCTTTAGCTAGAAAGAGGGAAC 

AGTTTGAATCTGTGGCCCAATTGAACAACTCTTT 

Sequence 3545 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGAAGTGTCTTCTTATGAGTTCCATTTTCCC 
ATGCCTGGTCCCCATTAMTATAGTCCTAATCTATCTGTCTTGATTAATTTCTATTGCTC 
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AGTTACATGAACCCTTTTCTCTAGCCAGACTACATAACTCACTCTGTCTGCCACATATCC 

CCTGTATTCCCATAACCAGACTTGACATGGGGGACTCAATTTGGCTGGATTGACCAGCCC 

CTTTTCTCTGAGATCTGCACTCTGTGTTCCTCATTAAACTATCAGCAGTTATGTTTCTGC 

CATATGACCCTCCTCTCGATCCATAM 

Sequence 3546 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 1 I I I I 1 1 I 1 1 A TTTGGGNGNTTT 

TGAGACAGAGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTAATGCAATCTCATCTCATT 

TCAACCACTGCTTCCCGAGTTCAAGCAATCCTCCCACCTCAGTCTCCTGAGTAGCTGGGA 

ATACCGGCAAATACCACCACACTTGGCTCATTTTTGTCTTTTTGTAGAGACAGATTTTAC 

CACATTGCTCAGGTTGGCCTTGAACTCCTGAGATCAAATAATCCAGCCTTTTGGGCCTCC 

CAAAGTGCTGAGATTACAGTCATGAGCCACTGTpCCTGGCCTGTGTGCTCAATTTTTAAT 

GAAGAGTAAATGAATGAATAATTTGCTCTTCTTTCATCAAGACTGGAAATATAAGCATTG 

TGTCAGCCAGGAAGCTAAAGAGAAACCATTCAGCTCCAAATCTTAACTACTTTGCCTATT 

CTAGCTGGCCTGTTTATGATGCCGCAGACAGTTAGCTGAAAATATCAGCT7TGTTTAANG 

GGAACACATCCCAATAAGGCAGAATGAAAAGAG 11)1111 INTTAAAAAAAA 

Sequence 3547 

CCC7TAGCGTGGTCGCGGCCGAGGTACTCCA7TCAGGAGCACACAAGGGCCTAACTTATG 

CCAAGAATAGAGAAGAGTTAGAAATGACTCTCAATAGTGTGATTTGTAGAGTCCCCCGGA 

TCCCAAGGCAAGGGTCTATGGAACCTGTTCAGGTCAGGTGTTTCTGTGGTGTTCGCTGCC 

GGTGTGCGTCAGCAGATGTGGCAGGAGGAGGTAAATAGCCACGTGCCCTTGGGGTGAGTT 

TCGGTTTCTCCAGCTTTCAAGGACTTCTAAAAAGTGAGCCTGGTTGCAGCTTCTACAATG 

CAGTAATCCTGGCCCT TCTCTG AANGTCTTTGAATCATTGCTCTTGGAATCACTTCTGGG 

TTGCTCATCACCTCAACTTTTTCACCCTTCCTTTCTTA 

Sequence 3548 

CCCTTAGCGTGGTCGCGGCCGAGGTACACGTTTACAAAAATCTTCTACGTGCCTAGTATT 

CTTGCTATCCTGTGGCCTAGAAACAAGCATAAGTGGCTAGAGAATAAGGCACAAAATGTG 

CAACGGAGAGAATCTTTGTCTTATACTAGTGTTCTTATAAATATGACCAAGAGAATCATC 

AAAACAAAATGAAACAGCCTGGGGATAACAGCAAGATGGAGGGTTCCCAGGAGCAGCACA 

GGATGGGAGATGGAAAAGGACATCAGTCAGTGCCTGTGGTCTGTCAGCTGCTTGACATGG 

GCCATC7TCATTCMCTTCCTTAACACTTGANAATTANGTATTGGCATCCCTGCTTTAGA 

TGAANAAAACCAAGGCACAACATGATTAAATTGTGCAACTGNTATNCTGCANAACCAAGA 



Sequence 3549 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAAGCAGTGGTAACAACGCAGAGTAAGG 
TAGAGGGTGCTTGAAGATCAATTTCATCTTCATMGGGATTCTCCTTGCCTTGGGCTCTG 
AGGAATGTTGGGATGCCTTAATCCCTTCAGCACAGGTCACTGTTGATTTAGAGAGTTGGG 
, TGCAGCTACCATGGCCTGAGTTGTTTTCTCAGCTGAATCAGATTCAGACAGGGCTTCTTC 
TGAGACGGTGGGATGTTCTTCTAACAGGTGTGAGGAATAATTATCTCACTGTGTCTCTCT 
GA GTTTC ACTTACCTTTCCTTAACTCTGTTATTGCCACAGGCTGTAATGCCAGAAATGAG 
GG7TTTTGGAAAGTCGCTGCATGTCTGC7TGGTTGTGAGTCTGGGCAGCTGATGAATGGG 
TTGCTGTTATGGTGTTTACTTTTCTGAATCAAGTGTTCCTTTGCAGAAGCAGGGGGCTTC 
AGCCATTATGTAAGCTTTCAAA 
Sequence 3550 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGTCAGAAAGTAGGGTCAGTTTTTTGTT 

CCTATGTGCTACTTCCAGACTATGATT7TTCCTAACTGTTCTCTGAGACTCCTAACATCA 

GGTCTGTTAAAAAACGATGACTTTAGCCGGGCATGGTGGCTCACACCTATAATCCCAACA 

CTTTGGGAGGCAGAGGCAGGCTGATCAACTGAGGTCAGGAGTTCAGGACCAGCCTGGCCA 

ACACAGTGAAACCCCATGTCTACTAAAAATACAAAAATTAGCCGGGTGTGGTGGCATGCA 

CCTGTAGTACTTTNTATTNTTTTNNC I 1 1 I 1 1 1 1 ACACAATATATGATTTTATTAATAAA 

TAGTGCAAAAGCATCANTGATAACTGTTTGAACATTAA 

Sequence 3551 



TTTTCA 



• 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAMACTGCCTCNTGGAMGAGAGCMGCTATGGGGATTAGATACTTMTAAMTTTTT 

AGGCMGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCT 

TATTCTCTACACACTCAGGCTAGAGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAA 

CTATAGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAGAA 

CTGTC 

Sequence 3552 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTAGACAGGTCAGGCCTGAGTGATTGTTTTATG 

TGCCAAAGGAAGATATAGCAAACTGACCTTTTTGCTACATTGAGATGGGGGAATACTCTG 

GCTTCCTGTCATTTCTAGGTGACTAAMCTATCTTGACACCTATGCAGACTTTCTGACTT 

AGATTTA TAGA ATGAAAGACATGMAGATGMAGATACCTTAGAAATTAACTGGCTTTAG 

CACTGCATTTTATAATGAAAATAATAAGACTATGTGAGAAGAAAAGAGGCATGTTGGCAA 

ATGGGAAGATTTATGGATATGACATCAGAACCATGGGGAAGGGTGGAGGAGGGCATAGAG 

TGATTTGGCTNCGTCCTCTAGGTGGAAGGCTCTCAAAGCACAACTTGATTGATGAGCCGG 

ACAAAAGCTTGGGAGACTATGNCACCCCGCGTACCTGNCCGGGCGGGGCGCTCGAAANGG 

CCAAATTCCAGCACACTGGGCNGGCCGTTCTAGTGGATNCGAGCTCGNACCCAACTTTGG 

GGGTAATCATGGNCATAACTTGTTTCCTNGGGGAAA 

Sequence 3553 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGACTCCCTMTTTGtTCCTACAGATTTTAA 

TTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAGAA 

AGGMGAMGGAAGGAGGGGAGCCCTGGTAGAMTTTCATTTTGTCCAGGGCAACTTGGG 

GACTTACAAAGGAAAGACCAGAGAGCANAGGCNGAGAGAGGAAATGGAGCNAGAAGTGTG 

AAAATTA MGGGG AACCCCAGAAMGAGGAAAMGTTTGAAMTTAAGTTGTACCTTTCT 

NTTGAGCTTTTTTGTTCAGAAAGTGCCCCNAAANGGGGGTTGGNGATACTTANAAAAAAG 

TTTACAAGGAGAAACNCTTMTTGMGMGGAAMTTCTTTGATGANGGTTGTTNTGTTT 

TTGAAAATNTCTTAAAAAGACAAAMTCNTTTATTACCAAATATTNTTGCCCCAAGGGGN 

G AATTT AAAACTCCTTAATTTTG AAAG G GCC I I 1 1 1 f 1 1 1 1 N I I M I I I 

Sequence 3554 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGTGATATTAGGATGTAGGACACCTACACA 

ACTTGGNAAATGNTTGTATATMGGMTTTAGGATGAGTTTGTTTATTGAGTAATAAGAT 

NACTGNGAGTACCCAGGCTACCTGTCAAAGGGTAAGGGNAAGAATTTTGGCCCCATGTGA 

A AAGT TTNGGGNGGGTGAACMGGGGNNAMGGGGCCTTGNTTAAATGGAMTTTNNGTT 

NTTTTGGGNMTTGTTTGGTTNTNGMGNTTTCCACCAA 

NGGmTTCTCAATTTAMTNCT^ 

CCAAAANTTN GNAAA GGTTTTAAAAN 1 1 I II 1 1 1 AACCNTTAAAATTC I I II I I < IGNGG 
NGNGG GGTCCTTTT NGNTAMTTTTCCCCCMTTTGNNCNCCTTMNTTTTTATNCCCCC 
CTTTCNi 1 1 i i i i i INCCCCCNTTTTAAGGTAATTNCTCCTTTANNNTNNTTATNAANAA 
ATANTTAAGNGNNCCCCNNCNNAAATTTTN 1 1 I I I I I 1 1 1 
Sequence 3555 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGAGGGGAAAAAAATTTATCTTACCTCCA 

GCMGAAGAGATTTCTAAAATATTGTGCTGAAACACAATATCCTAGGATTAGACACTTTT 

AGA TAGTT AAATATAAGAAATGCTAGGCAAGCATAATTTGTATATGTATAATACACCCTG 

AAMTTTTATTCTCMCTTCACTTCTGT7TAGATCTGAGACACTAAMATATTTCCTTTA 

GCAGAAMTTCTTCMTGATTATNAGAAMGAAMTTTGCTGGTATAGTCACAMTTTTA 

ATATTCCAAAATTAAAGAAGTGCCCTTAAAA 

Sequence 3556 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGATGCCCGAGTGGACATCTCTCATTA 
CACACCCAAGGCGAAACTTAGAAATAGCAGTGGAGGTAGGGATGGATGTATTGCCAGTCT 
TCATATTCCGAGCTATTTATTCTCTATGAGTGCTTAAAAAGGACAGTAGGMTGTGTTTT 
TAAGTGGGGCATGTGTGCTCCTGTGAGTCCAGAGAAGTTGGCAATTCTGTGTCAAAAACT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

113/599 



TGTATTTTTGCATATGTATGGCAAMGTAMGACTTGATTTCTGATTTTGAAGACACATA 

ATCTMTTGGCAACA CAAAA TTTACATTCACTATACAAGAATCANTANAAGCAATATGTA 

ATCANGTATTCTATMTTTTATTTGGATMTAMTGCCATGGAAACTTTACAATGGGGCA 

MCAMTTTG GATGG AAATAANGGTMNTGACCTGTTGCTTTATTTATTTAAAAACCTNA 

AAGCTTGTNCI I I I I ANAATGGAAACAATTTGNAAAAAAAATNAANAATNNNNAAACAAA 

AAAGGT^r^TTAAAGCNNGGNCCTNNTGGGCCANNACAATNTNTTCTAATNAAAACNNNNC 

TTA^ATTTTCCTTAAAMTATTATCCTTTNAAMGCNANNMTMTTCANC 

AAAAATNTNTTCAAAAAAATTTNTT 

Sequence 3557 

CCCTTTCG AGCG GCCCGCCCGGGCAGGTACTAAAGGTAAGTCTATGAGAATGCAAGCGGG 

TTTAT TTGGT TTTAMCAACACTTTACTCGTTACTCTGCGTGAACTCTGTGAGATGGCAC 

GATGATTTTAGGAGAGCTGATGTAAGTGAAAAGTTACACTCTCAGCATTGATTGCTTAAT 

MTMGGGAATACTAT GGAM GAGGMCATGGGTTTCCCTCAGATTTTTCAGAATTGCCT 

AAMGAGCAGCAATTGTTTTAGCGGCGTCTGTCAATTCCAAACTATTCTGAAAGAMTTT 

CTGCCCATCTTAAAAGAAAGCATCAAAATGTCATAAAAAGTTGGAAGCCCATAAGCTTGC 

ATAGCCGCTGCTGAAATTCTCTGGGGTGAGGAGCGGGAAAGGGGTTAAGATCTAATCTTG 

MCCTCTTCTAGAGTTACCTGGGGGATCTGAATCTGCACTTTCTGGGTAAATCATAGCTT 

ATTAGTGCCAGAAGTGAGGTTAGAATTCATCTGGTGAAACCACTGCTATTTTACACATTG 

GAGAACTGAATNCCANTNAAA 

Sequence 3558 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCTTTCTTCCGAGGTTTTATAAAAG 

TCAGAGAACCCAGAAGGCCCATMTTAGGTTTTTTGCACTCTGCCTTTCAGGCACGGTGT 

GTAGGAATTCCAGTTTGGATGATATTTGCACATTTTGATGTGTCTCCTGAGTTGAGTATA 

TGATACTCTTGTGGGAACTACAGGTGTGTTTTCCTCTAAGAAGGAACAGTGCTTCTGTGT 

TTGGGAAGGCCTTTCCAAGACACCATGTGCCATCATTATTACATCI I I I I I I ATGTGTGT 

CTTGGGATCTTTCC ATCAC TAATTTMTMGCATAGCTTATTATAGTGAGCAGCCATTTT 

TGGACCTGCCCTCCTTTTCAAGTTTCAI I I I I I I CTTGCCTTTTGTTGCCCTTGTCATTC 

TCTACTTGMGTTCTCAGATCCAGAMTTGGGCTTTMTTTCTTTGATTAGGNCIvr^ 

AATGCCAACACATATACACTCNAGATGACACTTAATGGGGGACTGATAATTGCCTAAAAA 

ACMTCCNGCTTTANTTGGATNGGGGGGAANAANAAAACTTNGGGAATAATTATGGTNAA 

TAAATTAACCCAATGGGGTNTATCAAAAATTTNGGAAANGAATTNCNGAATAACCTNCCT 

GTTAATTAAAAA 

Sequence 3559 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGCTCTCTCAGTGGCCAACTATTTGGTGATCT 

GCACATTTTTAGCATAGAACCTTGAAATGATACAGCTGTGCTGGTCATTACGGAATTCTC 

TTTTTGTGTGACAAGAATTGTGACAGGCTCCCAGGACCTAAACCCAGAAGGAAGCAGGAC 

CATATTGCTGCCTAGAGAAGGGGATGGAGCATATTCCAGGACACCGATGAAACAGAAGCT 

TCCATCACAGTGCTTTCTGCTACCTTATGAGACAGTTTCGCATCTCAACAGCTNTAGGAT 

ACAMGGMGCACATACATTTATACTTTATAAGGTGGCCAAGGAATCCTACTGTGAACAA 

AGAATTTCTAAGATAATAAAATCCCAC 

Sequence 3560 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATCAGATACAGAAACTGCAAAATGCTACAAA 

AAATTCATCTAATGTATAATATGGAGTGTAACATTGGAAGAGCAGAGGGGCTGTGAAGTG 

AGAGTCTCTG TTGA CTTTGTCTTTCACAGACTCAMCAAAATACCTTCGATGTGACTTTA 

CTG GCCC CTATTTTAGTCCCCTGAGCCTCMCTTTCTGTATTTCATTGGGCT7TTGATCA 

CTMTTTTACGTAMTTTCACTMTACTTACTGGAGTTTTCTTACATTTGGTTTGC 

ATGTCAGCAA 

Sequence 3561 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTTCATTTATTAAAATAATACATATTGA 
TCTCTTCTGGGTTCCAGACCTTATACTNGGCTTTGGGTAAATGTTGGAGAGTAAAAGAGA 
CATTGNCACCACCGTCATGACTGACCCTTTGATTGTGTGATTAGAAGTCTCTGTGGCAGC 
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ATGGCCCACAATGAGCAACATACGCGATGTGTTTCANTATCCAATGCCAATGGAGTGGTT 

MG TCATT TGGGGACATMTATGATGGMTGTTATTAATCATTCAAAGTAGTGTTCATTG 

ACAATTTTGATGTMTATGTTCAAGATTTAAGTGAAAAAGCTGGTTACACGTGAACTGGA 

MAMATTCTACTGGATATTATATTACTGATTTCATGGGATGNGGMTTATGMGATTTT 

CATTGNCTTCTGTGTCTGIsrTTCTGNATTTTCTATTAGAGAMTATTT^ 

NTATGCTTTAATACTAAAAAAA 

Sequence 3562 

CCCTTC GAGCG GCCGCCCGGGCAGGTACGCGGGGGTTMCMGATTTCTATGCCAMTTT 

TCAMGTTTTTATCATCCCTACCTCATTAGGCTTAGAGCAAGACTTTGGTAACAACGGAA 

ATMTTTGGAGTCATGCTCTCAGCTGAAACACAGAGTTTCCTTCCATAAGGTCTAGAAAC 

CTGTGCAGMCATGMATGTMACCCTTGAGCAGCCATMTTTTTCTCAAGTATCACACT 

TCTCAGTTTCCAGTGGGATCTTTTCAGCTTTCACGGtCTCAGCATCCTATTTATCAGTGG 

AAAGTAATCAGGGAAA 

Sequence 3563 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAAGACCCTCAAAATATGTAAAATCTTTGAC 

ACTTAGGTGTGTCAAAGATGTTGAGCTCAGCACAGAATATGCTTCCCATTCTGCTGGGCA 

CAGTTGTTGCTTCTAAGAGGCTGCTCAGCAGAAMTAAATTTCCCAGTATCCATTGCAGT 

TAGGTGAAGCCAAAAAATGGAGTTTTCGCCAAAAACATGTGAATGGAAGTGATGGGTCCA 

TAGAMCTACCCATGTMGCCTCCTCCATGTGCTCTTTCCTTTCTGGCTGGGTTGAATGG 

AAAGAAGCACAAAGCCATCATCATTTTGGGACCTCATATGATTGCATGAAGATGGACTAT 

CATACCCACCAGCTCATTCAAAGAGGATTGTTCTGTCTGCAAGATTGTGATTAAGACACA 

TGTTTGTAGATCCMTTATTACMAGTTAGCCTCACTMCTCAGTAAATTTAGATTTTAA 

AAGATAAGTTGATCTTTANCTTTA 

Sequence 3564 

CCCTTAAGCGTGGTCGCGGCCGAGGTACCATGAAACACGTCTATACAATATGGCATTGTA 

MTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAAAATTTAAAGTGTTCAT 

ATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGTC 

MGTTATGMTMGMGGCTTGTCATAACACTACTTGT1TAGCATCAAATTTCCAGTTTA 

CAACAAATTGGAAACAACCAGGACGTCTCTAGCTAGTAACCTAGAAAAATATGTAACAAG 

ATTAMMTTTAGTTAAAACTATATATTTTGTGTGTATTGGGGATATATGAATAATAGTC 

ACACTTCTGAAGAAATGGGATCCAGATGTCATAAATATGAACAACTTTCTTATTGACAAA 

GATGACTCTAACAATGTGGCATAATCACTAGCCAAGTTAACTACTTTATTCCCAGAATTA 

MCATATNCATGTATCATTAANGGATCTCCCCAGGGTMTAGTGGACCCTGCTTTTTAGT 

AAACCTCATTTAAAATTGGGAACCAGAATTTAAMTAACCTGGAGAACAANAGTGGCTNC 

CAAMANANGNGACCTTGAGMCCATGTTCANMCCTTTANTTTCCTTTNTTNTCCCCAA 

TCTGNAMTTCTTTGCTTNCNNGNGGGGGAAGGGCCGGAGTTTATTAAAAAAAGGT 

Sequence 3565 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTCTGAAAACAATATCTTTAAGAATAA 

AGGANATGAAANTGGGCATGGTGGCTTGCATCTATAGCCTCAATGACTTGGGANACTGAN 

GGAGGGAAAANTTGNTTGAAACCNAAGGAACTTGAGGCTACAGTGTGCTATTGAAGCATG 

TGTGTGAAACAGNCACTGCATTCCCTCCAGCCCAGACAACACATCAAACTGCTGTCTCAA 

AAAMATMTAATMTAAATAAGAATAANGGAGAAATTAACACATTTCCAAATATTATAA 

AACCCTAAGGTAGTTCATTACTTGATAGACAAAAAATGCTNCAGGCAAGTCCTTCAANGC 

TG AMG GG AAAG N AMTTTACTTTAAAC AAG CAATTTTTG AAAG CCCN N AAAAG G AAAAA 

AA 

Sequence 3566 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAA 

AAGGAATCATAGAAAATTAGTGCTGAGATGAACTCTGAGATAATAGAATCTAACATCCTC 

ATTTTAGAGAAMGAMCCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACAC 

AGCTAGAGCCCTTTMGCCAAATTGTTGCTCTATTATCCTACACATTTCCTCATAAATAA 

GTTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGA 
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AAAGCTCTAAGAGCCAGGAAGAGMTAAACAAAAATGAGGGGAATAAAAGAATCAAGAAA 
GMGTAMTCTTTCTTTGTTCAMGACAAGTTCCAGACAGAACTGGGAACATTTAAAGCA 
GAGAAGGNAGAAAAAAAAAAA 
Sequence 3567 

C CCTTA GCGTGGTCGCGGCCGAGGTACCACACATATACACTTCTGGTAGTTTTCTTTCTT 
CATTTTCTAACTATTTTGTGAGTATGTTAMTATT^ 

TTATCTCCCAGTGCGTAGCTATAGCMTGCTTITAGATMGTMCCTTGCACATTTTCAT 

TATTTTCAATATTTCACTGTTACATAAAATMGGGTGACCATCMGGTTGATTTTGACTT 

GAGAACCAAAAGTTCTCACTGGAGGCACCANGAAAAAAAAATGTANTATNGNCCATANNN 

NNTNATNTNATATACAATNNNATNTNCAATANATNATA 

Sequence 3568 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAAACTGAAATTGCCCTATTGGGTTAG 

AAACCTATAACTGCCCAGAAGTAGCAACGGAGCTGAAGTCAGAAAGACAATGGAAGAAAA 

TGATGGAAGTCTTAGGATGGCAACGAGGACACATTAATCATGGTAGCGCTCCAAATATAA 

AGCCTGTGGTCATAAGATGTGACCATTTGGMTCCCTTGACTTGAGTTTGTTCCCGTCAT 

CCTTCCMCCTTTCAGTTTGGAGGCAAAGGAGGTTGTATCCAGAAATAAGTATAATCTTC 

AAATGTGCCTGTGGTCAAAGCCTTAGCACCAACCACATGAGTTTAATCCAACGGCAAAAT 

TATACAGTGGAAGAGGAAGTAACGTGCGTGCCAACGTGGAGGTGAGTTTAGTTCAACATG 

AGGTCCCAGTCTCAAAAATGCTCTCATCTGAAAAGAGTTCAAACCTCTGCTTCTGGCCTG 

AGATAGCCTTGAATAACAGGTGGGAGAAGACAAATAACCAGAACTAAAAGGGTGGAAAAA 

CTA 

Sequence 3569 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTTTATGGGAATTTTCGCTTTCTGCTCC 

AAGGCTGAATCTGTCAGATGACTGACTACTCAGCAAACATTTGCTGGTACTCTCTGTGTT 

CTAGGAACTGTTCTGAGTGGTCGTGACAAAAAGATGAAAGTCAGTGATCCAGAAGAATTG 

AGCTTAGTGGCAGATCATTGTTTAGTGTTCTTAGACTCAAAGAATTGAGGATTAGAAGAA 

CCCTTTGAGGA TATTCMTTTG TCTCCTTCCTGCATAGMGGCTTTACCCAAACAATTAG 

CAG ATTGAT GGA I 11 H 1 M 1 I CTTAAACAGCTCTAGAGAACTGTGTCCTATACAGAGTG 

CATGTTTTTAG GGGTA GACAGGAATGCCAACTTGGGAATCATTCTAAATACATAACATGT 

TTATGTTMCTCTTTTCAGATCCAMNGTTGTGGACACATATATAMATTTMTTTGCTT 

CTGTTMTTCAGAGATGGAGTATAAMCTTCAGGGGAAAMTATTGTATTCACAATTTAT 

TMGGGAGAGGAATTCCTCCCTNAAAAAGGTAACCTTGGAAT 

Sequence 3570 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTCATCCCCCATTTCACCAGTCTTTTCCTGGC 

ACTTTCTCCCTCTATTCCTCACTCTAAGACTGAGTGGGGAATCAATATTTGGCTGTAAAG 

GAG TATATGG TGTCTTACCTTGTGTGCTGAAACAATGTATTTACTCAAAGTGTTATGGAT 

T TTCT TTTTTCTCTACATTATGCCMGACATAMTTCTGAGAGTGTTTATGAGGGTGCCT 

CTTTTCCCCTCTGCTTTCTTTCCMGTTAGAGACATCAMATMTMGCCTTMCCATTT 

TCCTGTTTTTAAAAGAAAT 

Sequence 3571 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTMGGMGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGTA 

AMCTGCCTCCTGGAMGAGAGCMGCTATGGGATTAGATACTTMTAAMTTTTAGGCA 

AGAGAAAGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATTC 

TCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTATA 

GCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATGAAAGTGTAAAGAACTGT 

CCATCTTAAGCTGGGAAACCTGAAAATCATGGCAAGTATAAAATCACTTTTTAGTAATAA 

GACAAGGA AATAAA ATAACATAAAAGCACATGCAMGAAAGTATTAGGAATCCACCCTAC 

GAAATGCMTTTTTAAAMTGACCACAAATATCCCAGGAATAATTATTCNGAAAGGATGC 

AATGGAAAACAAAAATTCAAAGAATCCATCAAGGGCNTTCCCCCCNAAATTAAAATGAAA 

TGAGAMTCCAGAGCCGAAAGAMTACCTTNTGTTGGCTAAAATAACACTGTTTTCCAAA 
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ATTAGGAGAATTTGAAATTAGCCAAAGCAAAGTNTTCTGTNAATATAAAATAATTTT 
Sequence 3572 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTGTTTGAAATCTTCTTCCCCCAAATGTCA 

CGTTTGGAAATAGGAGCATTTTATTTGACAAAGGTAAGAGTTGGAGATCATTAACTGCTA 

TCTTTAMTMGTTAMTTTATGGTATAGCAGAGTMCTGGACTTTTAATAAGGTTTTAG 

MGTCAAAATAAAGACACTAGTGTGAATGATGGTGGGTTTCAATTGTCTCCTGGGCATTT 

TGGTCTATTGGGTTAGGAGAGTAGGGGTCCCAGMTGTTCTGTTTCTTTTCCTCCTTTAA 

CAAATTTTATTGAACACTTACTAGT 

Sequence 3573 

CCCTTTCGAGCG GCCG CCCGGGCAGGTACCATGAAACACGTCTATACAATATGGCATTGT 

AMTTGGTGTCACTTTTGCACAGGAATATGGTAATAACGGAGCAAAATTTAAAGTGTTCA 

TATGATTTGACTCCACCATAATCTCAAAATTTCATCTAAAATATACTGGCAAAAGCATGT 

CMGTTATGAATAAGAAGGCTTGTCATAACACTACTTGTTTAGCATCAAATTTCCAGTTT 

ACAACAAATTGGAAACAACCAGGATGTCTCTAGCTAGTAACCTAGAAAAATATGTAACAG 

ATTAAAAATTTAGTTAAAACTATATATTTTGTGTG 

Sequence 3574 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTACAGCATTTTTTCCTTCTCTGTG 

CACCACTCACACAGACCCCACGAAATGCATACAATGCACACAATTTTATGGTCATAGGAG 

AATGATTCATTCTTAGAAAAAAGATTCCACTGATATCCACTCAATACTTGTGTCTCACTT 

GGCAATTGGCATACGTGACTGTTCCTCTATTTTTCCATCTACCTAATTTCAAAGGATTTC 

CAGAAGGAAAAGAAGATTTAAATGCTTCATTTCAAAATATTTCTGAGNTTTTGACAAAAG 

GTGCCAAAGACCACACATTTGGGAGAAAAATACAGTCCTTTTTAAAT 

Sequence 3575 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAATCTCTGATTTGCAAGAATGAGACATCA 

TACTCATTCTTAGAAAGTTAAAAAGCTTAGCTATCCGTCCTCAACAAGCAATAAAAGGAA 

ATTAGACTGAGAAGATGGAAAAGTGAGACAGTTAAAACTTCCAGGATCATTTATCAACTC 

CAATAACCAAGCATCATAACTTTATCTAACTTTAGCTCCACAACCTTGACGAAAAATCAC 

AGTAACACCGTAAAAG GCTAA AAAAAACTACTTAAACTTAGTGTTATTTCTCTCCCTTGT 

TAACCTGAAACTAAACATTTTATCCCACCTCAAAGATAATGTTTAAATAACAAATATGTA 

TCTAAATTAAMTTNCA GTGATT TTTTTAMTTTAAAAACCATAGGGGTGCTTTTTATAC 

TCATTATMG GMA ACATTTTTTAGCCTCTGCAGGAAGAATGATAATACTATTTTTAATT 

ATATAGGACATTTTANNAAAAACTCAAAATATTTTTGAAATAGTNAAGTCTCTGGATATC 

CCTGGGAGGNAGGTTGAATATGATTATACCCAATTGTCTAATGGGGTAATCTGGAGGCAC 

GAAGGTTAAACAATT 

Sequence 3576 

CCCTTTCGAGCGGCCG CCCGG GCAGGTACGCGGGGGGAAACCCATTGAAAGAACCGAGTC 

TGAAATAGAGTMGGTCTTTTTAACAACAAAATGACTTTGCATGGGTGTAAAGCCAACCA 

ACTAGGTCAGACTTTCTAGGAATGAACTTCAGTAGAATTTAAACTTTGTTAGAGACAATT 

CACACCTCAAGTCTCTATCCAGTGGATCAAGCTCTTTCTGGATGAAGCTNTATGTAACCT 

AGTAAATCAGAGCTTTCTTTGGGTGGGCCTGGAAGTTTGATATCAAGAATAACCAGCCTG 

TAATCCCAGCACTTTGGGAGCTGGAGGCAGGAAAATTGCTTGAGGCCAGGAGTTTGAGAC 

CMCTTAGATAACATAGCGAGACCTTGTCTCTACAAAAAATAAAACATT 

Sequence 3577 

CTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACCACCTAACAAATTGGAGG 

AMTGAAMGACGAATCAACAACATTTTGGAGAAAAAATTTATTCTACTTCTAGAATTTC 

ATTCTACMGTGCTTAGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTG 

GAACATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCATAAATT 

TATTGAAGAAAAAGAATTCCTAGCTCTACTTGATACTTCTTTTCAAAAATGTGGAGAAAT 

TTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATAAACAGTATATGATGGTGAAATC 

TGATGTTTGNATGTATAGAAAAAA 

Sequence 3578 
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CCCTTTCGAGCGGCCGTCCGGGCAGGTNCTAGAGACAATATCAGAATTCAAAAAAGGACT 

TNTTTATCATACATAAAAGATCCATAAAGAATAGTGAAATCTGAATAAAGTCTACAGTTT 

TAGTTTACAGTAACATATATATACCAATGCTGGTTTCTTAATTTTGATAAATGTAATATA 

AGGTMTTTAGGTCATATTGGTGAGTAAGACGGTATTGGGAAATACCTTAAAGTTCAGTT 

ACCTTAAGTCAGAGAACTGGCCTGCTAGGMGTGTTGGGAATTTGTCTTTGGGGCTTTGT 

CTTCCTATTATCTTTGCAACTTTGCTGTAAATCTAAAATTATCCTAAAAGAAAAAGTTAC 

TTTAACAAAACAAGATTCATAATG 

Sequence 3579 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAMCAAAAACTTTCTATTGTTTTGAAACCT 

TCMGTCCTTTACCTATTGCCCTTTTCCCACTTTGTTTTAATAATACAAAAATGTAAAAC 

ATCTCTTAGGAACGTAAATTATAGACCAGGCATGGTAACTCAGGCCTATAATCCCAGCAC 

TCTGAGAGGCCAAAGCAGGAGGATCACTTGACCTCAGGAATTTAAGACCAGGAGGAGACC 

TCTTCTCTACAAAAAGTAAAAAAGTAAAAAAAAAAAAAAAAAATTAGCCAGGCGTGGTGG 

TGCACACGTGTGGTCCCATCTACTCAGGAGGCTGAGGTGGGAGGATCACTTGGGCCCGAG 

AGGCTGCAAGGCTACAGTGAGCCATGATCATGCCACTGCACTCCAGCCTAGACAACAGAG 

CAAGACTGTGTATCTAAAAAAAGAAAAAAAATAGAAATTTATTGTTACAGTAAGGGGTGC 

TGATTATCTCACGTATGTTAATGTTCCAAAATTGATAAAAGCTGGCTTAAACCACAATCT 

TCCCTTAGGGAAAAACCACTACATTATATTAATNCAAAAATTTAA 

Sequence 3580 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGGGATTAGGATTTCATTATATTTTGTTGG 

GGGGCAGAGGA GGGT CACAGCTCAAACCACACCAATGGCTTTGTCAGATTTCCTGTTTTA 

CTTCTGTTGCAGTTTTGTCTGTTCTCTCTTTAGTAAACTATCCAAAAAAACCTCTTGATT 

TTATTGCAACTTANTGTAATACTTANGTATTCATTCCATTATCAGAATATTTTNNNTATT 

TTTGNGACCANNGNNANGGTGCANTA 

Sequence 3581 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATTTAACACAGAAAAAATATACTAGATGG 

ATGTATACAAATATGCAATCTAGAATAGTTTATGGGAGTGCATTCCACTAAATGCATGTT 

TTMTTTATCATTTATATTACAGCTAGTMGMTTTGCACATGCTGCATTCTTTTCAAAT 

CTGCCTCACTACCCTGTATCTTCTATTTTTACCAGGTCGGGTCCTAGTAGAAACAGCAAC 

TCTGGGACCAGGCCACCTAAGCCTGACCTTCAAGCAGAAAATGTCCAGTGTGAAAATTTA 

TCnTAAGTCATCAATCATATCAAGCCATATAACATTTTTATNCATTAAAATAAAAAAATA 

CATATGTTGAGATGAGCAGCTAATAGCTAGTGCTCCCTTCAA 

Sequence 3582 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCCAGGCTATTAGTATTATCTAATGAGT 

GGCTTAAAGATACCAGAAACACTGACTGAGGTCTCCACCTGCTTCTGNTGAATGAATGGG 

AGC TTCTA GCCATTGAATAAGAGGCAGTAGCCAATGTTTCTTATTCTGAATGGTCCAGGT 

TGACTnTATAAGAGAAACACTCAGCCTTTTAATTGCTGAAGGTCTGGGCCATAGACTAA 

GATTGCACATTCTTAGTCTAGGTTACACTTGAACTAGACTGCACCCACTGACGATATATT 

CAGGTTCAGGTGTTAACTCACTTGGATTAGCATCTGGCCTGCCTATCTGAATATAGGTTG 

AGACGT GTATTG GAATCTCTGACTAGGTCAGAATACGTTCTTAAGTTATATTCTCAATAC 

TGAGGAATTTTTACTTGTAGAAACTGAAGGCTCGGAAGAGGATGATAAAGAAAATGATAA 

GACTGAAGAAATGCCAAATGATTCAGTCC 

Sequence 3583 

CGGGGGCGGACCGTGTCAAATTCATGGAACGTGGCATCGTGCTCTGACAAGGANAGCAAG 
AGGTCAGGATCCACAAAACAGGCCGGATGAAATCACCATCTCCGTGCGGGGAGGTGGAGA 
GAGCATANCCCTCCCTGCCAGTCTGGCAACTCCAGCAAAGTCCTCATGCTCATCCCACAC 
ACTCGGTGCTAGTCACTGCTGNGTGTTTACATTGAGTAATGGAGCTGCCGGGGG 
Sequence 3584 

ccctttcgagcggccgcccgggcaggtacgcggggacagcgcgcggaagaaaaaccagca 

agaaggcggcgggggaagatggcggtcctggggtagagtttgcaagctttctgactaggc 

tagtcgagtaactattcgggtcatggcgtcaaactcaactaagtcttt(x;tggcagatgc 
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CGGCTATGGCNAACAGGAACTGGATGCCAACTCTGCCCTTATGGAATTGGACAAAGGCCT 

MGATCTGGCMACTTGGTGMCAGTGTGMGCAGTTGTTCGCTTTCCCAGACTTTNTCA 

GMGTATCCATTCCCTATTCTTATCAATTCTGCATTCCTAMGTTAGCTGATGTTTTCAG 

AGTTGGAAATAATTTNCTGAGGCTATGTGTTCTTAAAGTTACCCAACAAAGTGAGAAACA 

TTTNGAGAAGATTCTAAATGTGGATGAATTTGTGGAGAGAATTT 

Sequence 3585 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTGCTCCCAGGGAGGCGTCAGCGGGC 

ACCGGGCACACGACAGAGTGCTCAGCACCATCAGCCATGAGGGAGCCACAGATCCAAACC 

ACAAGACGCCACTTCACTCCCGCGGGGACGGTGTCAGTAAAAACAGGTGAGAACCAGTTT 

GGGTGAGGATGTGAAGAAATGAAGCCTGAGACTGCGGGTGGCATGGAAGCTGCTGCCGCC 

ACTTCAGAAAACAGTCTGACGGTTTTTCAAACAGTTAAGCAGAGTGAACCCAGTGCCCAC 

TTGGGGCAGGGGAAGGATGAGCATGTTCCATATGCACACAATGGACTATTACCCTGCGAG 

AAGGAACGAGCTATTGATATTGATACTCANAACGTCAGCGATGAATACTATAAACATCCT 

GCTGTCTGAATACAGCCAGATCAGAAGAAGGCCTACTGTAGAGTCCATTTGTAGAAAGTT 

CTGTAAAAACCAAATTCAGATGACAGAACTAAGAGCACTTGTATCCCCTGAATGGCGGCA 

CGGGCTGGAAA 

Sequence 3586 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGGTCACCMGTCCTATATTTTTCTCAAAT 

GTCTCTTACATTAGTTACTTTCCMGTTTTACMTCAGMAMTAGTCTAGATTTTTTTC 

ACCACCTMATATTTTCTGGCTTCCCTTTATCCTTACTTTAATTTATCCACTAAAAAGAC 

ACCAGAATTACTCCCCAAATTGGCCATTT7TCTGATTTTTAAAAGGATGGATAGTGTATT 

TTGGTGGGMGGATGAGAAGGTTAAAAMTATTATCTAAAATTAAMTGCAATATTTTGG 

AAAGAGAGATCTTTGGTTTAGA 

Sequence 3587 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I 1 1 II I I I I I I I 1 1 1 I I I I I I I AGACA 

GAGTCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGCTCAATCTCGGCTCACCGCAAACT 

CCACCTNCAGGTTCAAGCGAC TCTCC TGCCTCAGCCTCCTGAGTAGCTGGGATTACAGGT 

GCACATCACCATGCCTGGCTAATTTTGTA I 1 1 1 I AGTAGAGATGGGGTTTCTCCATGTTG 

ATCAGCCTGGTCTCGAACTCCCAACCTCAGGTGATCTGCCCACCTCGGCCTCCCAAAGTG 

CTGGG ATTAC AGGCATAAGCCACCGTGCCCAGCCCAGTMTGTTTTAATAAATACCCATT 

TAATMTT7TGTCTGACACCTAMCTCATMCAMGATATTTTAAMTGTTAGATTTTCA 

CTCACATTAGTATACATTTACAATTTAATGAAATGCAAAAACATAATGCACTACTGATCC 

TGTAAAAAATAMTTTAAAGGGTTTATTTTT 

Sequence 3588 

CCCTTAGCGTGGTCGCGGCCGANGTACAAGATAAATAGGATATTACTAGAGTTATAGCCT 

ACMTGTMTTCATTATTTAGMCCACATMCATTTATTGTGAAATTTCCAAATTCTGTA 

ATGATCMTTTATMGGTATTGTCAGTATTATTGCATTATAGTAGTTTTCAAGGCTTAAC 

TTTTATATTCCTAGAGTGCTCACTGTGTTGAATTCATTATAAAGACAATGTTCCAACATA 

TATAMGAAMAGTAGMGAGACAAGTCMCATACTGCCCTCATATTTTGGAACATTTTC 

TTGCAGTCTTAGCCTATTCCGTGCATTTACAGTTCTGTATCCTCCCTTAATACTAATTTA 

ATTAGCTACTTCCATA I Nil I AATTTAMTTTTATTTTATTTTGTMTTTTAAAAACAA 

AGTT GAAMAT AGTCTTAGGMTACTTCAAACTGGTGGGTATTATATATTTCTGGGTATA 

AGGCTTTTTTTCATAAACAAAAAGTCTGAAAGAAGATTCACAAACATGGTNAAAAAAAAA 

AAAAA 

Sequence 3589 

CGCGGCCGAGGTACGCGGGTGAAAGGATCAGAACTTAAAAAAGCTGCAGAGGTCCCANAT 

GAGGAGCTCATCAATCTTCTACTCAAGTTTGAMTTAMGAAGTGATTTTGGMTTTACT 

AAACAGCAGAMGAAGMGATCMTTCTAGTATTTMTGTTACTCAGTTAGGAACAGAGG 

CCACAATGAGAACATTTGACTTAACTGTGGTATCTTATTTAAAGAAAATCAAGCTTGGAT 

TATCATGMATTGMGGATCCMAAGGGAAGCCCCTTCACTTTGATTAGCTCTTCTGACA 

AACCTGGATTAGATCTTTTGAAAGTGGAGTATATTAANGCTGATAAGAATGGACCTAGTT 
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TTCAAACTGCTTTTGGAAAAACTGACAAACAGTTMNGNGGGCCTTTTCATC 
Sequence 3590 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTCATTTAAAGGCATAAATGTCCAATGGGGC 

CATCTTGTGATACATGCACTGTCACAGGAAAAGTTTCCAGGAAAAGTCAAGCCAGGGCTT 

CACAGAAGATCAAAAGAAAGAGACAAGGAGAAGCTAAGTGTATTAGTCAGGATTCTCTAA 

GGGACAGAACTAATAGAATATATATACACACACAAACACACACACACACACATATATATA 

CATATAAATAAAAGGGAGTTTATTA 

Sequence 3591 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAAATATAGTGAGCTCTTTCAGTTCTACAT 

TTGAGGAMCCTTACTCTCAAAGTGCCTTTTACATMTACTTCAGATTTGTCAATGAATA 

TTTCTATGCATCTAGGCATCATGACAATGGAAGTTAAAAATAATGTCCTGGAGACATTTC 

AAAACCATTAGGTATCA TCTGAA TCATCAAGATACAATTATGCTTACTATAGTGTTATCA 

TTAMCATTMCATTTACTTTTTTCAMATCAGTGATCTGTATTGATACATATTTAGTAG 

CACTCTATTAATAAGAATATGTAATTAACCACAGCACTCCACTGCTTGACCATATCAAGA 

TGTTAGAGMTTTGCTTAMGAGTTCTGTTTAGCCCCCTACTTCTAACAGCTTCCCGTCT 

CTCTACTGAGAGATAAMGAGTNATAGAMATAGAGTMTAGMACTCTTTTATATTCAT 

CAAAGCCTTAGGATCATATAAACTCTCGAACTAAAATATCTTCTGAGGGTAAATNAAAA 

Sequence 3592 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGACCCCAAAAATATCAGAACCTATAACAGT 

TTTTGTTAACTAGACATCTGGAAMCACCTCACTGMTCTTTACGTGAATATm 

AMTTATATTTTAATACCTAAGAACCCAGAACTTCCTCTTGTGAAAAAAACAAGAGAGTT 

TGTCACTGMGATTCTTCAGTTTATATTCCTTGAGGTTTGGACTTAGTTCGTTTTAGTAA 

TCATTTCTCCATGCCCATTTCCTTGTTCTTAATCACAAATCTAATCATGTA I 1 1 I I ATAA 

ATATTCAAMTTAAATATATTTATCTACTTATGTAMTACTTTTTAGTTACTGTCTACCA 

ATAGCATGTATAGGGATCTCATCMCAMCAGATTTAGAACTTTTTAGATTTGTTCCAGC 

AGCTTGTAMTTCATCTTAGACTTMTTGNTTAMTATATCAACATTCTAATCATTTTAA 

AAAGTGGACAGAAAAGATTMTTCCAAGTTTTCTTTTACTTACCAAGCTCTGCCATTCCA 

CCCCGCTGGCTTAACAATATTATCAGCTCTTTGGATCTCATTCTTGCTAAGTAAAAGCAT 

ATTTCTTCTCTAGCTGGGATAATMTCAACTTTCTAGAMGGTCATTTGGAATTCTCTTC 

TGGGTMCCCTTAGCATTACAGCAGTCTGGCCAACTTATGCTAATCAANTTTATTGAAGG 

GAGAAAGGACCAG 

Sequence 3593 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATGTTTCTATATGCCAGTAACAAACTAG 

CTAAAATAGAAATCAAGGAAGAAATTCTATTTACAATGGCTACAAAAGTGAAATGCCTAG 

GAATAAACTTAACCAAGGATGAGGAAAAAAAAAACCCAAAAGGCCTCTACAATGAAAACC 

ACAAAACACTGATAAAATAAACTGAGAAGGACACAAACAAATGGAAAGGCATCTTATGCT 

CGTGGGTTGGAGTAACTAATACTGTTAAAATGACCATACTGCCCNAAGCAATCTAAANAT 

TCAATACCTGCCCGGGCGGCCGNTCNAAAGGGCAAATTCCAACACACTGGCnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnCTCACAATTCACACAACATACNAACCCNAAACnnnnnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNCCTTTCCNCTCACTACCCNC 

TTTCCMTCCMNAAACCTNTCNTACCAACTTCATTAATAAATTCACCAACCCCCCAAAA 

AAAAG 

Sequence 3594 

CCCTTTCGA GCGGC CGCCCGGGCAGGTACCTAAAGTCAATGTAATTGAAGATATAAAATT 

GTTCTTTCCATTTTTGTCAGCMTTTTGACTGGAGTCAMTTAAAGTGTGATGGGCAAAC 

TTGGTCTGTTGCATTCTATAATTATTGCTGTCAGGATACTTTCAACTACAGATAGGATTG 

TTTCTGCATTTATCATTCTCTGTTCCTGCTTATGTATTTGTCAGTGCAGCTGTGATTCAT 

TTATTTTACAATACTGCAGCTAATCGTGTATGGGCTATTTGATTAMMCAACATTTTAA 

CAAGACCAAAATAGCCAAGGCAGGGGAAAATGTGGNTATA 

Sequence 3595 
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CCCTTAGCGTGGTCGCGGCCGAGGTACATAAAGTCAATTAGCACTATATTTGCAAACGAT 

CAGTGTTAATAMTGTTAGCTTTCTCTCTTATCACATTCTACGAAAAAGAATTAGCAAAT 

GGMCTCTTGGGGMGTGAGCTGTTTTCAGMGGAAGAGATTTGAGGAGTTTATGATAGG 

AATAATA GAATG TAAGGTGAGAAAGGTGGTTCTATTTCATAAAGGGTATTCGTTACCACT 

CAGGGTATTTTTGTGCTTTTGTT1T 

TA TTACATA CGCTTTTTCTGTT7TTCTTMGTAGNAGTAGTATAAAAGCAATGTAATAAA 

GAi i 1 1 i i iCTTCAGAAAGGACAAATAGGACAGCCATATACATAAGGCATTGGAGTAANG 

ANGAAATAGAGGAACAGGAACCCAGTATANAGAATGCCCATAAGCCAAGCAGTGGTGATA 

TAGATGMTGGCCAATMGAAGAATTGAATACATGNGGGCATTTAAGGATTTAANAAANC 

CCCTACCTTNGNNTAGCCTAATNGGATTNGCCTGATTTATTTCACCTGAAAAAATTTTAN 

TGGGGAAAAAGTTT 

Sequence 3596 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAACTGAAACTGTTAGCTTCATTACAACCT 

ACATG AAGAAAATAGAGGAATGTGAAGAATTTATCAGATGAATAGCATTTCTACACAATG 

ATTTTCCTTTACTCCCCTAATGMTCTTTMCTTCAGGAAACTTCAGACTTGAGAGAGAT 

TTGCAGAGGTCCAACAMTAAGCCTGAMTAAATGAAGCTATGAGTAAGATTTTGGAAAC 

MGTCCTAAGTAGAGACTTCCTAAACCAAAGAAAACAAAAACACCTCCTTAGTCAATTTT 

GTCTACTTTATTCTCCCAGGATATTTTTCTGCTTCTCATGTAAATTTAGTAACATTTAAG 

GAAT AAAAAGAGAGCTGCCTGGATATATTAGCAGTGTGATTGGTCATATTATTAGAGAGA 

TTTTACAATCAGTTCTACAAATGCCCCACTGAAATTGCACTGAACTCACTCTTACAACCT 

TGCTCTACTGGGCTCCAAACC 

Sequence 3597 

CCC TTTCGA GCGGCCGCCCGGGCAGGTACTCCTAAAATTCAGTTAGGGGAATTAAAATAA 

TATCTTTTTACTCAGACAGTATTCATGTGTGCACCATGTATAATTATTAAAGNGATAGTT 

CACAAATGGMGTGATNAAATAAMCACATAGCCTTTTTTCTGGG I MUM I CAATTTT 

CAGNANGGAAAAAATTGNTANCTTGNAAAAATATTTGGGTTTTGGATTAAAACAAAAATT 

GGGGGGTGGNAGNAAAANANACCTANGGGCCACCTGGGAANNANATTTTTGGTTNAAIvnT 

TTGAA 

Sequence 3598 

CC CTTTC GAGCGGCCGCCCGGGCAGGTACGANTMTTTAMTTTMGGTATTTTNCATAG 

GAATTTTACCCCTACATAAGCAATTCTACTTCATAAGATATAGCCACTGGATATATACAG 

TATATCTTCATGGAATATTGAimTCCCTGAMACTTTGGGGGAMTCCATTTTT 

AAATAGATAAAAGGGGACCCAAAGGTGCCTCATTTAAGGAAGGCTACCTTGCCTTTACTC 

TCAAAACCTTCTGGGGCGAAAT 

Sequence 3599 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTATGTTTTAATACAGTGTGCTGAACTGAGT 

A TTTCT ACCAAGTGTTGGGTTGTTCTAMTGCTACTGAAAAACACAACTACCTTATATCA 

^TTTTATGGCAAAGCTACTMCAGGTGTTTTTAGAMTATGTCAGAGATAMCTTTAACC 

AGTGTCTTCTTAGTGGMTTTTAAAMTTTGTTMGTTCATTGTAGAGAACACCATTCAT 

AGAC CAAGATGGTCCCCTATTAGCTGATATTTTCATTTATGTAAGATCCTGGACATTCTG 

TTTTGTGTTGGMCAAATTTTCMTGTTTTTMTTCTCCCTTTrCTGCCT^ 

ACTTTCAAMTMCCATTTCAATGTMTTTGTCTTGMGAAGTTTACCCAATATCTTTGT 

CATTGCMTMTGTMGTATGGTGATGGTCMTTTAATTATTGCTTATAAAATGAACTTG 

ATTGCAGTAACCATGGTATCGATGAGACTAATGCAGTGAAACTTTATTACTAATATATAT 

AGCCTTATCAAMCAAGCTMGAMCTTGCTTTMTMTTAMTMTTTAAAAMTATTT 

ATTTMGATGGGATCMGTTGTTTNAAGAAATGANGATAAATTTCAAANGGAAAATAGGG 

TTTCTTTG G CC AAA ATT AAATCTTTT AAAG AAAT AG AG ATTAG GTTTTT A ATTG G G GGTT 

AAT7TAA 

Sequence 3600 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCTGCCTTTCCCTATCTCTTCTAGAATGT 
AGGCAGAATTGCATTTTCAAAGTGAAANATGAGCAAATGGAATGGTGCCAGAGGGATTGC 
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TGCTTAAT CCAC ATACATTTTTATTTTGTAGGTCACTTGMGCTTCTTAATTGGTAATCT 

CTGCTTTGTTTTGCTTTATTATTTAATTTTTAACTATAGGAGGA 

Sequence 3601 

CCCT TAGC GTG GTCGC GGCCGAGGTAC I I I I I I I I I I I I I I I I i I I I M I I I I I I GGGAT 
GGGGTTTTGCCATTTTGCCCCAGCTGGNCTCAAACNCCCANACTCAAGCAATCCACCCAC 
CTTN GCMMTGCTAGGAmCAGGCATGAMTACTTTTTGMTTAATAAATATAGAGTG 
TTTTATNACTCATTGANMGCTTGTTTTTTGT^ 

TTCATACAGTMGACAAAAAATAAACCAAGCTTATTTAATATTGNTAGTNAAAGCCATGT 

GCTTATCTGCAAAACCAAAGCAGTTATCATGG 

Sequence 3602 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATTTCAACTGAAAAACAACAAAAAAATTCAA 

CTCTGCCAAAAGCGATTGTATCCTCCAGAGATAGTGACATTATTGT1TCAGGCTATTTGC 

CMGTTGMTGCTTTCTGTGTCATTGTTTGCAACGAAAAGAACAATATCGCCGAAATCAA 

GATTCMGGACTGGATTCCTCCCmCTCTCCAGTCMGAMGCAGTCACTTTTTGCCCG 

ACTAGAAAATATTATTGTCACAGATGTTGATCCAAAGACAGTTCATAAGAAAGCTGTGTC 

MTMTGGGAMTGMGTTTTCCGTTTTAATTTGGATTTGTATCCAGATGCTACTGAGGG 

GGATTTGTATACTGACATGTCCAAAGTGGATGGTGTGCTGTCTCTGAATGTTGGCTGTAT 

TCAGATTGTCTATCTTCATAAATTCCTTATGTCACTTCTGAACTTCCTGMTMTTTCCA 

GACAGCCAAAGAGTCTCTTGAGTGCTGCCACTGCCCAGGCTGCAGAAAGGGCTGCCACAA 

GTGTGAMGATCTTTGCCCAGAGGAGTTTTCGGGTTCCATCMTATTNGATTTGAA 

Sequence 3603 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGGTTACAAGCCAGATTAATATAAAATTT 

TTCCTGAGGGAAAAGTATCTATGAGAATTTAAAAATAAACTTAGCCCTCTTCCTCTGCAA 

AGTCCAGAGACAAATTAAACTCTTTAGTTGCCATATTATTATTGTTCTTTTTCTCTGAM 

AAAACCTAGAATAAAACTTTACTACAAAGGATATATATACAAGATAGTAATAAAATATGT 

C MTTT CTAMTTTGCTGTAGAMTATATGCMGATAGCAATAAMTATGGCMTTTCTA 

TATTTTCATATATTCT TGTTT CTGCTATATAGCCTATAAAGCAAGAGCAAAAAAACTCTC 

AGATTACTCATAMTATTTTMCTCTTCCMCTAGTMGTGACATTTTGAACTCTATGAA 

AGTTATCTTGACCAGATGAGAGMTTATTAGAMGACATTGCATTTGGGATGGNATCTGA 

TCATTTATCMGAAACTGGATTTGGTATTTTTACCCTTTTT 

Sequence 3604 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAATATAGAGACACCATTAAATTATTCAGTTT 

TCATGTCCTTTCCCCTTAACTTGGGAATTCTGGGTAAGCAGCAAAACCCTGCCTAGCCAT 

CCATGGGTAACAAGAAGTCATGCTTGGGCCAGACTATACAGCTGATGTCCAGTGTGTGAC 

TCCCTAAGTAAMCAGGTTAGGTCCCATCCATATGAGAGAAACAGTTTTTCAGAATATGG 

GGAAAGAAAAGTAATGTTATTAGAAAAATCAAATAAGGAAATCGTGGGAAAATATAAAAT 

TACTGATTTGCAATCTTGTCTTCAAATACAAGATAATCTTGGGGACAAGACTAAATATTT 

TACTCAGCATCTGAACAATACCAAGAAAAAAAATACTGCCCTACTGAAGAACACCATTTA 

TAGCTTTAA 

Sequence 3605 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACATGATTTCAAGTATGGTTTGATGCCTGG 

TCCTTCAMTGATTTCMGTATGGATTGATACCAGGTCCTTCAAATGATTTCAAGTATGG 

ATTGATACCANGTGCTTCAAATGATTTCMGTATGGATTATTGCCANAATCTTGGCCAAA 

ACAAGAAACCTGGGAAAATGGTGAATCAT 

Sequence 3606 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTAAGTGTTTTGAAAMTTTTGACTTTCGAACTTTTGCCACTTGCT^ 

CTGAAACTCAGGAATCAAAAAATACCGACAGGCACTGTTACTTTCAAAATTCTTTCTATA 

AGTTGAGAATGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGCGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAAGTGTGTTCCTG 

CTTTCAGTGGTTAGCCTTTAGCAAATCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTG 
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TATTACAGTGCTCTTGT TTTTG TAAMTTTMTTCACTCTACTGTTATTTTGTCTCCT^ 

GGTAM GTGTT ATTTMTTTTTCTTCATTTTTTMGTAATATATAACAGTCA 

^TTTGGTTTTCAGAGATGTCATCCAMGCAGATTTTACAGTTGGTTTCCTGGGTATAAA 

ATTGTCTCMCCAATTTCTCTTTTTMGTCCATTTAANATTGNTTAAATATGGGGAAAAA 

CCCGGGGTGGTACMACATGTTGTAMMTAAMTNTATTTTACTTTTTTTCTT 

Sequence 3607 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGG 

TATCTGTGMTA CAM TACACMTTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAA 

CAMGTCAMCATTTTMGTGTTTNTCTTGGTGCACTTTAAAAAAATTATTAMTTGAAG 

CTGTAGTTTA7TCTCATCATTGTCATCCTATATTAGTGGATTTTCTTTAGCTTTTGAMT 

AA 

Sequence 3608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGTCGTGTTTATTTATAATATGGGTGTG 
GGGTAAAATATCAAACCACAATGCATTATATACATCCATGTGAACCTTTCCTCTCTGCCC 
AGAGCTATTTCTGCCGTCCTTCTTAAGCCTAAATTTAAAAAGTGATCTTGTCAAACTGTG 
ATGAATT GTTA CCTGMTGGCAAAGMCTTGCTMCTGGAGGTGGCTTCAGTCTTCTTTG 
AGTATTCTTTTATGTAACAAATTGAATATACTCTTTGGACTTTN I 1 1 M I II 1 1 
Sequence 3609 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGTTGTGCTAATCATTATTAAAAAGAGACTAA 

TCTATTATGGATTTGGCMTTGGGGGTAGGAAACATGATGTTTGGGAATGAAATGATTAG 

MTA TAAAT AAATTGTCCTATTATTGTAGGMTAGTGAAAGATGTGAATAMTTTTAGCT 

TGTCTTTTTCCCAAGGGGGTCTCACGTTTTMGGCTTCAGTGTTCTTTGGTGATGGATTT 

TMGAATAGGCATATTTCAAAAATTTCAATTGMGTTAATAATGCTAGAATTATTGAAAA 

AMTTATGTGGATGTTTCTAGTTTTGGTATTTAMCATAGATGCTGGTCACTTTTCAAAG 

TGTTATAGTGGAACTAATTCAAGTGTAATAGGTGTCTTAGTTCATACTGNGTTACTATAA 

AGGATACCTGAGGCTGGGTAA 

Sequence 3610 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGAATGAGAGATGGTTCCTTGGAACA 

GAGCTCCCAGTTCAGAGACAGAGACTAAAACATAAACCTATGTTTCTAAACATATGGTCA 

AmCAGGC GAAAG MmCAGATGGCTTCTGGACTMCATTTGCTTTrTATmAACGT 

TACAAGmATTTTGATGATCAATTTCTATATATGATAGAMTATAAATT^ 

ATACATTTMGCAMTAAATAAAGAGTTMTTTAAAAAAAAAAAAAAAAAAAAAGTACCT 

CG 

Sequence 361 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATACACAAAAAAGGAGCTAAAAACCCTTCGT 

GTGGCTTTrAGATAGMTGTCACATTCTAGCCTTCATAGGGTCTAGMTTTTTTTTCAM 

AATAAAATCTGAAGGAC ATAA TCATTGTTCTCCATACTCTCAAGAAATCTGTTCAACCAC 

TCTGAmCAGGGTTGCTmCATTAGCAAMGTTAGGMGAGGAGGATTTGTGGAGT^ 

TCAGGGCTGACTTATGAGTTTCAAATAATTACCTTATAGACACTGGAGCAGGCAGTGCAN 

TGAGAGGGTATTAATAAGGCCTCGCACAAAAAGTGTGCANAAAGACAGAAAGGGAAAATA 

ACMGCANACCCCGGGCTTTCTTCCTAAATTTCCAMATCCTGATTTTCTTATTAAAAAT 

AMTGTTAAAATATTTATCTTTCCTMCCTCTACMCTMCTTTGTATTCTNAATAAAAA 

TMCTTTCMTTATAMCAAMCTATAAAAAMGTCAATTTTAAAACACCTTGGAATGAT 

TAAATTTANAAAANAAATTCCNTAACCAACAAAAAAATCTC 

Sequence 3612 

CCCTTGAGCGGCCGCCCGGGCAGGTACAGGATTTTCTACCCCCAAATCAGCAGAATGCTC 

ATCC TTCTC AAGTG CGCAT GAAACGTTCTTCAGAATAGATCATGTGTTAGGTCACAACAC 

AAGN7TTTTANAAMTTTTMNGMNNANTGGMNTCCATACCAATNTTCTTTTANACCC 

GNMGTGGGMTTGMTTCTAGGAMTCAATNANCAGNAAAAATTTGGGAAAATTTNTGC 

CAAAMATGGTGGAAAMCTTAAMCATTACMGTTTGGMCCAACCTTATTTTGGGTNA 

AAMGGGAAMTANAAGGGGGGGAMTTTtAAAAATAAATTGGCCCTTGNAAAGCCAAAA 
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TTNGAAAAAACNNAMTANTATACCTTCACCTTAAAAATTTTTTGTTGGAAGGANTGGTA 
NGCCAMMANCMNNGACTTCTTTGANGGGGGAMGGTTTTATAAGGTNAATAAAAANT 
TGCCCTTANCACNTTAGTN I I f I I CTTAA 
Sequence 3613 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAAAAAAAGATCTGTGAATATTCTCTAACA 

CCTCTCAACACAAGGGCAAGTGTCACAGATGGAAGTGAAGACTAAAGAGAGACAATAGAA 

TTCACTGATTMGGTTTAAATATCTTACTTTAGCMCTTTTTATTTGCAAAMTAGAM 

CTGATCATGTGMCACATTTGCATTAAMGATGTTTCTGCAAATTAGGGGCCCTGAAATT 

MGCTTCATCAGGTTCATGGTAAGTCTACCTCTCTCTTTATCTATAGCACTTGGCAAAG 

Sequence 3614 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTCTGATTCTCACTAGTTGAATGCAAGAACT 

TGAMGGTTCAGGTMGTGTTTTGAAAMTTTTGACTTTCCAACTTTTGC^ 

CTGAMCTCAGGMTCAAAAMTATCGACAGGCACTGTTACTTTCAAAATTCTTTCTATA 

AGTTGAGMTGGGACAGATTTGCAGAGCAAGGGAAACTTGAACAGTTACTTCTAGTGGTA 

GGAAATGAGGTGGCTAGGATATTACCCAGCTGGTGGGTGACTTGGGCAGTGTGTTCCTGC 

TTTCAGTGGTTAGCCTTTAGCAMTCTGCTTTAGAGTGAGAGTAGAGGGCAGGCTGTTGT 

ATTACAGTGCTC7TG 1 1 I I I GTAAMTTTAATTCACTCTACTGTTATTTTGTCTCCTTGG 

GTAAAGTGTTATTTAATITTTCTTCATTTTTTAGTAATATATMCAGTCAGGTGAGAG^ 

TTGGTTTTCATAGATGTCATCCAMGCAGATTTTACAGTTGTTTCCTGGNTATAAATTGG 

CTCMCAATTCTTCTTTTAGTCATTTAAAATTGGTTAATATGGGAAA 

Sequence 3615 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAMCATTGAGGGCAGATTTTGAAGTTACCCT 

TTATGCTTCTATATTTGGCATATGTGTCATATTACAAGTTTGGAAAATGAGCTTACTGAC 

AGAAGGGACCATGGAAAAAMTCACTTTCCTITATTTCAAAAGAAAATAAATCTTTTTAM 

MTTAGCCCTTAAAATTATCTCCAMCTTAGCCATTTGTCTTATGTTCACTGACAGTATG 

CTTGGGACTTGTAGGGAAGGGACACACACACAATGGTAAATAAAAACTGGCTCAAGTGCC 

TGACTTTGTAMGCACATGTTTTTMTAGATGCTAMTTTTATGCCTGGAAATGTAGGCT 

ACAATGGAAATGTGGGAAGGGCCAGGTAAACAANGATCAAATTACCGCCAAGTCCCCCAA 

AAAGACTAACACAAAGTGAACATCAGAAGGTCATCGGAAAAACCAGGAGAATGGGGTATT 

AAMCACAAGAAGACAGGAAMGCAGTGCTAATTTCTGTAAGTATGGGTATGGATATTTG 

GTGTGNCATGGTA I I I I I I I I I 1 1 1 CACAAGAAGCTTTCATATAGATTATCATGTCCTTT 

ACTGATTTAAAGGATCCTCTGGTTTTAGGATTAGAAMTAATTTCATTTTGTCCCTGTAA 

TNAATGTACCTGCCCNGGCCGGCCNGTTCNAAAGGGC 

Sequence 3616 

CCCTTAGCGTGGNCGCGGCCGAGGTACTGAGTCTTGGTTTTCTTAGGTCTGAAACAAGAA 

GATTGGATTTAGTTATCTCTMGTTCTTTTCCAGCTATAAMTCTTTGTATTTATGTAAT 

MATAMGGGCTGCTAGTTCTATGATCCTGATGTTTACTTTTTCMTGCATGTTTGATTC 

TGTTCAGAGAAAATACCTGGTAAGCCCTAATGGAAACCATCTGTTAGAAAAAGAAGGAGA 

CAGAATCGTGGAGCTCTGTTGACTTCCCTCGTCTTACCAGCAAAGAGAAGAGGTGTAGTA 

ATTCTTAAAAAGGAAGAAAGAAGAGAGATCAAAGTGGGAGAAGGAAAAATAAAAAGAAAA 

AGGACTMGCACCTTTCTTCTTTCCTCTTGAGAGACTGCNGGTGGCTCTTCCCACCTTTN 

CNGAGGACTCGTCAGCACCCTGCCTGGGGGGACCAGCACCCCCATCTTTAAATTCTTANG 

GTCTNACCCCCTTTATTTCCCAAMTCTGGAGTTCACTTACCAMGTGGGTTTTCATTCT 

TTAAAAAAATGAAATGAAANCCAAAGAAGGGGCCCCCCAGAGGGGCTTTCCAAAATAAAA 

MGGCTTAGMCCTTAMTTGGGGNGCCTTGGGTTTATGNAMTMTTTTTGGGATT 

Sequence 361 7 Q 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCAGGAGGAGTCTTCAGTAATGGCTGGGTTTG 

CGACTGATTTGGTAGTGTTTGMTTCTCTGTGCATTCCATTAAAAGGCATATTAGGATTA 

TMGTAGCTTCMCCAATACTCTGTCACCTACTTGGGGGGTTTTCCCTTTGACAGCACTA 

AGCTGAMGAATACATCTTCATCCACAAATCCAAATGTATCATGTAGTTTTGTAACCACC 

CCTGTGAAMCACGCTGCTTCTGAGGCTGGGTTTGCTGTTGACTGGACCTTGGTGTTGGA 
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TATGATACAAGTTATTTGTGCTGTTGGCTGAGGAGTAAACAGGCTAANGCTTGTAGCAGT 

GCMCAGCTGGCTGTGTTMGAGGGTTTGCTGGGGTTGCTGTAACTGTTGTAATGCANCT 

ACTGCAGCTGCGGC7TTGNTGCTGCAATGCANCAAG7TGTGTTAACTGATAGTTTGCTGG 

AATTTGTGTGGTAAAGGCCTGCTGCTGNCAATGCAATTTGGTGTGTATTAATGGTANGAA 

GATCTCCAAGGANTGATGGGTTGTTGAACANCCANTGCAACTGGCTTGTGAATCCTGCAN 

NGGCTGGAAACCTGAATAANCCCATGGGNGGATTCTTNTTGTCCTCCAAATTGAGNCNTT 

GATGCCAAAAGGNAA 

Sequence 3618 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGGGTAGGCAAATCCATAGAGACAGAAGACAG 

ACTAGAGATTGCCAGAGGGTGGGAGGAGGAATGAGTAACTGCTTAATGGGGATGGAGTTT 

CCTCTGGGATGATAAAAATGTCCTGGGACTAGATAGTGGTAATGGCTGCACAAAGTTATG 

AAGACACTTAACATCACTAATGATAAATCTGACGTTATGCATACGTCACCACAGTAAACA 

TACCCCTGCAGTGGGAATAGGTTCTGAGACCATTTAGAGGTCACACAGAAAATTAGAAGA 

TTTAAAAAGAAAAATTGATTCCCAGACAAGGGGCCTGAATAGGAACAGCTCCAGTCTGCA 

AGCTCCCMGTGAGACCMCACAMANGCAGGGTGATTTTTGCATTTTNCAACTTGCGGT 

ACGCCGGGCAAGAANCAGTTTTGGCTGGGCCCGGTGGCGGGTGTCTATGGTCGCANGGGC 

CACTCTGGCTTANGATCTGTTTTTGCATGGCTGAGGCAAMGAACTTTCTTTCTTGGTGG 

GATGGGTTGTTNGAAATGGT 

Sequence 3619 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAGCMTTTTTCTTGCCACAAACCTGAATTAA 

CCTT ACAG ATTTTTTAATAGGAGCCCTGAGATATAATTT^ 

ACCCTTTTNATAGCCTTTTCTTTTTTTAGMTAAAAATGTTTGGAA 

TTCTCCAGATTAGAMTGAAATTTGATCCTGTGGTGGCAGTTTTTCTCTCTCTCATCATT 

ACATATGTTAGAAATTCTGATAAGGAGATTGTTAGAAGCAGAGATAAAGATTATATAAAA 

GAGAGAGGAGACAGAAAAGGAGGTGAAAATGTAATCTCACAATTCCCT 

Sequence 3620 

CCCTTAGCGTGGTCGCGGCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCMTTTTGCA 

TAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAAT 

ACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAGA 

TGAGTAG7TGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAACT 

TTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACACA 

TTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTATA 

CATCAAACATCAACTTGGTTTGGTTTTTAAA 

Sequence 3621 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTTCTAAAAGAT7TCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCGCAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGAC 

CGCTGTTTTGGATTTCATTGMGATTACTTGAAMGAGTATGTAMCTTTACTCAGAACA 

GAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAGA 

CCAMTACAAAGACAAGAGAATCCCCATTTTCTGAGAAAGTTTCACAGAGTCCTTCAAAA 

GACTTTGAAGAAAACCCTGCCACTGAAGAAANGTTCCANAAAAAATT 

Sequence 3622 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTACTCTTACAGATGTCTCMTTMTTTTA 
ACCTCTATCCCTAATGGTGTTTAAATTTTGGTAAAGAAAAATTCA I III! I CTTTATTTT 
CCAAGAAATGGTAAGCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAGAACTTTCTGT 
CTCTGATGTC 
Sequence 3623 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGAGGCTGGATGAGAAGGCTGATTGTCA 
TCTGTGGTTCTGCTTCTTCCTTATGCATTTTTGACCCATTTCACAGATTTCATAATAACT 
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CAT TATGAA MTTTTATTCTTTTCAGAACCACCGATTTTTAAAACTTTAATCAAGACAGC 

TTTCi 1 1 1 1 GCAAAAGATTTCAATAATGAGGATTCCAGGTTGGCACAGGCTGA7TTGGGC 

AACTGAGAAAA GTCTT TCCGACCTTTGTCAGANAAGTAGCTTAACTGAGTTCCGTTCTTG 

TTGCCACCTTGCTTTTGAATCTCTTGGTTAATGTATGAAAGCANANGAACTGCTTTCATC 

TGAGGCACACAGTGGCAAAG7TCCCATGGCAGGAMTGTTTGTTCTTACAAATCTCATAC 

ATGGTGGTCACMGGGANACCTTCNTATTTTGTTTTGCTTGTCTGGNCTTTATCATAATT 

TGATGATTGTTTCAATGTGTTTGCCTGACAACTAACTATCTAAAAAAAAAAACTGTNATG 

CACTTGCCCTTAAAGGACCTTCTTAATCACCCCAATCTACCCTTTCAANTTTATCTCCCT 

NCNTTCCCTCTTTACAAMTCCTTTTTTTACCTTCCCCGNCCNGCCCCTTCNAAAAGGCC 
AA 

Sequence 3624 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTATATACTACTTTCAACAAAAATTAGTTA 

ATGTTTGTTTGCATTTGAGTTGGAATGTCATGTGCTTGATAGAATGAACCTTAGTCTTAG 

TTCCTTAGTCTMCCTCTGGTTTCTTAGTCTTAGTTCCTTAGTCTAACCTCTGGTTTGAG 

TCTCAGGMTATATTTACATCCAGGTTTGGTCCTTTGAAGATATCACAGACTAGTCCCTT 

TTTCACATGATGTCCTTTAAATATTTGAGTMTATCTGATATTTTAACATTTACTATGTG 

ATACATCCTGTGCTAAGCATTTTGTAACTAAAATAATGAAGATTTTTGTTATGCATTATA 

AATTGTTCTTAAGTAAGCCTTCAAATACACCACAATCTGTGCAGTTAGGTTAAATTCAAC 

AGCAGTTCATTTTTGCAGAATCTGGGAAGTGGGGCAAAACCGCCTTCAATTATCAGTNAG 

TTACCTACTTAGCTCTTGCAGGCAGGGTAATGCATTGCACTCCATTTCCAATCAATAATT 

ATGT GATG AGCATCCAGAGAATTATATAAAAAATGATTATTGAAGAAAATTATCTTGGAT 

TTGATT7TGANGGACATTNAATATGAAAAACNCAAAAGCCNTAAAAATGGATNCCAATAT 

ACTNGCTTNTGCAAAAAATCTTGAATGGAGGAAGTTCNTAAATAATATGTTTTCCTGNGG 

CCAGAAGGGGAAN7A A I 1 1 1 1 1 I IAA 

Sequence 3625 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAATCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAAACCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCXJTTTAAGCCAAATTGTTACTCTATTATCCTACACATTTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAATAGATACACCAGTCACAATGTTAAGAGAA 

AAGCTCT 

Sequence 3626 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGATCCCAGAGTCACCACCAGAACTATT 

TTAATTATTCAGGAAGGAAGAAATGTGGGATGCTCAGAAGTAAACAAAAGTCTCAATTTT 

CAAAAAGAATAAATTTAtGGCTACATTAGATATTGACCTCTGGGGGAAAAGTTATAGAAT 

GGATATCAMTAGATTTGTCTTGTATT7TAAA7T7TTTTGTAAAGTCTAAATGAAAAGAT 

TAAGAGAAATAAATGGAATACTATAAAATGGCCAGAAATATGCTATTACATATGTTTATA 

TCTATATATACAGATACATTMGAGATAMTTCCTTTTTCTTCACAMTTGTTTTATAAT 

TTTTCAAAATCTGCAAAGTGAATGGTATAGCCTAGAAGTCACTGCAGTCTGCATATTAGC 

MGGMGTCACACAGGTAGGGTTTCTTGCTACAATTTTTATTGCTTNCCTGGGTTCTTTC 

TGACAATTCAGAAAGTTAGAAGACTTTGGGMGACCCGGTTATGGGACNTACATTGAATC 

AANCCTCAAAAT NCAAAG GCCCAGTTATATTTCCACTATNTTAAAAGAAAAAAGNGGCTA 

GGTTAAMTTATATTT7TCTTTAANTTGTCCAAG7TTCAAAATGGGTAAGCCAATCAANA 

ANTTTTGGNTTCCTT 

Sequence 3627 

CCCTT AGCGT GGTCGCGGCCGAGGTACTGTCATTGGCCCAGGCCTGACTTGCCTTTCTTA 

CTGGCTTTTTNCCTMTTTTCCTTCAAMCTCAAGTTMCCTTTTCTTCTGAGACAGNTT 

TTTCTTAT^^^NNAAMAMTTTTACTTGGCTTTTNCACTTTT^r^TGGTTTTA^r^NNNNAT 

TTTMGN TATT ATTACCCACTTNCTANTITTNGAGGGTTCTTTTGGTGGCANNAAAACCTA 

TTCCTACTTTTCTTTGTATTCNrrTACCACATMCGCMGTTTCCTAATATATAGCCATTT 

GNTTTACTMGTATTTTMTTTAAAATTNCAGCCCATTTATAGGGTTTTT 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGACTCAATGACTGTGTGTAACACTG 

GTAAMTATGMTAGATAGAGTGTATCAATTTCTATTTTTTAGTCATGACAATGTAAAAT 

AGTTATGCAAGGTGTTACCATTGGGGGAAACTGGGTAAAACTATATAGGA7TTATCTGAT 

TATTTATTGCC CTACAT GTAATTCAATAACTACCTCAAAAGAGAATGTTAATAAAAGGAA 

TGMGATATTATTTTTTAGCTGATATGGAGTGAATTATAGGGATATMTGTAAATGCTAA 

AAAMGTGAGMAACAAGATGCTAMTGMMTATTTATTATATATTTGGGTGGGATAGG 

TAMGAGGTGGATGNGAGNTAAMTTGGMGCCMGGACTACTACTTTTT 

Sequence 3629 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTCTGTTGATATGTAAACAGATTTTATTTA 
TCATCTGATTAMGCCACAAATAANMTGCTMGTGAMTT7TCTAATTCATTAACATTA 
GGMGTAMCAGTTGGCCTCTGAAATAAACACCAATCTTTAGTATTGTGAAGTCCCAGTT 
TAAGGTrTCTCAGAATGTTTGTCTTTCAGTGTTMCGTTTGTTCTMTGCCCAGCTTTT^ 
TTGTATGCTTTTTCTGAAGGCTGTGAAATCCTGGTNTTACTGGGATATTGGGGCTGGAGG 
G AGGAGTGGCAAATG AG ATATCTGTATCTCAMTGCCTTTCTGGAATCCTTTTCTGTTAC 
— ATTTCCCAGMTGNGGCTGTTTTCATTTGAT^ 
TGTTMTGTCATTTATTNGACATTTCAAACTGTCTTTTTCAAAC 
Sequence 3630 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMATTTTATTCAAAGATTAAGATGTGCTGC 

TTTCCATACAGGTAATTTTGTTCAAMGTTGGCATCTMCCTCTTAGACAAGCTGAGTAG 

TAACCAAATGATGCCATGTGTTACTGTGCTTTTATTTTTAACCTCATGAACCTCTGATAT 

TTTMTTCMTATCAGATTATTTCTTTGTAGGAGATGCTTTGGGGATATGGACAGGAATT 

GTATTTATGMCTGTAAGTGGCCATTAGCCATTTCCMTTTAGTGGAATCAGAACTTGTT 

TTTATMTCACACAMTGCTCTGGGTTTAAAMCTACTTCTTTAGGAGTATGTGAGGACT 

TACAGCCMTMTGTTTGTCATTAGGCTTACCATAAAMTATCCAGGGTTTATGACTTGA 

TGCCTTCTATTTTTGCTGCAATCCTAGT 

Sequence 3631 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAACATTAGCCATGCATGGTGGCATGCGCCT 

GTAGTTCCAGCTACTCAGAAGGCTCAGGCAAGAGAATTGCTTGAACCTGGGAGGCGGAGG 

TTGCAGTGGGCTGGTATGGTGCCACTGCACTCCAGTCTGGGCAACAGAGCAAGACTCTGT 

CTCAAAAACAAAAACAAAAAAAAAAAAACACTTTCTTCTATAAAATGGCTCCCATGAGTA 

GTAAMTGACACAGTAGTTAGGTTTATGTCCAGTCACAAGCCTCTTNCCATTTCCACTGG 

GAATGCCTTACCTAATGAGTTAAGACAATGAAAAAAGTAAACCAGTTAGAATACTTACAC 

TTTCTTGATTTAAAACTCAGTAAAACTATAGTAATAAAGACAGTATGTTACTGACATAAG 

MCAGACATACAGACCMTGGAACCAMTTGAGMTTCACCAATAMTCTTTACATTTAT 

GATCCCTGATTTTCAACAAGGGTNTNMGATATTCMNTNNAAAAMTNNTNTTTTNAAC 

MAGGGGGCTGGGGAACTGGGTCTACNCMNCCNAAAGGGATNAMTTGGNCTTTTATNT 

ATNCCNCATTCCAAAATTNACTGGAAAAGGGTCANAACCCAAATNNNAAACTTAAACCTG 

TMMATTTTANGGAAAMNTCCAATNTAMTNTTNNGGGNTTGGATTAGGCMTGGTTT 

TT NANATTGN CCCCNATGCCCNCCCCANANAAAMCCNNTTTTTNACTTTCAAAANNNAA 

AN I 1 1 1 I M i 

Sequence 3632 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGGTTGGTCCCAAACTCCTGGCCTCAAGCAGT 

TCTCCCACTT CCGC CTCCCAAAGCACTGGGATTATAGGCATGACCACCACCCTCAGCCTC 

AGTTGGTATATTTTGTAAACCATGCCTGTGTAACCAACATCCAGCAATGAGAGTAAAAGG 

TGAAGTTTAG ACTGT TCTCCAGAAACAAACAATCATGAAATGAGACTTGCAAAGCAAAGA 

ATTACACAAGTTTTTGTGTGCTGTTCGTGAMGAAGGATTTTCTTTTATTGAAGAAGA^ 

GTTCTCTTTGACCAAGTTTAAGAATCTATGTAAAGAAGGTAGATAAACTGAACCAAGTAG 

GACAATGGAAGTNCCAGTTAGACTGACTGTCCTCATATCCACTTATGTAACTATAGGGGA 

GAAAGTCTATAATTAAATTTCAAAATTTTGTGGCMGATTCTAAATTCTCTGGGAGTTTG 

AAGAGAAAGATCAGTGGGAGGTGGAGTCATTGGGAAACC 
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Sequence 3633 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTmCTAAMGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAGA 

ACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTCA 

GCAACTACGAACAGAAGCTCACAAGGAGATACATTCCCAGNAAGTGAAGGAGCACAGGAC 

CG NTGTTTTGG ATTTCATT 

Sequence 3634 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGATGGAGTAGTTTCTGAAAATG 

ACAGGGTCCAAGGTGTGACCACGGGACCAAGTGGCTGAACTGGAATGAAGTTAANAAGCA 

GTAAGAAACATCCGATAATATGGTGATCAGTTCAACAGAATGACATATTCATCATGTCCC 

CAAGGAGGAGATGACTGAGATTTCAAATTCTCAAGCAGCCTCAATGCAGCCAGAGATTTA 

AGAGGGCTATGTGTCCAGAAGGAGACTCTGGGCAAACGCAGAATGGATTCAGATTACTCA 

MTTC CTGT CAGA TTTCT TAACCTGGTGGGCTATACCAAACCCAAAAAGTTTAAGCAGCC 

TCTACTTTTGCTTATTTTCTCCTMGCCCMCCTTGGCTTTCTTTTGAATCTCTATGAGC 

GGAGACATGGCTCCTTAAGAAAGGAGACACTTCAATCCTGTTATAGGCTAAACTGTGTCC 

CCCAAAAATTTATGCATTGTGGCCCTAACC 

Sequence 3635 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTT 

GGTGGCTCTGCGCTGAATTAAGGAAGAGATTTGAAAGCAAGGCTATTTCCTGGCGGCAGT 

AAMCTGCCTCCTGGAAAGAGAGCMGCTATGGGATTAGATACTTAATAAAATTTTAGGC 

MGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAACT 

GTCCATCTTAAGCTGGGAAACCTGAAAATCATGGCAGGTATAAAATCACTTTTTAGTAAT 

TAAGACAAGGAA ATAAAA TAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCC 

TACGAAAATGCAATTTTTAAAAAATGACACAATTATNCCANGAATTANTTATACNGNAAG 

GATGCNATGAAAACCAAAATTCAAAGAATCCATCAAGGGCCTTCCCCCCAAA 

Sequence 3636 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTACAGTCACACCTGACAAGCCACTCTC 

ACATTTAAAGCCTCTGGCGGCTCCCCACAGAGCANATGCCATGCAGATGCCTTTGCTTNT 

GCACTCAGGGCCCCGTGTAACGGAACTCCTGCCTGCCTCCCTAGCCTCACATTGTTGTCT 

CCTGTTTCAGCCTTTGCAGGTGCTATTCTCTCCACCCTGGGTTCCCTTCTCCTCATTGCT 

TTCAACCTATATTCCTCCTTATCCTTCAAAACTCAGCTCANGGGTGACTTCTTCTGGGAA 

GCTTTCCCTCCACCNTGCANACTGATTTATTCTGCTCCAAAAGAACTTNACGCTATACTT 

ACTGGAAATCAGNGGATACCTTATTTGTCTCTTNCCACTTGGGTTAGAGGACATGAAGAT 

CANTGAGCCACAAAAACTGTNCCCACAAATG 

Sequence 3637 

CCCTTAG CGTGG TCGCGGCCGAGGTAC 1 1 1 1 I I I I I I I I I I II I I 1 1 1 I I GGGNNCTTTC 

TTCTTTTCTTTTTATTCTTTCCCTCTCTTTCTGTCCTTCCCTATCTCTCTCTCCCAACCC 

CCTCACTGGCCGCCAGCTTTCCACCCCCCACCACATACACACCAACACACACACAGAGCT 

TAGCCTCGTTAGTTCCTCTTCTTTGCTTCTAGCCTTTTCCACTCTAGCTCTCCAAAAACA 

TCCACGTCCTTCTCCTTTTCAGGGAGAGCAGATGCCTTCTTCTTCAGAGCTTCTGGTTGC 

CAGTCTGACACTCAGTCCTAGTCACTACCCTCCACCTTACAGCCGGGTTGTNATAGCGTT 

TTCTTAACAAAGGCTGCCTTCTCCCTCTTCCAAGGAATTCTTGCACTGCTTACAAAAAAG 

ACAA 1 1 1 1 1 1 I I IC 

Sequence 3638 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGTAGAAACATAAAGGAATGCCTAGATAGGA 
GGGAGGAATTGAAATGCTGTGATTTAAAGGCAGGTCTTCTGGCTCAGAGATTGAAAATGA 
GGGTCCTAAAAGTAAACCAAAGACACTGTGGTGGGAAGACAGAAAAACAAAAAGCATTTC 
ATTTACTCTCACTGTTACCAACCAACCAGACCAGAGGAAGGAGAGAGAGATGAAGAACTA 
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AGACTCCTCCTGGAAATCTGCTGTTGCTAAGCTGTGGAATAAAACAACCACAGAAAATAA 
AAGCACCMGTGGATGGAMGGACACCCAAACACAACCACCCACATGCTTTCTTTTATAC 
TGATTCATGTTAGGGATTAAAGTATCCTAACAGCAACTTCAAAAATAGGAAGGCCACCAG 
GAGATAGTATGCTTGCTTGAAACAAGAAGAACTGATACTTTTCTGGGTGTATTATATTGA 
Sequence 3639 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACACTTAAAACTTTTGCCTATTTTTGAGTTGT 

CTGTCTCTCTATTATTGTAGAAGTTCATTATGTGTTTTGCATGCAAGTCCTTTACTGGAC 

ATATTTA1TATTMTACTTTTCCCMCTTTTACTTGCCTTTTCATTTTCTTAGGTGTCTT 

C AMGAG CACTGGTTTTTAATTTTGATAMGATTATGTCTTTTTTCTTTTATGGTTTTAA 

A CTTTT TGAGTCCTMTTTAAAAATATTTTCCACCTCAMTTTGCAAAAATGTCTTCTAC 

ATTTTT CTTCTG GAAGTTTTAAAGTTTTAACTGCTACATTTAGGTCTATGGTCTACTTTC 

AGTTMTTTTTGTGTAAGTGTGTTAGGTAAGAGTCAAAGCTGTTGTTTCTCCCACAACAT 

CCTCCAGCAGGTTTTGCAGAAATGACTCTCATTTCTCCAATTGATTGCTTTACAACTTTT 

GTTACAAATGAATTAATATAAAGGGTACCT 

Sequence 3640 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGCTTGCAAGGTAGACAGCACTGTGAGAAAA 

GGAATCATAGAAAATTAGTGCTGAGATGAACTACTGAGATAATAGAATCTAACATCCTCA 

TTTTAGAGAAAAGAAACCTGTTGTTTATAAGGAGTTGACTGATGTGCCTAGGGTCACACA 

GCTAGAGCCCTTTAAGCCAAATTGTTACTCTATTATCCTACACATTTCCTCATAAATAAG 

TTCATGGGCAGGAGGTGAGAGATGAAGAAAAT 

Sequence 3641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCATTAGAAGAGCTATTGGAGGAAGCTGC 

AGCC CTCAA CCTTTCCATCATGTTCGACTTGCCCGACCCCCACAGAACCACACATACTAT 

GA CACTT TTGTGATCCAGACATTGGAGACTGTGCTGAATGCAAGGGTGCCCCAAGCCATG 

GTCTTTTGGCTACCAGATGAAGATCGGGCTAATGTCCAACGACGGGCACCTGGAATGCGC 

CAGATATATGGACCTCAGGGAGGCAACAGAACNGAGAGGCCCAGTTTCTTAACCTCCCTA 

TCAAGATCTGCCACTATTGGATATCA 

Sequence 3642 

CCC7TTCGAGCGGCCGCCCGGGCAGGTACAAC7TCCTGACTTATGCTATTTCAGTGTTTG 

CTTAGA GATGAAATATGCATTTATCTAATTCAAGCATAAATCTGCCTTACCAATTCATGC 

ATTTTTATTTCTGTAGCTCTTTGTGATGTATAGAGTTAGGCAGCCAAAGGACACAGGGAA 

ATGGGAGCTGGGAGCTGGGAAGGGACGGGGCATATTGAGAGATCCTAGAGAGCCCATGCT 

CAGATGCCTTCAGGTAAAATCGGGCCAGTGAAAGCTGGGGCCTGGAGGGAAGTTACTGGA 

GGTTCTGGTTCGTCTTTTGTTTCTTATATTTAGAMGCCTAAGTCAGAGGTTTGTGGTTT 

NGTTGNGACTGTGGTTN I I I I IA AAC 

Sequence 3643 

GGCAGGTACAACTCAGGCTCCGAAATATCCTGCTTGTTTGI 1 1 I 1 1 1 I CTACCATGGTAT 

ACATCTCTACATATTCTACCTGGTGTAGGAAATTGTCTGAAAACATCTTTAGAAGCAGCA 

AAAAAAAAAAAAAAAAAAAAGGAGTGCCCACAGCACATTTATATTTGAGAGCACTGACAT 

CTGCTTTATCACCCTTGTCAGTCCCAAATCCAGCAAGGGTTGAATCTAAAAACTGTCAGT 

TTGGCTGACAGTAGGTGTGAGTGACAAGCACATGCAGCTGAAAGTGGGCATGTAAT7TTA 

CAGTTTACTTATTGTGTGGGTAATGTTGATMTATTTCTGTAGCTCATTTCATTCTTAAC 

AC TCAG AGTCCTTTTGTATAAAAACGTTMGTTTATTTTATAGATTAAAGCCAACATCTT 

GATTTTGGTCTANGAAAACCTAAGAAATAAACTGGAGTNGATTTAAACAGANAGAGAGAA 

GAGTTATTCTGTGCAATCATACAAAGTTAAGTGATTGCATTTCATTTCTAAAATGGCCAC 

CTMCTGTGGGTTCCATGCTGCCATGGGGCTTGCMNTTTGATGCAACACTTTTATACCT 

TG CATATAAATTAAGCCTAAG CC AATAAATTAATTATCTTTCTTAAAAN NG A AAG GGTTT 

GGTGGGGG I I I I I IGGA 

Sequence 3644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATCCTCATTAATTGCAGATGTCTGTATCAGA 
MTGCCMCTMATCTTTAGCATCAGACATGTTGAGMMATTTACAAAATTATTTTCAT 
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GAAAATTTTGTGATTTTTCAAGTATCAACGCACCCATATACAGAATGGCCTTCACAAAAA 

CAAAAAAAACAAAAAAAAAACAAAGAAAAACAAAGTCAAAACAATGAATAAAATTTTCAT 

TTCCT7TGAAAGTGCTAATCACCTTCAAACCACAGGATTAAGATTGATACTTGAGCTATC 

TTGGATTTCTAGGATGGAMTATTGGGGTTTTAAAATCAAGACATCTCTTCAGGTGTAGG 

TATATGTGTATGGATMTATTGCTTTTMCTTCCACTAACCTATTTCAGACAGTTCACAA 

AACAGGTTTTTA 

Sequence 3645 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGCCAGGGATAATCA7TGATGAGATTATC 

AG G G GTCTTC ATTCCC ATCTG G GTGGTG G AAG ATC AAG CTC AA AATCCC ATCTT AG G ATC 

TGCTTTCTTGAACCACTCCTGGCACCCAACTCTGACAGGTTGCATTCCCCAGGGAAAATT 

TCTGAMTGATATCAGTATACAGGTATTTCTTAAGAAGTATTCATGAGATCAACACCACA 

GATGCAGGGAGAAGGAAGCTGGGTCCATCACTGGATCCTGCTGACCCCATGGGGAACCCA 

GACGCTGGAATGGCCCTGTAGATTGTCACCACTTGGGGCAAGGG 

Sequence 3646 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTACATTTTCATTATGATTTTCTCATAGTTT 

TTCCTTGGAMTTTCCATGTATTCCTTAAGGATGTGTTTGTCACATATGGGAGATTTGGA 

TCTTGCTTTCMCTTAGGGGMTGATAATTTTCCATTAAATATCCATCCCATATACTAAG 

GCAAGGTGAAAAGCTGAATGGAAGATGAAATGGCAAATGTTAGCCTANGCAAAGTGCTGG 

GATTACAGGCGTGAGCCACCGCGCCCAGCCCATCAGTTCCTTTAGAGCATATTTGTGCAN 

CAGTTGTGAAATCTCCCTAACGGTATTCGGGATTCAGACTAAAATTtCCC 

Sequence 3647 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I II I I I I I I 1 1 1 I I I I I I I I II I I I II I I 

I I I I 1 1 1 II I I I I I I 1 1 I I M I 1 1 I I NANNTANANGCTCAATCACCCAGGCTGGAANACA 

GTANTGNGATCTTANCTNACCGCMCCTNCACCTTCCAGGTTNMGNGATTTTNCTGCCT 

NANCCTCCCGGGTAGNTGGGANTANAGGGGCCTGCCACCANACCCGGGNGATTTTTGTAT 

TTTTAGNAAAAACNGGGTTTNNCCATGTTGNTCMGNTNGGTCTTAAACTNCCGACCTCA 

ANNGACTTGCTNACCTrTGGCCTCCCAAAAGGCTGGGATTANAGGGGNGAACCACTGNAC 

CCAGCCT GGCAA TNAATTTTMGCCNCCTNTTTTCCANGTTTTAANCCTTAAAAAATCCC 

NAATTGNAI I I I I AAAAAATTTTNTGNNANTCTTN 1 1 1 I I GGGGGG 1 1 1 1 I I I INNCTTA 

NTGGGGNCCTTAANAGNMTTTTTAAAAAANATTTATNAMTCNANTNTTGGGANAGTNA 

NNTANTAAMTGGGGTTTTTAAANTTNTTNGNGGGNNNCNAAGNGGGAAAAAAANAAAAT 

TTNCCTTAMNANACNNGGTTAATTGTNCTTNNNTNTTTNCTNATTNNANCCGGGGGGGG 

GGNI 1 1 I I INGGGG 

Sequence 3648 

ccctttcgagcggccgcccgggcaggtaccaggcttgctgtaaaaattagatgatttaag 

gtagtttgttaaaca i i i i 1 1 attgcattamcttttangaaattttaagaataactgtg 

agagattcaatagatacataggtaaaggacacaagcatgttatctacaatagaggaacta 

caaatgtctagcacatagttgaaaaaaacatttggcccccacaattatgccagctatgta 

gtatttctatctcaagctcaggccactcccccaagctccagattcaaatgtccaatcgct 

catgtgagatcacttagaagtctactggcatctcmttcaacatgtncaaaaacagaatc 

tttgatcactctcctttttcccacatacctggtctcctacctcmttnmttgca™ 

ttgttcatcagggcaaaataaacaggaatcatgcttacttt 

Sequence 3649 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTAAAAGGAGAATACTGTAATTGCAACATA 

AAATTTCAAGCCTCTAAGCTACCACCAGAAAAAAATGCAGACTAGCAGGAAACAGAACTT 

TCCTTATGTTGTTTGTTTTGTATTTTTMTCTGACTCATGTMGAMGGTTTTGCAAM 

TTAGGTGGCTTTATMTCACMTAATACMAAGAAAGTGACCCTCGAAATGGGTTTTACC 

ACTAATTTTCGATTCTTGAAGATCACTTCGAAACATTACCAGCCCMACATTTTTACTGC 

TCCTCAGAATACATAACACCTG 

Sequence 3650 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGCACCATTCAATTAAACAACTTCAGCTTTC 
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TCCAAGACTTCTGGAAGTGACAAACACAATCAGGGTTGAAAACCTGCCGCCCGGTGCTGA 

TGACTACAGTTTAAAACTTTTCTTTGAAAATCCCTATAATGGAGGGGGAAGAGTTGCCAA 

TGTTGAATATTTTCCTGAAGAGAGTTCAGCTCTGATTGMT^ 

AGACACCATCATGGCCACAAAACTCGACTTCAATAAAATGCCACTTTCTGTGTTCCCATA 

CTATGCCTCATTGGGCACAAGCCTTGTATGGAAAGGAGAAGCCTNTGATCAAGCTTCCAG 

C 

Sequence 3651 

TGGATATCTGCAGAATTCGCCCTTNCNAGCGGCCGGNCGGGCGGGCNCCAGTCAATGTGA 

TGAGTTGAGAAAGTGAAATAAGATTACAAATATGGGAATAAAATTATCAACCTACCCAGA 

ACTAT ACCC AACTG AAAAAG G CG AAAG AAATT AAC AAC AG C AAAACCTTTAG AAT AATTC 

AGTAACTGGCTAGTTACAAAATCAATAACCAATCG CCAAGTTAAACTATTATACAACTAC 

ACA CTACTCTC TTATGCAGAGGTAAGAATGAGGTAGATTGATGTGTACCTTCCCNCNNNN 

AMNTTTTTTTCTCTCGCTCCATTTCACACATACTMGTTCCTTCTGTMTCGCTTATTT 

TCTTCTATCAGCTTGCCTTCATCCCTNTNAAACTCTTCTACAATCATCTNATTTGGTTGA 

TTNGGGT 

Sequence 3652 

CCCT7TCGAGCGGCCGCCCGGGCAGGTACATGCTGCCAGCTTGTCACTCAGCGTTCTAAA 

TTCAGCCTCACTTGGAACTCTATTACACATGCAGGCCATCAAAAATCAGAGCAGGCCGGA 

CGGAGATGMNAGTTTNGAGANNAAAAAAAANGGAAANTCTGNGGGAGGGTAATTGCCTA 

AMCTTCTCTTGGNGCTTTCACTTTTGTCTTTATGGTGTGTGGGAGGATCAGCCAGGTGT 

AAMGATGACAGACAGAAGGGACACTATGAMCTGTMTGGGCCTAGTGCTCAAGTTTTT 

AAAACAGTCCACATAAGCTCTGTTATGGTTAGAATACAAATGCCACC I M i ll I AGCATT 

AACATAATTATATTCTAAC 

Sequence 3653 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAATAAAAATCTGGGAGAAACCCATATACCTT 

AGAGTGATCTAAATTGAAATACTAAGATTCTAGAAAGAGGAGAACCCATCAGGACTTGAT 

AACGATGTCAGTGAGAGAGCAGAGAGGAACATTCCTGACAGACCTCTCAATTAGAACACT 

MGTTMCATCAATACTACTTACCCTTCTTTCTAGCCATACCTCCTGCCTTTTCCATTTT 

TTCCCTAAAATTCTTGCTGTCTTACAATATGTCACATGCTTCCACACACAAGGATTTGCA 

CATGGCATTCCTTCTGCCTGGAATATTCTTCCTCCAACTCTCTCCACCCATCTTGAATGC 

CCCTGTGACTGTTCTAGTCCCCAGGTGCCATGTCTAATTCATATCTGGTGAGCACATAGC 

AGGTGATAATAATGAAGTAGAGATTAATAGGTAAACAGGAAATTACAATGTAGGGATTCA 

AGGA 

Sequence 3654 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCT 

TGGCGGCTCTGCGCTGAATTAAGGMGAGATTTGAAAGCAAGGCTATTTCCCTGGCGGCA 

GTAAAACTGCCTCCTGGAMGAGAGCAAGCTATGGGATTAGATACTTAATAAAATTTTAG 

GCMGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTA 

TTCTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACT 

ATAGCTTGATGTGAAAAAGTAGAGACAAAATTTGCCCATGCTACATCAAAGTGTAAGAAC 

TGCCATCTTMGCTGGGAMCCTGAAAATCATGGCMGTATAMATCACTTTTTAGTAAT 

AAGACAAGGA AATAAA ATAACATAAAAGCACATGCAAAGAAAGTATTAGGAATCCATCCT 

ACGAMTGCMTTTTTAAAAATGACACAATATCCCAGGAATAATTATACAGAAAGATGCA 

ATGAAAACAAAAATTCAAAGAATCCATCAAGGACATACACACAAAATTAAAATG 

Sequence 3655 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTCAAATGATTTCAAGTATGGATTGATACCAG 

GTGCTTCAMTGATTTCAAGTATGGATTATTGCCAGAATCTTGGCCAAAACAAGAAACCT 

GGGAAAATGGTGAATCATCTCTAATCATGAACAAGTTAAAATGCCCTCATTGTAGCTATG 

TAGCCAAATACAGACGAACACTAAAAAGGCACTTGCTCATTCACACAGGAGTGAGATCAT 

TTAGCTGTGATATTTGTGGAAAACTGTTTGCTCGAAGAGAACATGTAAAAAGACATTCCC 

TGGTGCATAAAAAGGATAAAAAATTCCAAATGTATGGTGTGTAAGAAGATCTTCATGTTA 
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GCAGCCCAGTGTTGGAAATAAGACATGGATCTCGACCGTTATGGNGGTTTGGGTAAGACT 

GTCANATAAAATCACAGCCAGGAGGGC 

Sequence 3656 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTA 

CGCGGGTGAAGATATGTTACAAATGGATATACAAMTATTTCAAGCCAGGAGTCCTTTCA 

ACATGTTCTCACAACTGGGCTTCAGGCAAAGATTCAAGAAGCTAAAGAGAAAGTCCAGAT 

CMTGTGGTAAAACTCATTGCAGCGTTGMGAACTTAACTGACGTTTCACCAGATTTGGA 

CATCAGGCTGAAGATGGAAGAATCCCAGAAGGAACTTGAATCATATATGATGAGGGCTCA 

GCAGTTACTGGGGCAAAGAGAGAGCCCCGGTGAACTCATTTCAAAACACAAGGAAGCACT 

AATAATTTCTAATACAAAAAGTCTGGCCAAGTATTTGAAAGCTGTTGAAGAACTAAAAAA 

TAATGTAACTGAGGACATAAAGATGTCTTTAGAAGAAAAGAGTAGAGATGTCTGTGCCAA 

ATGGGAGTCTCTTCATCATGMCTGTCTTTATATGTTCAACAACTAAAAATAGATATTGA 

AAAAGGAAAGCTTAGTGACAATATTTT 

Sequence 3657 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTAMTATATTCTACTTCCATCTTTTCAAG 

CTCGGTGCCTGCCTACCACAATAAAAAGTTACAGCTCAAACTAATTTAAGTTGTTAAGAG 

ACAGTGTATTAACAATGATTGGCTACACTGGGTGGGTTGTCTCTGCTGTTCCTTTTCCCA 

CAGNCCCTCAGTATTTATCCCAGGGAGAGMATCACATTTTACCTATAGTAAGACTGTAT 

TTCTC TCACTCTGT AATCCTCTCTCTGTCAGAAAAATGAGCAAAGGTAAAAGATGAGGCT 

GACCCTTTTGTTTTGATGCMGAATGCTTTGMCATTGACTTAAAATCAGACAAAGTGAA 

GAGTGCTACGATTGTGGTTTCACTAGATATMGGTTATCTTATTTMGTAGCCTTTTTAA 

TGAAATGATTAGAAATACAACTTTAAATGTTTAATTC I I I I I I CCTTCCTTTCTAGGATA 

TAGCATTTCAACANAAATGAAGGATATTATGACATACTAAAAGAA 

Sequence 3658 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTGTGAGCCCAGTATACAAAAGATAAGCTCCA 

GACCCCTCANGATACTGTAAAGTTCACAAATACAATGATGAAAACATCTAGATTGCTTCA 

TGACCCCCTCACACCCCCAAAGCAGGAAGCAAACAGCCCGACTGAGATAACAAAGAATAC 

TCCGCATCAAGATGGGACCAAATACTCTAATAAACCCACACCCAGTTAGCCTCAGGGAAT 

TTTAMTTTITGATCTGAAAMGACAAGGATCTCAACCCTGAGTTCCCCTTTTCCTTCAT 

TATAGG AAACAA ATATTTCATAGATATGCCTGCTATGTATATAGGGAATACAACACAGAA 

AATAAACTTTTTGCTACATGCTTACCTTAATGAGAACCACATTCATGCACCAATTAATCA 

MATACCMTGGGATTTGCTTTGGATGTTATGGGGTCCTTATTAGCAAGGGTACAGGTAA 

CCAAGAAG 

Sequence 3659 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGTGTTCCTGTCAGGAAAACCTGCAACAG 

CAAGACCATTCTGCCAAAGTCCAGAGACTCTTAATATATTAGCCAGCGTTCATTAACAGT 

AAGTGACAGAAACCCTAATCAGCCCAAGCAACAAAGGAGAATGTCTTGCTCACAGACCTA 

AAAATTCCAGAATAGTAGAATTGGCCTCAGGGATGGTGGGATCCTGGTGCTCAGATGGTC 

TCTCGGGMGCTGTTTCATCACTTAGCTTTACACTTCTCTAGCCCAGTGGTTCTCAMCT 

TGGA 

Sequence 3660 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTGAGCAGAAATTCTGAGCCTATATG 

TGTGAGGGGGGATCTTTGATTMTTAAAACATCTTCCTCACAGTATGCAGGAACATGGTA 

AMGAAAGCATTTACTACTTTTGTAMCATTrTGGATTGAAGAGAACTTTTCC^ 

TGAAAATCACTTTCAACTCCTGGGATCAGAGAAATAGCAGTGAATACACCGAAGTCTGGC 

CTAAGAGGGTCAGATCTAACCACAGGGCCAGATTATAGAGAAAAATGAAAGCTCAAGAAG 

AAACCCCATAATATCTGCAGCTGCCTCAAAAAGGTGGTTAATTTCCACCCCCACCTACAC 

TCCTGMGGTCCTTTCCTAGTTGCTTTGAMCTAATGGGCTAMATTAGATTTTGGGTGG 

CATTCTTGTGGAGAATAAATCTCTCAAGTCTTTACATCTCTTCCAACATCTCTGCCTCCT 

TCTTTCTGCTTATTTATAAAGCATACTGCTTATTGTCCATTAAAAC 

Sequence 3661 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAACATACAACAGCTTCGCAATAGCCAGTGT 

TGGAGGCTCCAAGAACGAGGGTCCTGTGGCTATGTGGAGAGTAGCAGCAGAGCCAGGACT 

GCCACTCAGAGCTAGTTCACCCTTGCTGCCGCCATTCGAACCCAGAGCTCCTGGCCCAAA 

CAGTCTGGAATGTTCTGGACTTTN 

Sequence 3662 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAGCAATTTTTCTTGCCACAAACCTGAATTAA 

CCTT ACAG ATTTTT TMTA GGAGCCCTGAGATATAATTTTACTTTTTGGAGAATATAC^ 

ACCCTTTTMTAGCTTTTCTTTTTTAGAATAAAMTGTTTGGAAAACTAG 

CTCCAGATTAGAAATGAMTTTGATCCTGTGGTGGCAGTTTTTCTCCCTCTCATCATTAC 

ATATGTTAGAAATTCTGATAAGGAGATTGTTAGMGCAGAGATAAAGATTATATAAAAGA 

GAGAGGAGACAGAAAAGGAGGTGAAATGTAATCTCACAATTCCCTGCACCACTTATTTAT 

TTCCTAAAATCTTGTCTCACACAAAAGACATCAGAGACAGAAAGTTTTCTCTGTCCACAT 

CTCCCATAGGGGCAAAGGTAGCTTACCATTTCTTGGAAMTAMGAAAAAATGMTTTTT 

CTTTACCAAAATTTAAACACCATTAGGGGATAGAGGTTAAAAATTA 

Sequence 3663 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGACAACAGCTGAATCTGAGGAGGTCTTTG 

TTCACTCAAAAAATTAGTTMTACMGGGGTTGTTGTCAGAGATTTTAGGGGCTAAAACT 

GTCTATTCCCCTTTGAAATTTNTAGAAMTGGACTTTTCTGGGGGAGCTTGTATTTAAAA 

ACCAGNAACCAAACCACTNGGAAACCAGTGCTTGTTAAATNGGAAAGAAAGAAATTTGAG 

AAAGTGATATAAAATAAAAANATAGGATGAATTAATAAGATATGATTTAAAATACCAAGT 

TGGAAAGGGGGGAAAAACAANAGCCAGGGGAATCTTCAGGGAAAATCAAGGACATTATAT 

TTTAGTTTTACAC 

Sequence 3664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTTCACATTTMGTCTCTCAAGCCTCTTT 

GGCATTATTCAGTTATGGTCAAATAAATAACCTAATATCGAAAAGGACAAGTCACCTGTC 

ATTGACTCAATATATGTCATAGAGTGATATGAAATTGTGAAATCAGAAAAAATCTCTGTG 

CAAAGACCTGGCCTACCACCTACAGTCTGGGTGTCTCTCTGAGACTCAGATTCTTTATCT 

TGAAAACTGTGAAGAAAATTCTGCCTCATAGTGTTGTAATGAGCATTAAAGAAAGAAAGC 

AGGGMCTTGTCAATTAMGCATCTTTCACATNGGGGGTGTTTAGAAATCTTAGTGTTCT 

TTCCTTGTATCTGTTTTGTTTATAGTTTTCCTTTGTT^ 

TATTTGTTTCTGCGTATTCGGATAGATTCCTGTTGTTTCCTTGGGGCTTTGGGTGTGACC 

TGTTTAAACAAAAA 

Sequence 3665 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGTGTTCAGTGGAAACAGTCAATTTTAGTGGG 

CATTCCTGTATTCCTCAATTAAAAGGGTATGGTGAAGTATAAAGTTTCACCATTAAGTAT 

GAGGCTTTCTATAGGCTTTTGATTATTAGCCTTACTGATGTTAMGAATTTCACCCTTTG 

CTAGT TTGCAAAGA I I I I I I I 1 1 AATGGAAGTTGAATTTTGTCAAATACATTTTCTGTAT 

ATTTTGAGATAGTCATGGGGTTTTTCTTCTTAAATCTCACGTGGCTTTTTCT^ 

AGCTTACTCTTTGAAGTGTTAAMTTTMTCACTCTAMMCACTTTTAATAAATCTCTT 

AGATTMAMCTTTTMATCTTGAGCATACTTTMTCCCTTCTCCATGACTCGGATTGTA 

TTATGGAACATCATTTATCTATCATACGTGATGTTAATTCTTGACTATAAATCGCTCAAA 

AGTAGGAGCCCATGTCTTAATCACATTTGATT 

Sequence 3666 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCATTTTAAATGGCAACAAAACTGGAATTATTC 

AGATACACATCTAMTTTGTCCMGGTTTTMTGTTGGAAAATTATTAAATGAGAAAAAG 

AACTAAAACAGGAAGTGTTATCAAGAAAAGACTGTATTGCTAAGATACCACTTCTCTNCA 

MATCATTTATTAGATTCGATGTAMCTTAGTCAMTTCCCAAGTGGCTTT 

Sequence 3667 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTGCCCAAGGCACCCTTCAGCTAAGGGGTTA 

TGTATMTCCTTTCCCCMCTGCCAGTCCCTTGCCTTGCTACAAATGCATTTGTTTGAAA 

TCMTATATGTATTCATTTATCMAAtATCTTCACTTACATATTTACTACATGTTAGAAT 
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TACAGAGTGGTTCTCCAGACATCTGCTTTGTGGGTTAGGCCAGGCTGAAGTTATCACATC 
CATTTTGCAGACAGGGTTGCCAGGATTCAGAAACCCCGTCACTTGCCCAGAAACACAGTT 
GATAGCAGCCACATGGACTTTCTGACTCCTACTCCGGTGCTCTTTTGCTCATTGTCTTTG 
TGAATATTCTGTGTAATTATTNGCTCC I I I T TGC 
Sequence 3668 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATGCTCCTGGTAGCTGNTATCATTCGTTA 

TTNCTMCAGMGTGGTTTCTATGTGCACAACCTTAAGAGAAAACATCAGGAAGCTGATT 

AAAAACTATCCTCATCACCGCAAACTCCCTATTTATAGAAGACTTACCTACTGAATGATG 

TCCGATTAGTCCTTTAACAATTCAGATCCTAAATCTAAAGGCTAAAAGAGAATCATTTAG 

GGCATTTCAAAGGTAGAAATCTTCTGGTGTTATATACTATTCTCAGGGACCGAGCAATCA 

GCAGCTATACTAAMCTGGAAMCTCGTGACTTTATTTATTTATTNATTNTATTTCTATA 

TAGAGATAGGGGTCCCATCATGTTGCTCAGGCTAGTCTCAAACTCCTGGGCTCAAGCCAT 

CTTCCTCCTGC 

Sequence 3669 

TTTAGGGACGAATTGGGGCCCTCTTAGAATGCATNGCTCCGAGCCGGGCCCGCCAGTGGT 

GGATGGGGATATCTTGCAGAAATTCGCCCTTTTCGAGTCGNGCCCGCCCCGGGGCCAGGG 

TACCGCGGGGGGGAGGGGCNAATTTGNAGGGCAAGCCCAAGCCGCCAAGGGGGGGCCTTT 

CTTGGCNTNGAA GAGGGGGGG CAANGGCCGNGGAAGNCTTTGGAAGGGGAAAAACCCCGC 

AANAAATAAAAGGT I I I I 1 1 I I I CCTCNTTTTTGGAAAAAAGGGATTNAGGAAGGGAATT 

TAAAATAACCCAAACCCTTACCCTNTTANAAAAAAAAAAAATAATTAAGGGTTCCANAAA 

TTMGGGGGGGGTTAACCCTTAAMAGNAATAMTTTTTNGGCCTTTAAAAACCGGGTNT 

NAAAAAGG I I I I I I I I I I AAAACCGGNNCAAAAATTTTTNTTTAAAAATNAAGGCCCTTT 

TNAAMGGNAANTTTTTNTAAANGGGGAAGGAAAAAAAAANTAATTNGGNAAANGGAAAC 

CTTTTANGTNAAAAAAGNAAAGTTTACCCCCACTTGAAAGGGGGGAAAAGGGGGNAAAAA 

AAAG G N AAATT AAAAAA 

Sequence 3670 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTATTTCATAACCAAGTAATACCAATATTCTC 

TAAGCATCATATAGTTCCAAACTGTAATCTAAAAAATTAATCTAACTGAATGATGCAGTG 

TTTGATCATGATTTCCTTTAGTCC7TTAAACTTACGAGTCTTGCTCTTTMTATCTTCAA 

CCTC GTTCA GAGTGACTACCAAAAAGTATATGACTAAGTGCCACATAAAATAATCTTGAG 

TCTCATTTTMTAGAGMTAAATCTGCCAGAAATTTTGGTGAATTATATACTAAATAATA 

AMGG TAAATATATGATC7TCCATTTMCTCATTTTTTATAAAGTGAGCCAGTTCTATTT 

TTTTTMT CCTTAA CCAGGAGAGTATGAATCACCCACATTTNCAAACTTGGAATACTTAG 

AGAATATGTTTTTAATAACTATATTTAAAATTGGA I I I I I IC 

Sequence 3671 

CCCTTAGCCGTGGTCGCGGCCGAGGTACCACCTTGAGCCTGGCATTTAACCTCTGTGGGC 

CTCAGTCTCTGCACCTATAAAAGGAGGGATTTGGGCGAGATATGCTGAGGACACTAACAT 

TCTACACGTCTAAACTTCGAGGMCTTTTCTAMGCAAGAAAAAGAATAAGGGCTAAATT 

TAATTCGTCAGAGTGGAAAGAGAACAAAGAGAGAGGACTGGGAGTGGGAGATTAAAAGGC 

TGTGGAAAGTGGTCTTGAGATAGATGTTATTGGGGACCAACCTTCTCAATGCACTGGTCA 

AGCGCCCGGACGTTGTTGAGAACAGC 

Sequence 3672 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTCTTAGAATTGTATTCATAATGA 

AGTCMTTCAGGCAGGCACAGTTTCMTGATATTATGAGCTTCATCTTMTAGCTTTTTC 

CAAMGTTTTCTGATATAGGTTTGCCATGTTCCATTTAAACCCAGCTGTGGMTTCATTA 

TTGTGTGCTAAATTCATTTGGCCACTGAC I I I 1 1 GAAAAGGAGAAAATCAGG I I 1 1 I I AT 

ACACACATACCCACATMGAGTATACACTTTAATCAGTCTTTTTTTCTTAAAAGTTCAGT 

TATTTGCTGAAAAAGGAAATATACTGCTTAAAAAAGGAAAATATATTCAAATAAGGCAAA 

TATGATTNGGAAATAAT 

Sequence 3673 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTCAAACCACAGCAGCCTTGGTGMTTGTTT 
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AGCATTTGAAGGCTTGATCTTTTGTGCCGTCTACTGGACAATAGAAAAACTGCAGCCTTG 
ATGACMACTTTAATCTTGTTTTACGGGGGTGGGAGGTGGTGGTTGGGGGTATGATTTGG 
TGCTGGTAA 
Sequence 3674 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGGATACCTACTAGTGCTTACTCATTAGCATA 

CAGAAGACAATACTTGAGGGCTGTAGCAAAATAACTGAGAGGATTTTGAAATGGGCAGGG 

GTCCTGCAGTAGGATAGGGGGTGAAACTCAGCAAAATGTCAGGTTATCTGCTGCTAACAT 

MCCCCATCTGTMCCTCCMGGTCCTTGGGCCTTTCAGGAACATGTTTTTCACATTTCA 

TAGACCACTGTAAATCTAAATAGCTAATACAACAGCTAAAGATCTTAAAGCAATTTGGAG 

ACATTCATATAGTAAATTCCCT 

Sequence 3675 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMTTCTTTCATCTTTTCTGTTTGCAATTTTGC 

ATAATAAAATGCTAAAGGGAAAACATTTGATGAGCAGAGTATCAAACACAAGAGTAATAA 

TACTACTACTTACATGAAATTCTAAAACAAAGAAAACTCATCTATGATGTCAAAAATCAG 

ATGAGTAGTTGCCTGAGGCAGGAGATGTGGGTGGCTGATGGCAAAAGAGCACAAAGGAAC 

TTTCTAGAGTGATGGAATGTTTTATGTCCTGATTGGGGTGCTAACTGCATGGACAGACAC 

ATTTGCCAAAATTCATCCAACTATACATAAAACGTGTGCCTCATATTGTATATAAATTAT 

ACATCAAACATCAACTTGGTTGGTTTTTAAAATAAGTTCACTATATAAAATCTGGAATAC 

ACAGAAAAAGCAAAGAGAAATTAAGTCCCAATCCCATCACCCCAATAAAATCACCAACCT 

TTCCTTNTCTTGACANTGACCACGCCTACTGGAGATAAAAAATATACTTTANATGGTTTT 

CCTTAGMGGAAATCAGAAATAGGNGACTTCCTAAATTTTGGAATTCTTTGCTCAGGCAC 

TCAAAATGCATTGATTTAAATCTNCACATCCCATCACTGCTGNGACTCATTAGCAAATTA 

TTAATCATTCTGNGCCTGAATTTCCTCATNTGAAAAATGA 

Sequence 3676 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGAAACAGGCTGGAGGACTATGGTCCTCAAG 

TTTAGACCAAGAGGACTATGGTCTCAAGGTTCACCATGAGAAATGTGTTGAACATTTTAG 

TATGCTCTATTGTATAATTTTTTTGGAGGGGGGGATGGAGTTTCGCTGTTGTTGCCCANG 

CTGGAGTGCAATAGCACGATCTTGGCTCACCGCAACCTCTGCCTACCGGGTTCAAGTGAT 

TCTTGTGCCTCANCCTCCTGAGTAGCTGGGATTATAGGCATGCACCACCATGCCCAGNTA 

ATTTTGTATrrTTATTANAGACAGGGTTTCTTCCNTGTTGGTCAGGCTGGTCTCAMCTC 

CTGACCTCAGGTGATCTGCCTGTNTTGGCCTNCGGCGTTAACACTTTTTAAGACCAGTGT 

NACAGAANAGAGAATGTAC 

Sequence 3677 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAAGTATACGCATCACTTTCCTTAAGATTAC 

CCCTAAGACTAGGTAAGAATACAAGGAGGAGATCAGACATGCTCTAAATACATTTGAATA 

AGTTGCATAAATATGTTTGAATAAGTTACTCAATTTAAAAATTAGACTGTTTACACTAAA 

TATAAGATCTCTAACTTCTTTCAAAAAATCAGAAGGTCTAGCAACACTAAGTCTATATTT 

CAGCTGGCTGATCATGAGCATTAACCAAGCAGCAGTCTCTCCCCTTAAGTCTGTGTGCTC 

AAGGCCATTACTGCCCCCACTTAGTCTCTTACCCATTTCCACTCCATGCCTCGCCCCTGT 

AGTCACCTMGTTTGCAAACCTTGAATTAAAAGATGATCATTTATTTCTACAGTAAATAT 

ATCAAGAGGGCTTTA 

Sequence 3678 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATTGCCACTGGCCGCCACTTTGACTTATTTT 

CTCTAATAGTTTATTTGCCACAGTCTTTATTTTGAATATGCTCCTAG I 1 1 I I I I I I AGGG 

TGCTGTTCATTATGMGGCTTCTTTATAGAGGCCTAATAAGAATGCCTTTTTATAAAGCC 

TGTGCATTTAGGTAGGTTGAAGCTAGGAGGATTTTCTTTAGAATGCTCTTTTGCATGTAA 

AGCACMAGTATGTTTCAGTTTAMTGCACTTCTTCCGGTTAATTTTTATGGGGAAGACA 

AGTGAGTCAC 

Sequence 3679 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTTCACTCTGAATAAAAAAAAAAAAGAAAA 
TNCTCTTTGGGAATCGTGCTGCCCCCTGGTGATGAATGGAATAATAAAATAGAACCTTTA 
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MTAAGTTTACTAATAACATATTGTTCATTAATAAATGCAAAATTTAACACAAAGTCTGC 

ACAAAAGGTAATTCAATAAAAAGTGTGCATCCACAACTTAGTCATCTGATATTACAGTGA 

TTATTAGGGCCAATCTTAGAAATGGAAAGATGGAGAAAGAAGGATNAATCACAGAAAAGG 

GCCACAGGCTTGAGAAAAATAAGGATTCCAACTCCCCACAATTGCAAATATGAAGAAACT 

TTATGTTACCTCAGTTTANAAAGCCAGTTTCTTCACGGGGGGTTAATGGTAGGCTTCAGA 

TMTGACAGCCAAMCMAMCTTTACMTGGTTTCTCAAACTAACAAMTTTTGGATTT 

TAT 

Sequence 3680 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGATGTGAGGTGTAAGGCTTATGAC 

TTCATTATGAGMGGATGMGACTTGAATMGATTTGGCACATTTAGGACAACTAGTCTA 

ACTGCAAGTGAAAAACGGACTGTAGGTAACCAATGGTGAAGGACGATCATGATTTGAACT 

AAAATGGTATCAACGGACATAGTAAGGAGTTGAGAAATAAAGAGGAAGTAGTAATTGATT 

CTGGATATGTTTTGAGAGTAAAACAACATMTTTCCTGAGAGTTTGGATCTAGAGTGCAA 

CAAAAGTAGAGTCAAAAACAATrMCTTTTTGGTTTCAACTACTTGTTGAATGGTAATGC 

CACTAAATAAGACAAACAACTCTGAAGGATGAAAAATTTGAGAGAAAA 

Sequence 3681 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTTTCTCCACAGAGCAACAAAGACACCTATA 

CAAAGTCATAGGAGATCMGGTCMTAACTMTTTTAACACATATTCATTCACAGATATG 

AATTGAGAACAAATAGCACCCAGAAATTTCAAGAAGTGAAGAACAAATGTAGAGAAGCAT 

AATG ATANC GAATAGAAAAAAAAAAGATGCCCCAAAAAACAGAACTCAAGGAACAGAAAA 

TTGTATTTTG GAGT TTCCTTAGMGATTCCAGAACATTCTGCAGTAAATAAAACAAGATC 

MGCTTTNTGTTTTAAAAAAATTTTCAGAAGAATTAGAAAATGTTACTGGAAAGGAAAAC 

CATTTAAAAAGGTGTTNGAAAATAAAAGAAAAAAAGGTCTCAAAAAGATAGAGCCAAAAA 

GTCAAAAAAATGGAGAAAACTCTGAGAGGAACNTCCAAGAGGAAACNTCGAGATAGAGAG 

GCTTGAATTNCATCATGGTGACTTATGCGMCTTTTGGAAAGATCCGAAAAAATTTGAGG 

CCCGGAAACTTGTCCAAAAAACTTATTGGCNTTTTTTTCCCACATTTGGCCACCCNAT^ 

TCAMTTGGGGGGAACCCGGCCAGGTTNCTNGAATGGTNGGAGGMGTNCTNTTTTTTM 

CCCCNTTCNTGAMTTTTNGMCCTTTAAGATTCCMGGTTGGCTTTAAAGGGGNTTGGG 

GGAAAAAAAAAA 

Sequence 3682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACAAAAGTGGAAAACAAACCAGGAAAAAA 

AMTTGTGAAGCACAGAGCTGCTTAAMGMTAAAGTCACAGAAATMGTCAGTATTTTG 

TTrAGAGACTAGMCTCCMCTGCTAGCCAACTGCCTAGMTATAGTAAATATTTTCTAG 

TTTCTTAMTGACTAGTAATATTCCTACATTATGTGATGGCATTTCCCAAACTGTTTAAT 

TAGATGTTAGATTTGTAGCCAAATATGTCTAGGAAATGCTTAAACAATATAAAACAGTTT 

TAATGATTGGCTTTTTAGAACGTTATATATTAATGTGGTTTATGCATATCCAAGAGGTGA 

GT GAGGT ATTTGGGGTTTTTCAGACTTACTTGATTACAGATCTGGAGTATCTCAAAACAG 

TTGTTTTGTGGAMACACTCTGGCAMCTCTGAGTCTTMTCATTAAAAATAGGTTTTTG 

GGGTAAACAACAGGNGTNATAGAAATGGAAAATTACTGATTCACATTGAGCCATGAAGAA 

TTTATTNTCMGCAATTTTTATAGMGTTGCTTTATGACMANAAGCTTTNGTTM 

CATTTGGCATTTTCATGC 

Sequence 3683 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATCTATGGAMNCNGNTTATTTTTACT 
NNATNGGGAGATTTAhriTTm 

CAGTGAGTAMTTTTAGTTTAGAATTACAGCTTTACCCAGGGTTTATGTCATCAAGTTCC 

CTTCMGTAGATTACTTGCMGGAAATCTTACTTTGATATTTCCTAAATATTAAGCAATT 

GATATAAMGTTTGACTTMTTACTTGATTTATAGAATTACTTGGTCTATAAGGTTAATT 

ATTTGGTCATATT GMTAM TCAGATTTTTTATATTCTTTGGAGATACGTGCTACATCCT 

TTTGTT AAAM GTCTTTTTAGTGATACTAATTCTGTGTTCAGTGTGTGAAAAGTAAAATA 

CCACMTTTTAAMGTCTMTTATTTTTAATTTGGTTAATGACAGAGATATAGATCAGCT 

ATCAGGAAGGGGACTTCTGCCATTCAA 
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Sequence 3684 

CCCTTTCGAGCGGGCCGCCCGGGCTGGTACAAAGAGGCANAAGTAGGACTCCTGCTCAGT 

CAGCCTCAGCCTNTCTCNTCTGGATNCACCACCAGACTTAGAAAGCTTGCANCTTACATA 

CCACCTGGTGAMGTTNCCTTTTCTNATCTTCCATTTCTCTCATTTTCATNAAGNGCTAA 

TCTGTCTGTTGTATGGTATATAGCTCTGAAGTAGTTCCAGCAAGACANTATGATCAAGCT 

TCNTTTAAATAAATCATGATCTNTTTCTCTCTCTGCAAAGCAGCAACAGCTGTCAAAGGT 

AGAACTGAANCCAAGGCAGCACCAATGGAGCANGCTGNTAATGAAAATATGACAAGAATN 

TTTGAAACTAGAANCCTCMGCCACAACTTTGTTAGGTTTTCCTGCACTCTCCCCTNGGG 

GGGCATTATTCAGAGGTACTNTA^ACGTTCNTANNAATTTNCTTTTTGGG 

Sequence 3685 

C CCTTT CGAGCGGCCGCCCGGGCAGGTACCCTGACTCCCTMTTrGTTCCTACAGATTTT 

AATTTTGACATGGATGGCTTAGGGAGAAAGCAGAAAGGAAGGAAAAAGAGAAGAAAACAG 

AAAGGAAGAMGGAAGGAGGGGAGCCCTGGTAGAAATTTCATTTTGTCCAGGGCAACTTG 

GGGACTTACAAAGGAAAGACGAGAGAGCAGAGGCAGAGAGAGGAAATGGAGCAAGAAGTG 

TGAAAATAAA AGGAG AAACAAAGAAAAGAGGAAAAAGTATGAAAAATAAGTTGTAACATT 

TCTCTGGAGCTTTTFGTTTCAGAAGTGACCACAGAAGGAGGATGGAGATACTAAGAAAAA 

GTTMCAGGAGAAACAGTAATGAAGAGGAAAATC 

Sequence 3686 

CCC TTTCG AGCGGCCGCCCGGGCAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACAC 

TTAGTTTTGTAAGATATATTAATTTGATCACTTGCACCGTGTAGTTGMTTATTGCAAAG 

AATTGTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACA 

CTGCATCATATGATATANGAGGTTGTATCTTAATTTAGCATGGTCCTACTGGATTTGCTT 

TTTATTACTAAATTACTAAATAACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAA 

TTAGGGGGGTATTGTCTTTTAGCCTCTAGGGGTTGTGGTAAATCTGGGCATCGTCTCACT 

GGATTCTCGACTCAGGGATCTCATAAGGCTAAACTCAAGGTGTTGGG 

Sequence 3687 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTATCTCTCTAATGAATCACATGTATAACGA 

TTCAMTACTGTGTTTGAAATGCAAAGTCATTTTAACCGCTCAAACTAGGAAACTGGCAT 

AATTATGGTCACAAACTTATCCTACGTGCCTAAGCTTATGAACCAGCAAATGAACATACC 

ACCAAATATTCGCTTACCTGGTCAAAMCTACTACTGCACTCATTAGAAACTTTTAGGAT 

AT CAM ATCATAAAACCGTTCCAGGACTATAGTTTTATTTGCNAAGCAAACTATTCAATG 

TGTTTTGAAACAAGCAGTCTTCTGAC 

Sequence 3688 

CCCTTAGCGTGNTCGCGGCCGAGGTACTGAGCCTGTGTGTCAGGTAATGTGGTTAACTTA 

ACATTCATTACAGCATGTCATCACCACAAAGGCCTCTTGTGGCTGGTGCT AI I I 1 1 I I I C 

CATTTTGCCGACAAGGTTTAGAGAGATTGAATCACCTGCTTAGACCCACACACCCAGTAA 

GTGTTGGMTCTGGATTGATGCTGTMTGACCATTATCCAGATCCTTATCACCGTTTGGG 

GAMTTGTCTGMAATCCCTCTGGGTTTATTTAGAGTCAAGCTTTCATCTGGGTCTTCAG 

AMGTTGTAGTGGMGCCATCTGGNACCACCACACACCTGAMGACATTTTTAGGGACTT 

AACCTGGATTGAAAAAG 

Sequence 3689 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATGACTTAGGAACTTCCTTCTCCATCAATCT 

GTCTTCCATGTTCMGTTTTATGMTTTCCATTCCTGTATTCTTGAATGGAAACATTTCT 

GTCTT AGAMTTCCACTCTTCCGGTGTTTACAACACCATTTTGMTGGTGTTTCTCCATC 

TTTTTCAMTATACTCCAGTATTACTGAGCTCTATTTATTATACGTATAGGATCATGAAT 

TATAAATGAGTATGTGTTAAATGAATGAGAAGGAAGTGGCTTAATGGTCTATAGGAGAAC 

CGTMGTTTTCTTTTGAGGTAACCG 

Sequence 3690 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACTCAGATCCTATMCTGAGTTTTCAGAAA 

MCTGTTTGGGATCTATGGTATCATGAATTAATTTTG1TATGAGGGAAGCTATCTTTTGT 

GTGCCCCTGTAAGGACCGGACTACCATGTCCCACATTTTTCCTCCCAAAGTTGAAAAAAT 
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CTCCAAATCTCTGATTTACACATTTTGGGACCCATCAAAGTGGTAACTATCTGTGTTCAG 

ATTTCACAGTCTTTAGGGGCTGGTGACAGAGATGAAGCAAGCAGCAGTGCAGATAAACAT 

GGGAGTGGAATGTGACACACACCTAGCTCCCAAAAAATAATTAGGGAAAGATGATTCTTG 

CACGATAGAAAGGCTGACCCTT 

Sequence 3691 

CCCTTAGCGT GGTC GCGGCCGAGGTACAATGCCAGAAGTAI IIIIU I CTTTCAGCTGTG 

MCCAGCCTGTTTTGTTTGACAAGCCTTTCCAGATTCATGCAGCTCAATCACGTGCTTGT 

TGCCMGTTNGAGAGTGMACNTATTATTTCAMCTTGTTGCCGNGACCAATTTTTTACA 

AA ACTG AAAGTAGCACTGTGAGGTGGATTGGACCTAGTGATGAGGTGTCTACACTTGCAT 

CCTTTTCTTCCAAGAAGAATATTCTGACACTNCAACTCTANAAGTCATGTCATTAGTAAA 

AATGAAAAATAAT 

Sequence 3692 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTTGGAGAGAAATTATGTGAAACTCTGGCCT 

CTTCCACACCAGTCTGGTTGGAGAMGATTTCAGGAAAGGATTAGGGAGCTGGAATCATG 

ACATAGTATAGCAAAGGTGCATAACGTCTGCTAATGTTACAGCACATTAAATGAAGTTGT 

AAAA TAGTA GCTTAAAGTTAGGCAGGCCAAACATAACACAAGAAGTATGAAAAGCAAGGT 

GCCAl i i i iCCAACAAATMGTTCATTATATGMGACCCAGCTTTGGTTGATTTAGCATC 

TTGGTATCCMTGCA GCTGCTGTGACTTTCTTTTCTTTCTTT Cl ITTT G TTTTTn I GTG 

TTTTGTTTTTGNTTTTGTTTTTGNNTITTTGG 

TMGTATGCATTCCAGTTTAATTMTCATACCTATTTTCTTACTGGMTNCCTTTTTATT 

ATGCCCAGGGCMTCCCACAAATANTGAATTTCTTTAATCCTGGCCACTAGTTCTACCAA 

GGGNGGGAACCTTGCTTCATTTTTACCGANGAAAGGAAACCTAACCATTNCCAAGGGGGG 



Sequence 3693 

CCCTTAGCGGCCGCCCGGGCAGGCACTATATTATTTATGCAGTATGGTAAAATGTCACTT 

TGCCTCMGGTGACCTTTGAAGTTATAGGGAGCCTATGTTTTGATTAAAATACATTGTGT 

GGGGTGTT MGCAC TTTTAGTGTATAAGGGAAGATGAAGGATTTCACAGGGCAAGTGGGT 

GGCTGTAMTTTTTACATAGAGATCMGATTTGTTTTTTAGCATGAGCAGAATCCACGTG 

GTATTTGGAGAAGAATTGTGTAGACTTATGCTATGTTATGGC 1 I I I I i M I AAGAAAATG 

CAGAACAAGGCAAAGCGAACAAGAAAAAAA 

Sequence 3694 

CCCTTTCGAGCGGCCGCGGGCAGGTACTCTTCCTGATGGAAACTATAGAAAAATATCATG 

TCCTTCTATTTTAACATGTTTTATCAAAATCAAMTAGTTACCAAAATCTCAAAGCATTT 

TGTTTCTTAGTATCAAAATCCATGGAAAAGGGGAGAAATCAACATTAAGGGATAATTTGA 

ACCTATATATMTGTTTCCTTAACMTTAAATGTTATTACCATGCAATAGTGCAATCAAT 

TCTAGGAAAA CACC TCCAGGAAATATATTAACCTCTGAACTAATGTTAAAGAAGCTCCCA 

TGAGAGTATGTTTTCACMATGAGCTTTCTGTTGACCTTTTTGTAAMCTTCATATAACG 

TATT TCAG TTAMCCTATGATGCCTTTAGTGTTATCTCTTTCCTAGAMTGAGATGTTTG 

GTTATTTTATGTCTGTGTGTGTGTATGTGTGGCTGNGATAGCACTGGTATTTATAGTTTC 

CCTGCTAMTTACCGTATTTCTGMCCTTGGTAAACTGAACAGAATTGGAACGTTTGGGT 
CCCC 

Sequence 3695 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCAGATACTTGAAGGACCCACTGACCTGGAAAA 

MGTGGGATCTAGTTTCAGCTTGAMAMTCCTTCTTCATMTTACATTTCCCTTAGGCA 

MTCTCTMCATGCCTAGGCTTTTGTATATCTGTTTTTACTGCGTCACAAACCTCCCCCA 

MGAGMGGGAGACGATMCTGGAGAAMCCACMATTMTCTTCCMTATTTTTTTCTT 

CCATATMTCMGCAGTGCCTCAGAATCAAAGCAGTCTCTAMAATATTTTGAAGAAATT 

TATTTTCTTGGATCTTCAAAGATCCAAAGTTACTGAGATGCAAAGAATCTTCCACAGTAT 

CATCCMGGATACTGAAGGGCTCCTTCAMCCTCGCCCTTGTATATTTCTTCTTCCAGTT 

GTGATACTGCAGTTACATTTGCAAACCAAATGATCCCTTTGGGTGGG 
Sequence 3696 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTTCTTTCTTTGACATGGCTCCTCA 

GMTGCATAGAGATTTGGAGCTGTGTTGTCTACACTGGATGTGTGAGAGTGATTGGTAAT 

CTGGAGGCTGACTACACTTCAGGCCTGCCCCGTGGTGGAGTCACTGACTTCCACCTTCTG 

GCTGCAACCTGCCCAAGCCCATCCTGAGTCCTAGGCTGTGTTTACTTAGATAGGTCCCTT 

CTCTGACTGACGAACATCAAGTCCTTGTGATTGTTCA I Mi l l I CACTTTANCTTGTTTG 

TTTTCAAGTCATCCAAGTCANAAAAGTGTCAAAAAGAAACC 

Sequence 3697 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTTCTGTCAI I I If I GTTAATTTTACT 

TCCAGGAAGTCAGGGCTGTGATTTGAGGC 1 1 I I I I CTCTAAGCTTCTGTGATGGAGATGA 

ATTTATTAMGTGGGGCCATMTGTCTTTTTGAGCAACATTAAAACTGAGCCATCAGAAT 

TAGGAAGTATCAGAAGTCAAGATCAAT77TCAAGAACAGGAGCATAAAATTCGAACTCAA 

TCTGTGTTAACATTAAGAGATTTAGAAGCTCATTCAGACTGATAACTAATGAATAATATA 

GCTTTCATTTGTTGGAGACTTTATGTGAGCCAGCCAGTTATACATGTTATTTATAATCCC 

CACAGTMCACTGCAAGGTAGTTATCMCTCTATTTTGCAGTTGAGGAAATTGAGGCTAA 

GAMTATGCCATTTMCTTTTGCTGCATAACAAACTACCCCAAAAGCTAATGGGTTTAAA 

ACAATATGCATCTTTTGTGTCTCANCATTTTGAGGTCCCCAGTGAGTAGCTCTTCTGGTC 

TGGGATTAGTTCAACTATCTGCAGTCTGCTAAACATAATCTGGGTGCTAGGATGATCTAC 

AATGGCCTTTACCCCCCTTAAGTAAATCTAAGTTGGATGGGNA 

Sequence 3698 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGCTGAACTGTGTTCACTAATAACCACTGG 

GGMTGATTATTCCCCAATGTCTTTCTMTGTCTTAGAATTCGTGACCTAGGGTTTGCCA 

ACCTGAGGGCCCATAGCGGCCAGTTCAGGATGTCGGGGACTGCAGTAAACCAGAGGATTT 

ATCCGGTGGTCGCTCCTTATTTTGGCCAGCAGGGCCGTCTGGAAATGACAGTTCAGTGTT 

GCCAMTCTTCTACCAGTTTTGAAACACTGACGATATGGTTTGGCTCTGTGTCCCCATCC 

AA 

Sequence 3699 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTATCATTACAAGTAAGAATTTCTGATGGCTAC 

ACGTCATTCTATTATGCTTACAGATGAGAMGCTCTATTATTTGAACTGTAAGAGTCTTT 

TCAACCTCCAAATAAAGCCCCTTCCAAAAAACCCCACCAAACCCTTCACTATAAGAAAGA 

TAATAAATTATTGCTTAGACTAATCTATATGCAAAGTATAAAAGTGCTGCATCAAGCTGC 

AGCCCATGGCAGCATGGAAACCACAGGTAGGNGGACATTTTAGAAATGAAATGGCNATCC 

ACTTMCTTTGGATTGATTGCACANAATMCCTCTTTCTCTCTCTCTGNTTAAATCTACC 

TCCCGTTTATCTCTTAGGTTTTCCTAGACCMAMTCAAGATGTTGGGCTTTAAATCTAN 

TMMTAMCTTMCGGTTTTTATTCNAAAANGGACTCTGGGGTGGTTNAAGAATGGAAA 

TGGGCCTTCNAGAAMTTTTTNTTCCACCNNTTTCCCCCNCCCATNAAGGTNAACCTGGA 

AAAATTANCATGCCCCACNTTTCANGCTGGCATTGTGCCTGNCACCTCCACCTACTTGNC 

NGCCCMCTGGCCAGGTTTTTANNATTCANCCTTTGCTGGGATTTGGGACCTGACAAGGG 

NNGNAAAAACCAGAANTTTCANNGCNCNTCAAAATANAAAATTGGGCTGGGGGGCCCNCC 

Sequence 3700 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATTCTTAAGTATTCCTGATAGGCCACTGC 

CTTCAGCCTAGAACTTGAGAGGACCCAGTTCTTAGCATGCCCATCTAGGAACACACTGAA 

TCACACATTTTGGCATACCTCCTTTATTACCATGAGATGTAGGGTTTGCTTTCATGAAGA 

AMCAAMGAGTAAACAATCCTGGATCTGMCTGATAGCACTTTATAAATAAAAGCATTT 

TACATCMTAAMGATTTTTATTATTTCMTACCAGAGGTTTCAAAAAGCCCACCATGTA 

TCCAMTMGGTGTCTTTATTTCCCCCCTTTCACTCATAAGTCATCTCAGTTTATCAGTT 

TGCAGGAATGTAAGCTTCACACACAAAATTCCAGTCTGGGAAGAAGAATGCTGCTTATTA 

CAGGGTTTTATGCCACATGACTCATTGGGATTTCCTGACGGCCTTTGCCTTACTATACCA 

MTTGACCCTGGAGCTGCTMTGGTGATTCCCAGCTGCATCAATTTTGAGATTTACATTG 

CCCCT 

Sequence 3701 
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CCCTTGTGGTCGCGGCCCGAGGTACGCGGGTTACACTGGCTACCCAGATCTGCAAAGCAG 

CTGAAACAAATGTAGTTTATTAGCTGGGCAGGAAACCATCTGACAATACAGAAGTTCACT 

TACTGAAAAAAAGAGTAGCTATTAGCAACTGGACTCTGAGCCACAAAACCCAAGGTTTCA 

CTAGAATGTGAGCTATCGCCTTTTCTTTTGGCTGCTGTCAGCACACAGTATGTAAAATAG 

AGAMACAGGGAACTTTCTAAMGAAAACTMTTTTAATTCTAAAAAGATATGAGTATGG 

CTTAGCAACTAAATCTGTTAGATGGGGTTGACTTCATCATTACTCCTTGTTTTTGGGACC 

ACTCATCCACGACTTGGAAACGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 3702 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAMTGTTTTAGGAAACAAGCTACTCCAAAC 

TTCAGTTTCTTAGGGGTTA TCTGT TACACAGTTCMTTAGTTAGTTTCCCAATCCATCTA 

GACTTCMCATTGMTTTGATTTTACAATCTCAGGGACTTGAAAAGCTTCCACTTCTGCA 

MTGCTATTTCCCAGCTCTAGTCTGTCTACCACTTACTCACAATTAGCTGCTTTACACTC 

TCACCACACCCTTCAGCCTCTCTGAGAGCCAGGCAGTAATGGCCATTTCTGGGGCTACAT 

CTAAGTAGTTCACAAGCTGTATCCTAAACTCTCAGCATAGGGTCTGGTTCAGAGTAACAA 

CTTAATACGTATTT ATTAA GTGAACAAACAAATGTCTGAAATCCTCTGTCTTGGATCAGC 

AATTATCGGT TATCT TTTCTGANMGCTTGGAGAGMGGTGCGCAGCTATTTATTTAACA 

AGAGTGTTMTTTTTATTTCCTCCCCTTTTTATCTGATTACTAGATGGGCAGACAGGAGA 

AAATGGTATTANGCAAAGTCTATATGACTAAGTCTCTTCAAGATGTCCACGTGGGGAAAT 

T 

Sequence 3703 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAGAAACATTAAGAGAGCAAGTGAGCCTCAT 

TTCCAGACACATGGGAGATTTCTCTCAGGACTGTGCAAAGCATTTCATGTTCCAAGACCC 

TGCCTTTGTTAAAACATAGATGCA I I I 1 1 I I I I I CTTTGGGGATGTTCAGAGCCTTCCAG 

AATTATGCTTTCCCAGGAGAGATAACAACAGTCACATAGCCAAACGTCTAGCAGTGCTTC 

TGCCTACCGAACAGAATTTCCTGAGAATCTTCTGGAAAAGCAGTGCCCAGTCACTCATTC 

TGCAAAATGCACTCAGCAGCTCCTCTGAGAGAAGCCGTGGATATAGGGGGATGGCAGGAG 

AGAAAGGCAGCTCTCCCTGCCAGGCGGGTGAGGGGCAGGACTATAGACCCTTCTACTGAG 

GGCGAGCTGGTGGMTTTCTCTCAATGCTCAAGACCGAGGAGTTTATCATTCCCTTGACC 

CCTGGGCTTTAGCTAGAAATGTCCAGAACTNCCCCATNCTAACTGAGAAGGGCAGTTGCT 

TGCCCCAAACCCCAAAAG ACTAATTC I I 1 1 I I I 1 1 I 

Sequence 3704 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATATTTGACATAACACCTCAATTCCAGAG 

GGGAMCTTGGATG GGAGA GAMMTCCTTTTTATGGGTTGCTTCTAGAGATTACCTAGA 

ACTTMGCGAGGTGATTTTACTCTTTCTTCTTTTCATAAGCAGTAGGATTCACTTCAGAG 

TTGAGGGCCTGTTGCAATAGAGGGACATGTTGATTATAMAGAATTGGGTTATTTTTGGC 

TAAAGCAGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGTCAACATGGCAAAA 

CCCCATCTGTAATAAAAATACAAAAATTAGTTGGGCATGGTGGCGCACACCTGTCATCCC 

AGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGATGGAGGTTGCAAGT 

GGGCCAAGATGGCGCCCTGCAGTCCACCCTGGGCAACC 

Sequence 3705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGTCTTTATCAGATCATTGCANAAATACT 

GCGTATCTTTAGATMTATTTTTAAAATAAATAATTNGACAAATGACTATTGAGTCAGCC 

AGAMCAMGAGAMTTGTTCCATTTTGTTTGGTTTTACTGTTGCCATTTAAATT^ 

CCCATAGTGGAAAATCATCCCTACTTCTGTTCAGAGCTGAACTCATAAAATTATAAAATG 

TTMTCMGGTATAGATAAAATCATTAATTTTCATGTCAATCCTGCCATACTGCTCAATC 

CMATCTTAGCAMCAATGTGTAAAGAGGGCATCTATTATTAGAAGAATTATTGACTACC 

TACTAGTAGCTTGGATTCCATTMTTTTTGAGGTTTTATGTAAATTNGGGGCA 

TMTGACATTTAAATCTCTATCGCATCATGAGTTAGGGTTTTATGTGTATATTATATTTC 

TTCMTATACTTACATACACATTAGCTTCTTTTTATGATTTTGTGTNAGGGATCCCTTr^ 

ATTMTCAAGCTTTTTTTCCCAGGTCTGGTGGGTAATAAAGCCAATCCAA 

Sequence 3706 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

140/599 



CCCTTAGCGTGGTCGCGGCCGAGGTACTGMGACAAAGGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCACGACTGAAATCTGAAAACTTCATGAAATCAGGGATCATTACAAATATC 

CCAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAA 

TTTAATCATGACATTGCAATGGACTATAGGAAGAGTCAATAAAACACTGATAGTGGAGCA 

AAAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTG 

TTCTATGTTGTCTATAGCGGCTTTCACACAGAAACT 

Sequence 3707 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCAAAGAGGTAACACTAGGAAACAATATAGA 

TGMCCACCTTTTCMTAGCTAGCATTAMTGTGAMTGCAMCTAGGGCTTCAGTTTCA 

GAACCTAACAGAGACATGCAGAATAATAAAATGGGAAGTTTGGAAACACTTGGAAATGGA 

GMGCAAAMCGTCTTTAMTTCTTATTTTGATAAGTAAGCCTCAAATCTAATAGATCAT 

TTTAGATGCCAATAACTGGCAATTCATTGTCAAAATG AC I I I 1 1 I I A 

Sequence 3708 

cccttagcgtggtcgcggccgaggtacctctataacgttggatgagttacttaacctttc 

agtgcctgtaaaacagataatmtagtmttacttgccncataggaagtttgttaagtaa 

ggnattnamatngnganttamttttanccataantatattgttanccaattannatng 

gccccttatnccaataattgnnttaaanggccanatttgnaaaaattggncccaaggccc 

ttngtmttntttattttaangntmttttnggggccmattttmn i i 11 nttg 

gamaaggamaagggggggnccccccaattttttistttmnaanggam^ 

ttttnccttcattttaaaccccctntt^ 

tttmggattggtttgnaaaaaaaaaagggttttaaaaaaattaagggtttncccccan 

Sequence 3709 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCTCACCCAACTCAACTCTTCACATAGCTC 

MGTCTTGGCATAAATGATATTTCTCMGAGATACATTTTCTGACCACTTTATCCTTGTC 

TTTCCTTCATMTTMTCCATAACATTATGCTTGTTAGCTTCCTTCATGGTATATATCAT 

AGATTGTCATCATATATTMTATGTTTGTCTATAGACTGTCTCTCATATTATATTCTACC 

AATATGAGTGCAGCATCCATATACCATAGACCTAGCATGGTCTTAGATAACTAAGATCAA 

ATAAATACMAGGGTTCAAGGGGCAAATAATAACGATAATAATTAGGGATTCTCAAAAAG 

CAT AAA 

Sequence 3710 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGAGAAATGTAGCATAAATTTCATATC 

TCMTGTGGGAGAGGTGATGTCACATTGTAGAAGACTTTGTGAGATGGGAGATATTTCTG 

TGGCAAGCTTGTGAAGATATAATATGTCACAAGGGCAGAAGCATAATAGATGTAACCCAA 

MTTTTAAAAAGAATTATCAAAAGCCAATATAAMTATTTTATTCACACAAAATCTGAGA 

CAATTGATTATGAAAAAACCATATTAAAAGATCTTCTATAAGATACACACCAGGAAATTG 

AATCAAAAATGAACTAAAA 

Sequence 371 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGACTACCCTGGTCTAAGCCACCATCATCAAA 

AGCCTAGGCACCCATAGTATCTCCTAACTTGTTTTTCCCTCTACACTTTTGTCCCATTTT 

CTAMTGTMTCATGTTGCCCTGTGCTMCMTTTCAATTGTTCTTAAGGAAAATATATT 

ATTGAGTGCTTCTTATATGTTAGGTATTGTGCTAAATTCCAAGAATAATACAAATAACAA 

MCTGAGGMTTATTTTTATGTTGCTCAGCAGCCCCTAACTAATCTGAAGCCTGAGTATT 

ATTCCGAAATCAGTGTCTCAGCTCCAAGCACACCAGCTTTCTGGACAGATG 

Sequence 3712 

GTAATACGACTCACTATAGGGGGCGAAATTGGGGGCCCTCTAGNATGCATGGCTTCGAGC 
CGGGCCGCCAGTGGTGGAATGGGGGATAATTCTTGCAAGAAAATTCCGCCCTTAAGCCGT 
TGGGTTCGCCGGGCCCGGA 
Sequence 3713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGAAGCAGCAGCTCTAGCCCTGGCAAACCT 

AACCACTTGCAACCCTGCTAATGCAAACGAATTTCTGCTCACTCACCTTGAGTTGATTCG 

AGTCAATTAAAATACATTGATCTTCTCAGCACCCGGAAATATAAATAAGACTCAAATATT 



• 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 
141/599 



ACCTCTMGAG GATG TTTTAAAAAGTGAACATTCTCGAGGGAAAACCACCAAGTGACAAA 
GGMTCATGCATTTTGGCCAAGCATATTTATAATGATTAACAAATACAAGCGCTGCTGCT 
GAAGCTGATGGTATTGATCCATTAATAAACCTCCTGTCTAGTAAACGA 
Sequence 3714 

C CCTTA GCGTGGTCGCGGCCGAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATGCT 

GTTTTT CTAA AAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTCTGGAACACAGGAA 

AGATTATTTTAATNGCTTATAGCCATACCATGGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATGGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATT 

CAGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGMGATTACTTGAAAAGAGTATTGTAMCTTTACTCAGA 

ACAGAG 

Sequence 3715 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGGGGGCAGAGAAGAAGAGTGCAGCATCTAT 

TGCCTGTTTCTTGGCAGCCAATGGTGCTGACCTGAGCATTCGAAATAAGAAGGGTCAATC 

GCCACTTGATTCTNTGNNCCTGATCCGAAATCTTCTGCAANAGCACTTGGCAAAAGTGTC 

ATAAGNGAAAAAGTCAGTGGTCAAGTGGGTTCTCGGAGTCCTTCTATGATTAGTAATGAT 

TCTTGAMCCTTANAAGAGTGTATGGTGTGCTCAGATATGMGAGAGATACTCTTTTTGG 

TCCATGTGGACATATTGCTACCTGTTCTTTATGTTCTCCACGTGTCA 

Sequence 3716 

CCCTTAGCGTGGTC GCGG CCGAGGTACCTAAAAGCTGAGCCACTACTTCTCCAGAGCAAT 

TGGT CTCCTT GATTGTTTTGCMCAGGGATATTTTAAATTGGAAAACTGAAAAGATAATG 

MGAGTTTTTATTTCTATTTCCAGATMGTTAGCTTTTACAGCAm 

GCMGGGGAAGACAAGCCCTCACTTAGCTCAGCTAAAGGGTTATCTTAATGTTTTGAGGG 

GTMTAAGAGAMTTACTGTTAGTTGGAAAAAAAATAGAAAGAGACAAATAGAAAATTTC 

CTMGACTCTGTAAGAGACATTCTTGGCTCTCTTCTCACTCCACATTTGCCACAGiTGATT 

GGGTGACTTGAAGCACCATGACTTGMGTATCAGCTAAGTGAGTATTAGTCTCMTTTTT 

TCCTTTCMTATTAMTCtATCTCTGNAMTCTCCATCCCATTTTTCTACTACCCTTCTA 

AGCATNNATAACCCTTTAAAGGATAAGTTAAGAGAAAA 

Sequence 3717 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAGATGGCTCATTGATACAAGCAAAGCCTTG 

GTGGCTCTGCGCTGMTTAAGGMGAGATTTGAAAGCAGGGCTATTTCCCTGGCGGCAGT 

AAMCTGCCTCCTGGAMGAGAGCMGCTATGGGATTAGATACTTAATAAMTTTTAGGC 

MGAGAMGAGTCCAGGTCTTTTACCTAAATTGCACACCAATTGAGCTCATCTGCTTATT 

CTCTACACACTCAGGCTAGGGAAAAAGTGGGCACATTTCAAAACTCAATGCTTAAACTAT 

AGCTTGATGTGAAAAAGTAGAGACAAATTTGCCCATGCTACATCAAAGTGTAAAGAACTG 

TCCATCTTAAGCTGGGAAACCTGAAAATCATGGCAAGTATAAAATCACTTnTAGTAATA 

AGACAAGGAA ATAAAA TAACATAAAAGCACATGCCAAGAAAGTATTAGGAATCCATCCTA 

CGMMTGCAATTTTTAAAAGTGACACAATATCCCAGGAAATAATTATACCGAAAGATGC 

AATGAAAACAAAAAATTCAAAGGAATNCATCAAGGGCCTTNCCNCAAAATTTA 

Sequence 3718 

CCCTTTTCGAGCGGCCGCCCGGGCAGGTACTCAGTTTATTGMTTGATGMTTGATTTTT 
TTT TAGT MTCACATAMTTTCTGTMGATTTGTTATACATTGTTTACTGTCACAGAATC 
ATGTTTTATATCTTCMGCTCAMGCMGCTTTCAMCTTGAATTTAGTTCTTGCATAAA 
TATGGATGATTGTTTCTCCATTACTGMGCAGTGTATTATTTCCATAATGATCTGTAAAG 

TAGGTGGGTTTCATGACCTAAGTGTTATAGTTGATCTTTATATATACAAGGAAAACGCAG 

AGTCATCGTTCATT 

Sequence 3719 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTMCCAAATGTTTCAACCTGGAACTTTG 
AACACCTGGGCTTACATAAATTGCTCAGAATCAGTGTGGAAATCTTCGGAACAGTGGATG 
TAGAAGATTTGGGGTAAMCAGGCACTAGATGGTGAGGGGTTTTATGCTCTACTCATTCT 
TTACGCAAAATAAAAACAGACGAGTAAGTGTTGGCCTCTTTGGAACAGATGATTCCCAGC 
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AGCAGTTGGCATGCTTTATGTACTTTCTATAATACTAATAAACTAGTTTACAGAA 
Sequence 3720 

CCCTTAG CGTGG TCGCGGCCGAGGTACTACTTCAGTCATTTTCTTAATTTGCAAATCAAT 

AGCTCTC ATTTTAC TTAATAATGCCTGATATTTGCCATGTTCTTCCTCAAATGTGTCCAA 

CTGCTTAA I 1 1 I I ICTTCMGTTCCTTTTCTTTTTCAAATACTTGGGTTTGTAATTGGTC 

MGTTGTGAAAAATCCCAGTTTAGTCCMTATAGTCAAACACTTTTTTAAGTTTCAATAC 

CTGTAAGATGCAACACTTAATAGCGGTGAGTCTGCTTTAAGATTATAAGATCTCCTCTTT 

AACACCTTTATTTACTTCTTGATTAAGTAATA 

Sequence 3721 

CCCTTAGCGTGGTCGCGGCCCGAGGTACMACGAGTTGTATTTAMGAGTGCTTTTTGAA 

TTCTAGGGCTCTCTGTAAGTTACTTCATCAGGATCCTGTTTCTTTGATCAAGTCAGCATG 

GGTGCCTACCAMTCATTTCTACTTTGCTGTGTAGCTTTTAAATCTATTTTCTGGGTCAC 

TGGGCTTACTCATGGAATTTCTTTTCCTTAGTTTGTTTCTCTACTATAGTCAGAGTAAAA 

TGAGATGAATGGATCTGTATTTAAAGTGTGGCATTTTCCCAGAACTGCCATGGCCTTTAC 

ATTCATTCTCAAGAAGATCAAGGATGAGCAGAAATGATCTTCACAGAACCAACATTTACT 

CCAAAGGCATCAAAACTCTANTTCCTGAAATGCATTTGAGTCACTTACCAGCCCAGTGGG 

A TCTCTG TGCCAACAATTTGAATTTATATCAGTTTACAAATTCACTGAAAAGAATTGNGT 

CI 1 1 1 1 IGGTAGTTCATTCCTGAAGTCTTCCAGGCTCTACTGAATAACCCAGATGATTTA 

TATATACCATCAAACTTGCCTAAACCCTAAGCACTGCCCTGGTTATCTTGGCCTATTAAA 

TGCCCAGTCAGTAATTCAGTTTAAAT 

Sequence 3722 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTMTTTATCCACCCACAGAAAGTTTTTCAGA 

TGGGGTGGGAAGGAATGGAGAGAGAATGTGTCTATGAGCTTCCAGCGCTCATCTCTGCGG 

CTCAGAAGCCATCAATAGCTCGAACAGAAAACGTCCTCACATCTGTCACACAAACACACC 

CCATGGAACCAAAAATAAACCCCACACTGATGAAAGCCAGCATGTCGAAAGATAATTTTA 

GATCTATTTGAAGACTGCAGAGACTGTCTCGCTGAAATTTTAAAACCACACCACCAGAAT 

ACCCAACCCCTTACGATTATGCTCAGCCCTGATGAGGAGGCAAAAACACTTCATTCCATT 

TTATAAAC 

Sequence 3723 

CCCTTTGGAGCGGCCiGCCCGGGCAGGTACANTNNNTGCTATNNGTNNNNTGAANNNTNNG 

ATNGAATNTANAATGNCNNGAACACAGATNNNGGGTGTATTGTGTGCTGCATTGGAACTG 

AAAGNATTCACAAAGGAAATGCTNCAATTCAATCCCCAAAATAAATGAACANTGACAAGA 

ACACGTNGAAAATCTACTGAGTGTGTATATGATCATCNGTAGTTGTTCAAACGCTNTATG 

AANCTTATGCTCTNGTTCATGTCCCATTTTTGAGTTGTGCCTACATNATGCTGGCAACAN 

ATMNACATGTTGNTTTAATAMTACTAACCTTTATATTCTGCTTATTTTTAAATTATAA 

ATNCCATCTG NGTAAATAGTTTCTCTCTTCTNG CACTTTACTAAAAGGCAGTTAAAAG AA 

ACCCATTCTGAGGCTGGGATTACAGGCGTGAGCCACTACACCCGGCCTNATCTGCTCTTT 

AGGATATGGCAGCAGATCATCTATNTATCAGATACAATTAGAACCACAGAAAAAATTTAA 

GAACCTTAAAA 

Sequence 3724 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 

CTGTTTTTCTAAAAGATTTCTCACATTGGCAAACTGAGAGATTTTCTTCTGGAACACAGG 

AAAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACA 

GAACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAANCAATT 

CAGCAAC TACN AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGG 

ACCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAA 

CAAGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAA 

Sequence 3725 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTATCAATCTTTTGATTTTAACTCATGTGTT 

ACAATTTCAAACAGTATATTATATCACCATTATCACCACGCTGAAGTTTAAATGTCAGAA 

TGACMGCCCCNCGTATMTTCATATTTTTAGACTTMCTATTAATATTTTAGTTAGAAA 
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AACTTGAGACATATGCACAGACACCTGTAAACAACTACTTGTTCACTGAAAAATGATATA 

ANAATATCAATTT 

Sequence 3726 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAAGACCACACAATGATGGCNTTCAAGAGAAA 

GAAAAGAGGTAAGGATGCAAAATTAAAAAAAAAATAGGACTTAATGAAAGCTAATTTCAT 

CAAGCCCAGGTCACTGATGAGAAAGATGTAAAATCAAGAAACCAGTGAAATAACACGTAA 

CAGGTGAGTCAAACATTACCAGCCGCATCAAACAGTGGAAGTGAAATGGCACCATCTANC 

CCACCTGGTGAAATCCAAAGCGAGAACTTAAAGGGAGTAAGGATGATTCACAAAATGCGG 

TCGGGACACAAGAAAAGTGAGTTTGGAAGGACAGTGAAGAGAGAAAAAAGAATAAGGAAN 

CCACCAAAATTTCAACTCAAAGATACATTTTAAACTGCATGGTATGGCCCACTGTCAATA 

CCGTGGCTGCCTGGGAACAAAAAGGGTGGTCTCCAGATCCCCCAGAACCCCACTATACAC 

CAGGAGGACAAGGAGGAAAGGAAGAAACCCCCTTTGCCTGCCAGAATGCACATGAGGGGA 

GGAAGG 

Sequence 3727 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCAATTCTTATGGCACAATAAAATAAATCCAT 

AATAGCTGTGGGATTCAGAMCAMGTTATTTACAGAMTGTTTTTGATATAAAAAATAA 

ACAGCTAATATGATGAGTTTCTACATCAGTAAAAATAATTTCATTTGAAATTGATTACAG 

TCTGAGCACATACTACTATGTAAGAGACTCCACTGGGGGCCCTGAGAGATAGAAAGATGG 

CTTAAATACAATGTTGACACCTTTAGTTATTGATAATTTACTATAACATGGCAGTGTGCC 

TAGTAGCTGGAACAATGTGGCAAAAACTAATAAATCTGCTGCGTGAGATCCTTAGTAATT 

ACTGTTCC ATCT GCCTAGAACTATGCAGCCATATAAAAGTGTATCCCAACATCTTTTTAG 

TTGCTCCCTTTTAGMTTCCTGTCTTAACTGAAATGTCCCCTCCTCAATAAAATTTTCTC 

TMTATTTGATCTATGTTAACCCTCTCTCTCAGTTTTCTTCACTGCAAACAACATTT 

Sequence 3728 

CCC TTTCGA GCGGCCGCC CGGGC AGGTACCATAAAAATATAAGGGAAAATAAGCTTTCCT 

AGAAl 1 1 1 1 CAGTGTTCTAGTTTTTAMCAGTGATGTTTTTTATTAACCTATTTCATCCA 

TTCAMGACAGGCCTTTCTCCACACCACATTTTCCTCTAAAATCATGATAACACTTTTAA 

ATTGATGGTGTCTTCCAGTGTGTATCAGCCAGATGGCAGTGTGTTACAGTTCCAGGAAAA 

CTCGTT CACAT CTTCCGTAAGATCAAGAAGGCTCTGGCATCAGATAAGATCAAATGTTGT 

CTTTCTGTTTTAAATATGTGCCGCAAAGAGATTTGCTTACAATCTATTGAGAA 

Sequence 3729 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTTTCGTGATATATTTATACACGCATGGGT 
TTGTAGATCCCTGAAA CTTAG AGGTCATTTAGCTAAAATCTACA I I I I I 1 1 1 AACTTTTA 
ATAGGATTGAAATGATATTTTACACTGTATCACAGATACAGTATTTTATATAACTTTTTG 
TAACTGACCTTATCTTGGCCTTGAGTCCCATCCTCTCTGGTGGTAGCGTAAAACTGAAAA 
TTCCAGTTTGGGTCMTATTTAGTGAAAGTTCTACT7TCTTTTCAGAGAGTTTGTT 
Sequence 3730 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGGAAAATACCATGGGAACGGCGCTAAG 
CCCTTGGCTT TCCGATTGAAGGGAGCACTAGCTATTAGCTGCTCATCTCAACATATGTAT 
i i 1 1 1 1 ATTTTAATGG ATAA AAATGTTATATGGCTGATATGATTGATGACTAAGATAAAT 
TTTCACACTGGGACATTTTCTGCCTGAAGGTCAGGCTTAGGTGGCCTGGTCCCAGAGTTG 
CTGTTTCTACTAGGACCCGACCTGGTAAAAATAGAAGATACAGGGTAGTGAGGCAGATTT 
GAAAAGAATGCAGCATGTGCAAATTCTTAC 
Sequence 3731 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGGCTGGACTATTCTTTGCATGGATAGCTA 

AAGATATCTTGGCCCTTTGTCCTGTAATAAAAGTTGCTGCCAGAAAATACAGGAGACCAA 

CTACTATAAMTATAAAATGTMTTTMTTTTnTCTAACCTACGCCCTTATTCTAGGCC 

TTTAAAAGCACTAAATTGAGAATATGGGAAAAGGAATCTATAGAGTTTCGGCCAGATAAT 

ACAGGAAAGATCAACCTAGATCAGGATTCAGAAAGCCATCCTGGCTAGGCATGGTGGCTC 

ACACCTGTAATCCCATCACTTTGGGA 

Sequence 3732 
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CCCTTAGCGTGGTCGCGGCCGAGGTACCMCCATTITGCTTTTAAAATACTGAGGCAAAC 

CTCTCTGAGGTTTCTTCAMGCCMTGGCMCAMCATATTTCAGCATCTGTTTTGCTTC 

ACTGTANGTCTGTGTGTGGGTAGGTTATAAAATAAAAATGAGCTTGCCATTACAGATACT 

ACTTAAAAACCAAAAAAACTATGATCATGATGTTGATAATTCTGNATTCATTATCCTAAT 

AAAMCACATAAATGTCTAGAAAGAAATAGACAATTATGTATTAGGCCTTCCATCTCTTA 

TTTAATAATAGCAGGGTCATTGTTCNTAGNTAAAACCCGCTCTGATCTTAATAAATCTGA 

TGTAAA 

Sequence 3733 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I » I 1 1 I 1 1 1 II I 1 11 1 I M I I I G 11 I I I IGCC 

TACMCACATGGTGAAGGTTGCCAMTTAMTAGTGTTTCTATATTTGAMATGGGAAAA 

AGTCATTAAGAAAAAAAAGGATAAAGAAAAAAGTATGGTAGCTAATGTCCAACAAGTTGA 

AATGACAGTAGCTTTGAAGGCCAATTAAGTCGATACAAAACGAAATCGANAATGACGGCG 

GTGGTTGTAGGCTGCATCCTGGGGAATMAAGAGCCACTCCGCGMCACAGTATTTTCTT 

CAGAGCAA 

Sequence 3734 

CCCTTAGCGTGGTCGCGGCCCGANGTACGCGGGTGAAAATGTGAGAGCTCTGCTCACATC 

TGACAGGTCTATTGGTTGAAGTTTCAAGTGGCMCTGGTTTGTTAGAACCAGTCTCTTCC 

AGTGAAGMAGTTGTTCACTATTTAGCAAACGCTAAGGAGGAAGTTCATGTAATTCAGAT 

AATTCCTATGGTGTCTCCACAGATACTACGTGGAAAAGATGGGGAGTAGTGAGAGAAAAC 

ACATGAATATGTGAACCCTTCGGGTCTGTGAGGGATGGAAGGATTGGGATTATTGGAGAA 

AAATAAGGATAGCATTCCAGCTGGGCAGATCTAATTCGAGAATAAACAGGATGTGCCTGT 

AGATCAATGAAAAGAAANGCCAACTGGAGTAGGGGTGGCCTGTTGGAATGGCATTTAAAG 

CCAGTTAGGGAAAAAAAAAAAAAAAAAAAAA 

Sequence 3735 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCGAAAAGAACAGAGGAAACTAAGGCAAGCTGT 

GAAAGATGCTGTGTCTAAGAAACCCATTCCATTGGAGAACCCAAAGGAAAAGCGACCAGG 

TAAAAGGATTGAGAGGGAAGAAGAGGAAGAAGAAGAAGCCCTTCCTTTAGATATGATGGA 

TGAAGATGACTTACAGTTMTGAAGGATTTAGGACAAAGAGTATCTTTTCTAACAAGAGA 

TCTTTCTTCTAGTGAGCCTGTTCATGCGAAGAAACGGAAGCATGAACGCATTATAGATAA 

ATATGAAAAAATACCMGMCTCTGCAAACTGCACCAGAGAAGGAACTGATTCATTTACT 

TCCTATCAAAGATAAAAGTGGTATAATCCCACAGACTAGGGAGAAGCCAGTTACTGATAG 

TACAAAGATGAAGAGGATCAAAGAAG 

Sequence 3736 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTTCTCTTCTACTCCTTAATTACATTGAATA 
CAGA TATTAA TTTTGCMTTGCATATTCAGTTTCCTTTCAATCATCTAI Mill 1ACTCA 
TCTCCTTTTT CCCNMTTTTTGGGNCCT 

I 1 1 1 I I I I I I GNTTTGGGCCTTTTTNACCGGATTTTTATMTTTTCCTCCTTACCCTTGG 
TTTTGGCTGGAATTTTTTNCNCANAAMCCAATTNAATTTTNCTTGGGGGGGT^ 
TGG CCNMG CTNMTTMCCCTTAAATNTCTTTTTTTGGGGAAGGGAACCAANTTGGCCT 
TTCCT1 Ifll NTTGGGAAAATTTCCAA I I 1 1 ICC! I I I I CCCCCAATTTTNTGCNCCTTN 
CCMCCAANAAANAATTAMTTTTTTNACCCAAGGGAAGG I I I I I I I I I CCCAATTGGGG 
GMNMCCAAAACCTTTTTCTTTMCCNAATTGGGGTTNTTGGGGGMGNNTTMCCTTT 
CCTTGGNMGNGGNCCTTTTNGGTTAAGNGGGAAGGGGGGGTTANA 
Sequence 3737 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTGTGTAGTCGGGTATGAGAACGA 

TTGCAAGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGC 

MATACTTTGAGAMGGGGAAAAGTTCAGCCTTTGTTGCCTGGAAAAGTTGGTTTANCCA 

TGCTTGGAGCTTGGTTTTCTGCTTGGTMGCCCTACMCTTTTGGCCCAACTACTTGGCC 

TCTGGGACTCAAATTCCTCCTCTTTAAAATGGTGCTAATAAATAGCACCCACCCTNTGTG 

AGGAGGATNCTGTGAGGACAAAATGAGGATCATCCACATNAGCCGTGAACCCTG 

Sequence 3738 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTACATTGAGTAAAGTTATACCCCACTTTC 

TTGGTTGATACTGTCATTTGATAAAATTCATCAGTGGATAAATTGCTATGTATGTGTGTG 

ATA MGA TACTTGCCTTAAAATAGAACACTTCTGTCTTGCAAACAGTTTATGGTCAAATT 

GCCTTTTCAGTTACTGTTCTTTCCATGCACCTAGTGMTTTAAGTCTGATAAAGTCCCTG 

GATGTMGMAGMGATGAAATGTCTTTTCATTGTTAATTATCTGCACCTGGATTAAAAA 

GTATTTTCMCATGTGAAAGACTTTATGGAAAAAMTMTATGTGTGTGTTGTTTGACTT 

TTACTGCTAMGACAGCAAGTGATTGMCAGATAAAMTTATGTATTGGGTTTTAACCAT 

TATTTTTATTGACCCTATCCTCAATGGAGA 

Sequence 3739 

CCCTTA GCGTG GTCGCGGCCG AGGTACTTT A I I I I 11 I 1 I I 1 I 11 < I ) 1 I 1 I 11 1 I GGGA 

TTTTGTATTTTTAGTANAGATGGGATTTCGCCATGTTAGCCAGCTGGTCTCAAAACTCCT 

GACCTCACGTGATCCGCCCACCTCGGCCTCCCTAAGTGCTGGGATTACAGGCGTGAGCCA 

CCTNACCCAGCCAATAATTATTTTTTCACATATCATTTGGGCATCCCTAAGTTTCACTGG 

TMTGGGGTAATGGCAATCTAACATTTTTCACACATATATATATATAAAGTCTGTTGATT 

TTCCTTTCTGAAATGCTMCTTGATATGTGCCTCTTAAGGACTTTGACATGAGCAGATGA 

TATGGATGCTTGCTTCCGGGTGGAGTGAGTGTCTGTCTGACCTCTANAATATGCTCTATT 

TCTGCTGGGACTCTAACTTAGTCTTMNAGGAGACTTGACTGTTTGAACATTTAAATACT 

CTAAATAGTCC ACTG G CN CT ATTAAC AA AT AAATATAANTG G CTTTT AAAA AAAAG CTTT 

TTTTATTTTGCATTACATGNGGTACMTCTTTCAATTACTGGGAGGGAACACAAGGNGAA 

NAGCTGCTTANAATATTTATGTTTAAAATTTTATGGGM 

ATACTTAAAACANATGCCCCCGGGNAC I I 1 I M 1 I I 1 I 1 I 

Sequence 3740 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCAGAAAGCAGTATCATTATTTGAGTCACACC 

TGGTMCTTGACACCTGCTGACACCTTTCTACTGTTTACTTGCMTGTCTCMTTTTCCA 

CCCTTCTAAAGGACTCAGTGTCATCTGAAAGCTTGGCACTTTCACTATGTGCCCAGGGCT 

GGAGATCACTGATAAAGACGTTAAATAAMCCCATTTTAGTTCCACTCTCTACATAATGC 

TCGCTATTTAAAGGACTCACTCAAAGMGTGCCTGTTTCCCTCTACCCTTTNGTTTCTTC 

TGTCTGAACTACTTCCTTCTCTTTGA 

Sequence 3741 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTCTAATGAAGTTGATGGATTCTCTTGGGACA 

GGGTTATAATCATGCTCATCAAAAAGTCAGAATATTTAGCAGAATATGCAATAGGTCATA 

MMTAATTTAAATATTTTATTMGAATGTTTTCCTTAGCCAAGTGTGGTGGCTCATGCC 

TGTMTCCTMCAATTTGGGAGGCTGAGGCAGGAGAACTATTTGAGCTCAGGAATTCGAG 

ACCAGCCTGGGCAACATAGTGAGAACTTATTTCTACAAAAATAAAAAATAAAAAAATTAG 

CTAAGGCTTGGCGTGGTGGCTCATGCCTGTAACCCCAGCACTTTAGGAGGCTGAGGCAGG 

CAGATCACTTGAGGTCAGGAGTTTGAGACTAGCCTGGCCAACATGGTGAAACCCTGAGGC 

AGGAGMTCACTTGMCGCGGGAGACAGGGGTTGCAGTAAGCCAAGATTGCGCCATTTCA 

CTTCAGCCTGGGCAACAGAGTGAGGCTCCATCTCAAAAAAAAAAAAANGAAAAGGAAAAA 

TTAAGTACCTGCCCG 

Sequence 3742 

CC CTTTCGAGCGGCCCGCC CGGGCAGGTAC l I I I I I I I I M. I I I I I I I I M I I I I 1 1 1 I I 

CC I 1 1 I I I I I I I I I I I I I l I I I I I I M AN I 1 1 1 I I I I CAAAATTGAAANNNTTGGNTTTN 

TTNGNNCCTTTCNTTTANGNANNCCCCTTNGTTTrNGGNTTNNTTTNNAAAANTCCT^ . 

AATN CCTNCCNNAANCNTTNANNGNAAAMMMNTTTNCCNGGNTNNNCAAAANTTNAN 

TTTTNNNTTCCNAAAATNTNGNNNAMANNMANNAAACCNNNMTTTTNNTNNTNGGNN 

NTCCCCNTTTNTNANCCNTNGCNNGGNNGGCCAGMTGGGGGGTNTTTTNGGAACCNNAN 

NAAMCNNGAAACCTATTCNCCTTNTNNGGGCCCTMACNTTT^^TNGTTCCCANGN^^T 

NTTTGNAMNCNTNGGGCNNTTTMCNGGNGATTGACCCTTTATNGGACNTNNGGAAAAC 

CACCN' l ITTTTTTTTTTTTI 

Sequence 3743 

ANTACTGTTATCCACCNNAATCANNGGGATAACCGCAGGNAAAGGAACATGTTGAGCAAA 
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AAGGGCCAAGCAAAAAGGCCACTTAACCCGNAAAAAAGGCCCGCGTTTGCTGGCCAANTT 

TTTCNCATNAGGCTTCCGNCCCCCCTTGACTNAGCNTTTTTAAAAAANTNGGAGCTTCTA 

NTTNAAAANGTGGTGNAATANNCCGGANNGGGAGCCNANACNCGNNNGNGGNGAAGGCGN 

GNTTNGCNGNNANNGGGGCCGCTNCTTCCCNCTTTACTTTGGGTCACTTGANTTCGNTTG 

ANACTTTGGGCCCCCCCGGGNGGGGGGGG 

Sequence 3744 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGGGAAAAATTAAAGGAGGATAAGGAGGA 

TTTGGAAGGATGGGGGACACAGTTTTTGAGGGTGTCCTAGGAAGGCCTCATTGAGGAGGC 

MTATTTGAGTATAGACCACATCTGGCCGCCTNTTGTTAGCCCATGAGCTGAGAATGGTT 

GTTACAGMCATTTGCAGCTGGGTATGGTGGCTACTGCCTGTAATCTCAGCATTTTGGGA 

GGCCAAAGCAGGTGGATCACTTGAGGCCAGGAGTTTGAGACCAGCCTGGTCAACATGGCG 

AAACTCCATCTCTACTAAAAATTAAAAAAAATCAACCAGGTGTGGTGGGGTGTGCTTGTA 

Sequence 3745 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGCCACCTCAGGCATGCTTAGTGTTCAGC 

ACAGTGCCTGNGGTATAGCAAGCGCCCAAAAAATGTGAGTGGCTGTGATTGGAATAATTA 

TTATTAAGTAGCAGAGTCTCCCATAGGGATTAGATACCCAAGTCGCTATGGCCTTTCCCC 

CAMCCCTANGCMTCACGTGTTGGCATTTTAAATGGAAGGCACAGGGCTGGCATTGGTG 

GCTCATGCCTGTAATCCCANCACTTTGGGAGGCCAAGGCAGGCANATCACATGGTCAAGA 

GTTCACAACCAGCCTGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAGGAA 

ATTAGCTGGGCATGGTGGCGGCACCTGTAATCCCA 

Sequence 3746 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTTAGGGGACAGMCTATTTTACACTTT 

GTGTGGTTTCCATGGCTGTAAACATTTGTTAAAACTCACTAGCCAGGCGTGGTGGCTCAT 

GCCTGTAACCCCAGCACTGTGGGAGGCCGAGGCGAGCGGATCACGAGGTCAGCAGTTCGA 

GACCAGCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAACCGGG 

TGTGGTGGCAGGTGCCTGTAATCCCAGGGAGGCTGAGGAAGGAGACTCGCTTGAACCCGA 

GGCAGAGGTTGCAGTGAGCCGAGATCATACCACTGCAAGCCAGCCTGGGCAACAGAGCAA 

GACTCCGTCTCA AACAA CAACAACAACAACAACAACAACAACCTCACTCAACTGTATATT 

TMCATGGGTGAATTTTATCATATGCAGACTATATTTAATAAAGCTAATTAAAACAACCT 

CTATCC AAATCCCGCiGTAGCTTGAGACTACAGGAGCGCGCCATTATGCCCTGCTCATTTT 

i M I I iCATATTGTAAGAGATGGGGTCTNACTATCTTGGCCACACTGGCTTTCAAACTCC 

TGGGCTCAAGTGATCCTCCTGGCCT 

Sequence 3747 

TTGGTMNTACGGACTCCACTTNGAGGGGGCNGAANTTGGGGGGGCCCCCCCCTnTTCT 
TTAAAAAAATGCC ATGC TTCGGAGCCGGCCCGCCAGGTGTGGATGGGATANTCCTGGCAG 
AMTTTCCGCCCCTTTTAAGCGGTGGGTCCNGCGGGGCCCGGAGGGGAACC I 11 I 1 I I 1 
Sequence 3748 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGCAAAGTTACATTAATTACATTTTCATATT 

AGCAGACTTTGAGTCGGTTGTGATTAATTATAATAAGTGCCTAAGAACTAATGTGTTCAT 

TTAGAAAATGMTT ATGC CATGCATTTCTCATCACTAAAAGAGTTTAGAGTTTTGAAAGT 

GGCTGTAGGAGAGTTTTATCAAAGATGAAGGAATAAGATTTCTCTTAACTGCTCCATCAA 

CTCTTCCTCTTAGAAACCATTTCAGCTCTCCAGAGGCCTACAAAGTCTTCTGTATTATGT 

GATCTCTTGGGCTTTAGATTGCTTCTAGATTACTCTTTCAATAAACTA 

Sequence 3749 

CCCTTAGCGTGGTCNCGGCCGAGGTACATTACAATTTCAGCAAAGCATCTGNCAGAANTA 

ATATAGTATTACAAACTAACAATTAGGGCTCTTAACACAGATAAAACTCTTAAATGCTGC 

TTCTATCACTTACTCTTTATGTCACTCTGTCCAAGCATTTAAACTCTCTAAGCTATAGCT 

TCCCCCTTATCTNTTTAAAGGGGAACCATGATGATAACTATCTCACCAGGTTTTAGTAAA 

GACCGAATGGTAAAAATCTACANAATGCATT 

Sequence 3750 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCATACAGACTGTTTGTGGATGGTGAAAAAC 
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CCTTTMGCTTTTTGATTTCTCTTTCC 

GTGGTTTACTGTCCTTGAAAGGGAGTTCAGTGGTTTGGGACTGCAACTAAAGCAGGAATA 

GCAGAGTTTGATATCAATCTGAGTTCTAGGACTGTGAATAAACTGTCTTTATCTTATCCA 

AACATTGAATATATGGTAATTTTATGAAAGCGGAGGAAACCAGAAGCCACATCAATCTCT 

GMCCTATGAATATATCAGATAAAATTTTAGATATGATCTTTTTGAGAAAAGTACCTCGG 

CCCGCGACCACGCTAAGGGCGAAATTCCAGCACACTGGCGGCC 

Sequence 3751 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATATAATTTAGACTGCTAATCCACANGAGA 

CMATTACTTACTATTACAMTTACTTCTTAGCTTCCCATTAGCTTATATAAGTTCTAAA 

TCATMGGMTGAGTAAAATCATGAGATTCTATGGTCCTTTTGCCATGTATGCTTGCTGT 

GTTGTMTAGTTTTGTTAGAGAAGATAGAAAGCTTACCACTCAGTGCCATAAGTGAGAAG 

GAACAACAACAACAAAAAGGACTGTGGCCAGACATGGTGGCTCATGCCTGTAATTCTAGT 

GCTTTTGGAG 

Sequence 3752 

CCCTTTCG AGCGGC CGCCCGGGCAGGTACAATGTGACATCCATAGGACGCTACTGAAAAA 
AGCCTTGGTTTTT7TCATACTTTTTCTGCT 

AGCCTGTGGTTGTAGCCTTCTTTCTATTATTTATGGCCATGTGTCCTGGCAACAGTTACA 
ACTGCMCTCTGGGCAAAGAATAGGTTGGAAGACTGTTTCAACGTTTTCCATCAGGACAA 
GATCATACCCGACACANCTGAGGCCTCTCCGGATGGGCAAG 
Sequence 3753 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTGTCAATACTTTCTATTTTCTAACTATA 

TTACTAGGCATGAGATTTGAAATATCCCATGTAGATATTGGTAGCTGGAATTTCAAATCT 

GTAAAAATAGAAATGGCAACAAAACAATGAATCTGGAAGACTACTGTGTTGTCATTAATT 

CCTTTAAMMCTGCAGGCTMCAATTTTTTTAGTGAAAAGTTTGGGGTGTAAATATTAG 

GAGCTTTCTATAAATCACCTAATATTTACCAAAAAATAAAACCTATGAGATAGGTGCTAC 

TACTGATCTGTTTCTTAGTAAGGATACTTAAAGAGGTTAAAACTGGCCAGGCATGGTGGC 

TCACACCTGTAATCTCAGCACTTTGGGAGGGTT 

Sequence 3754 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCNATCTCCTGGTCTCGTGAfCCACCTGCCTCAGCCTCCCAAGTAGTTGGG 

ATTACAGGTGCCCACCACCACTCCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCTC 

CCAMGTGCTGGGATTCAAGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCATMTGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACTGC 

CATTGGATTTCTAATTTCAATTTGGAATTTAAAAACCAAATACCTGAATTGGTGTCCTAA 

TTCTGACATTGCCTATTTATAGCCTTGGTTANGTAATTGANCTTTCTGAGTCTGTMTTT 

CTTANCTTA7TAAATGANAAAAAAATNGNCTAAGATTTGCNAGTTAAA 

Sequence 3755 

GTGNATGGGTTTTCTGCAGAAATTCGCCCTTAGCGTGGTCGCNGGCCGAGGTACTTGAAA 

TGTGGGTATGGGCAGCTGAGGMCTTMCTCMTGTTTTMTTTTATTAATTTGMTTTA 

GCCACATATGGCTAGCCAGTGGTTACCATATTGGACAGAACAGATGTAGACTAGTAGAGT 

GTCAGTTTCAGTCATTTGAACCATACATTTGAACCATAGCTGAGAACCAGAAAATCAGTA 

AATAA GGCC TCTGAACAGAATAAATACTGGTGTATAATATCAAAGAATCCATGTAAAGAT 

ACGTATTTTA CTGA TAGGAGCTCCTGTCTGGTAGTCCTTAGAGTGTGTTGCTCTTTACTA 

TACAAGATTGTTTTCCAAACTTCAGTGG 

Sequence 3756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATCAGAGGGCAAACACTGTGACAGG 

AGCTGTCAGGAGGACTATACAAAGAGAAAGCATTATTGACATAGCAAAGACATGAGGTGA 

CCTAGATGTTTGTAAGCCACTCTGGCAGCTACAGCTGAGGGAGCAGGCCTGGTTAGAGAT 

TTCTCACAGGTGTTCTCCANACCCGAACACTGTAGTTTTATGTAGATTGCTCCCCTCTTG 

GGMGGAAGTAGAGCTGTTTTGTTTCTATTCACGTGTTATGTATTACCTCTCTCACTATC 
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TCATTAACCAGTGTTGTCACCACC 
Sequence 3757 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGTTCTGGATGGAGAAATACGATAAG 

GACACAGAAATGAAACAGAATGAACTAAATGCTCTCAAAGCCACAAAGGCCAGTGACTTA 

GCACACCTTCAAGACCTGGCAAAGATGATAAGAGAGTATGAACAGGTCATCATTGAAGAT 

CGTATAGAAAAGGAGAGGAGCAAGAAGAAGCTCCAGGCCTGGTGGCGAGGCACTATGATA 

CGGAGAGAAATTGGTGGTTTCAAGATGCCTAAAGACAAAGTTGATAGCAAGGATTCAA 

Sequence 3758 

ATTTTGGGGGGNCCCCCTTCTTMGNMTTGGCCAATGGNCCTTCCGGAAGGCCGGGGCC 
CCGGCCCAAGhfrGGGTGGAATNGGGGATMTACTTTGCCAAGNAAATTTTCCGCCCCTN 
Sequence 3759 

CCCTTTCGAGCGGNCGCCCGGGCAGGNANAAGTCNTTTNTANTNTTGNAATAGCCATAAT 

GAATGAGAAGTGAACTGCTAATGGCAGAGAATGTAGACTACCTGCTTGAGAGATTTGGTG 

MGGAAAGCAATAAAGTMTATTTTAGTGGGMTTATGCCTGAGAGACTTTATTTAGAGT 

AGACTGGTAGGTAGGMCAMTTTAGGAGTCTAAGGCATAGCTTTGAAGATGAAAGAAAA 

AAGAAAGTTACAAAT GTGGC ATGGGCCCGCCAGAGGAGAAAACTGAAAACCCAAACCTGG 

NGAAAGACCAGGAAGTTTTATCCTTAAGAAAGGAGAGGAAAAAACCATCCTTTTCTC7TG 

NCACCAAGAAGGNAATGGGAGNAAAAGGATAGGTGGGAAGGACCCTTAAAGAAACTNGGG 

AAMGGAAAMTTGGAGGTNGNAAAAAGGGGGGGCTTCCTTTCCTTTTTTCC 

Sequence 3760 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGATTCCACCTCTCGGCTCAGATGAGCATG 

CCGCATGGAACAGGATATGCTCCCGGCGTTCTCTTGGACGGTCAGAGAGATCTCCACATC 

AAACAGGCCATGCATGTCTNTGNTTGTCCTGGAGTCTGTGGACAAATCCTGTCCTTGTGG 

ACCTTTCCACTTNGCTGTGGGCCGGGGGAACCAGCCCGAGGACTGACAGAGTAGCTGGAT 

GTNTCTATCAACATATCCCGCGATGGAAATGANAGGAACTGAGCCCAGTGCNTGACACCT 

GTAGCTCCCAGATGGCCTTNTTGGTATGTAAGACTGNGAACTAATNCTGCACCCATAGAG 

GCCANCATCCAACACANGTAATGTTTTTCANCCTCAGAGAGATGCGCCCCTNCGCAATAA 

GAATCCTTCACCAG 

Sequence 3761 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGAATTTTTAAGCAGTGTTTGACATC 

ATAGTATCCTGTAMGTMGTAAGAAMGGTTTGTTCTTCCCAGMATTGAAAGTGGTTG 

CTCTGAAAATAAAACTAGTMTTAAMATATTMTTTTGTTCTMTCCTTTCTTTGACTA 

ATTMCATTTATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTAT^ 

TGTGACCT MTCAGTTCTGTTGTTTTACTTGGCTGTAGTGTTTTGGI MIN I I GTTTTG 

II I I I f I IGAGATGGAGTCTCACTCTGTCACCCAGGCTAGAGTGCAGTGGCATGATCTCG 

GCTCAATGTAACCTCCGCCTCCTGGGTTCAAGNGATTCTCATGCCTCAGCCTCCCGAATA 

GCTGGGATTATAGGCTCGTGCCACCAACCCCCCGCGTACCTCGGCCGCGACCACGCTAAG 

GGnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn 

nnnNMTATGGGCNNANATNTGCGGTTTTGANGGNGNAAAAACTNCCGTGCCANCTTCAT 

TAATGAAATTGGNAAAANNGCCGGGGAGAACCCCCCCCCCCCNNTTGGGCCCCCCTTCCG 

GNTTTmTNGTTAMTNNAmG 

GGNNNCCCCCCNNGANNAAAACCCCCCCCCCC 

Sequence 3762 

CCCTTAGCGTGGNCGCGGACGAGGTACAATCATGCACTGGGGTNAAGAAGATNCATCTGC 

TCTTAGCTACCTACCATGCCAACACTCCTGAGAAAGCTCACAGAGGCCCATGATGCCCAC 

CTGGATCTGAGGACCTAGAAAGCCACAACAGGCAACCATAATCTGGGNCTNCCCTCANCC 

AACTCCCCTGCATANAGNGAATGAATGAA 

Sequence 3763 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 

AGTCCTTGTTAAACATTAGTTGCAGTGGGTTAATTTGGAAATGATTTTGCAATGTAAAAG 

TCATCGTANTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCAATTC 
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MGAATTTTTAATGTMATAAATTTTCAAAAATAAATGTCTAGGGCAAAATCAGACCTGT 
CTACTTGTTGCATCTTGACTAAAMTTGGTCMGGTATCTGTAAATMGTTGCTTTATAC 
MGTTGCTGTTCAACATTATGGATATACACAGATGATCANGCAAGTTCTGCTTTGTACCT 
GCCCGGGCGGCCCGNTCGAAAGGGCNAATTCCAGCACACTGNCGGCCCGTTACTAAGTG 
Sequence 3764 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGC 

AGGTACCGGGAG AGTGCT TACAGTCTAGCAGGCAAGATTGATATTAAACACATATTCAAA 

AAMGGGTATGAGTTTTTTAAAGAGAGGTAGTGCTAAATCCTCTGGGAACATCCTCTGAT 

CTCATCTAAATTTGAAACCCTAGGTTCTCTGGGAATCTATAGCAAGAACTAATCCAAGTT 

AGGGGTCAGAGAAGATGTGAAGAATGAGTAGGATTTAGTCAGCTGAAGAGAATGAGGCTA 

TGGGGAAGCGTGTTCTANGAAGAGGAGAAATATATTCAGCCTCAGAGATGTGCAAAAAAG 

AACTT AAACTG CAG AG ACTTTCN G G AAAAA AA AAAAAA 

Sequence 3765 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTGTGACTGCTTTGAGACATTTCTTTATTGAA 

TTCTMCAAAAACAATCAGTGAGGCAGAAGTTACAGTMTTTTGATTTGATAGGTAAAAA 

TATTACATCTCAGGGAAGCCGAGAAACTCATCTCAGTCCCTGAACCAGACGCAGGGGCTC 

TGATGCAGACCCACTGGGCGTGCCTACCTCTGAACTGCCTTTTTGGGGAGTCTCGGCTCT 

ACCTCGGGTCCTGCACTGCAACCTGGGAATATGCTTGTGCATGTCAGTAAACCTACTGAT 

ATTATTACCACTCTT 

Sequence 3766 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTAGACTTATTGTTCCACTGNGGCAGGTAGACT 

TCAATGATTCCATCTGACTCCTCTCTGCAATGTTTACTACAATAAAACAAGAGGCCTCAT 

TG CTTT GMTAAAA^ATGGGGAGATCCTACTTTCTGGCCTAGGGTTCAAAATTAAGCCTTG 

CATTTTCCTAGGGGCCCATAATCAATCACAGAGGCATTTAGATGGACAAACTATTTGAAA 

MCCTTTCCAGATC7TTGCTTAACCAATTAATAGGCTATCCTTAATACCTATCCATTGGA 

ACCTATAMAAGATCTGGTMTCGAAACTGCCTTTCMGAGCTGCAGTTTTCAGAGNGTG 

GGTCCCAGGACCAACATTATCMGCATCACCTTCTTTTATTAGTTTATTAGGAATACACA 

TCTTTGAACACAACCTNGGACCCACTGAATCAGAAATGGAGGGNGGGGG 

Sequence 3767 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACCAATCTTACTTAGATACCGAGGAAT 

AGCCATATTGTAAATACCTCCACTGACCTGTGGCTTGCATTTTCACATCTTAAATATCTT 

TTGATAMTTTCTATCAGTGTTGAAATTGATAAATAATTGGGATATATTCATATGAGAAT 

TCTATACAGTAATAAAAATGAATAATCAGCAGTTAATTGCAAAACATGCATGGATCTCAA 

MACATATTTATAAAGAAMTAGTCTMCAAAMTAAAATATCCTTTATGATCCTCTTTC 

TTACATGTTACAAAACAGGCAAAGATAACC 

Sequence 3768 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTGGTGTGAGTCACTGTGGTGACAGCAGCAT 

CCAGGACGTCGATGCCCACCCGTTAGCCCCCTGAAGCTGCCCTCCCTAAGAACAGAAACA 

TCCTCCTTGTTGAAAATGMATGGACACTGTTTAGTCTCGCATTGACTCTGCTGTTGATC 

GTCTCTACTTGAMGTAGGATCTATTGCAGTGCACTCTCCTGGTTTTCCTTCATTCTTTT 

CTGAATATGCACCTTGCACATGTGTGGTGTTTATCATGTCAGCAGTCAGTGGTGCCCTCA 

AAGGTCTTGTTCTTAGAGTTCTCTAGGAACTGGGTCTAAATATCTCAGGATGCATAGTGG 

GACCT CACA TTTGGCAAAMGMTTAAGAGTAAAAATTATGTGAGGTCGATCACACTTGA 

AGACCTTTTATTCCTTTCTGATTTAGTTGGTGCACAAGCAGTACCC I 1 1 I I I 1 ICTTTAA 

AAA 

Sequence 3769 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATATGCGAATTTAACCTCAGCTTAAAATG 

GTAATTCCTCACCAGGGTTTGAAGTGCCTGCCACCTTCATAATGCATCTTAAAGGTCAGC 

TGGCAATCAGTGACMATTCTACATTCCTGAATAGTTACTTGTGAATTCAGGATTTCATT 

TAGCTTAATTTGTGTGTTTTTTTCCTCCTAAGTGCTCAGGTCTGAMTAGTCAMTTTTA 

ACCATCTAATTGGAATGAAAAGAAAGCCATGGTTCCCGGCGTGTCCCTAGGAGGTGAGGA 
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TAGAAGAGTGCTGGGAAGAGGAGGCACAGACTCTTTTCATGA 
Sequence 3770 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTATCAAAAAATGGGATAACATACGCAAAAA 

AGGCAACTTTCCAGAMTCATATTGTGATACTTGATTTTGTTAACTAAGACTGTTGTGTG 

CATACATGTGGAATGATGCAAATGAGTAATTATGTGATATTATTATTCTACCATTCTCTT 

GTGTCCCTGAACATCAGGATTCAGATATGGAAGAAAGAGACAGAGATAAAAGATAGAATA 

GGTAAAGGTAAAAATGCTGTACAAAAAGGGCTACATTCTAAATAGTAAAA 

Sequence 3771 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGCTGTAACCAATACGATTCTGGGGCAGGTTG 

TGGGCGAGTAGAAGAACCTCCTTCCCCTCTGCGACATTGAACGGCGTGGA7TCAATAGTG 

AGCTTGGCAGTGGTGGGTGGGTTCCAGAAGGTTAGAAGTGAGGCTGTGAGCAGGACCTCC 

TTCCAGGGGACATGCAATCTGCAGGGAGGGGCTGAGGGGGGTCCCATGGTCTCTGCTGTC 

TTCTCTGTCCACCTCTTTGTAGAGGAGCTTGAGCTCCAGGAATGCTCTGGTCAGGGCTGC 

TGTGACTGTTGGCCCTGCTGTCCTTCCTCCTT 

Sequence 3772 

CCCTTAGCGTGGTC GCGG CCGAGGTACTGGACTAMTGTTTTCATTACCTCATTTAAAGC 

C TGGA GAGTTAAGTATTTTCTCTGAAGTCACATAACTTGTAAAGAAAGAAGCTGAGATTA 

GTTTTACAGCCCTCACTCAAAAAAAAAAAAAANAAAAGTACCCAGCACCACCTAGGAAGT 

ATTTTTGCCACMMTCAGACCTCCAGATCTMCTNCCATTTTATAGGAAAGATAAGTTC 

AGAGAACCNTGTCAAATGACACCTCGGGATTTCAACCANCAACGTTCAAATGTGCTAAAC 

TNTTGTAGATGGAAAAGAGACTTACAGACATTTTNAAATAAATNCAATATATGGGCC 

Sequence 3773 

NTNNTTAGCGTGGTCGCGGCCGAGGTACATGGAGGTCAAAAGTCAGGTAAAGTCATCGAA 

ACATGACATTGATTTAAAGCAMCTGAGATT1TGTTCTAAMCMGAGTTTCAAAATTAT 

TTATACACMCCAMCAGACTMCCTGAGGMTAAACMTTTTGTGAGTMCCTTTTTGG 

TATCCTCATCCTATCTTATTGGATCATCANTAGAAATGGAGCMTGAAGTTCTTTCAAGT 

ANCCTCAGGTTATTTCGAAATAATACCTTG 

Sequence 3774 

CCCTTNCCAGC GGCC GNNCNGNCGGGNNCAGAGACAGTGAATACTGTANGGTCAGAGCTT 

TTATGTMTACCTTTTCATATCTACMTGTTTAGCACAATGCTTGGCACATAGTTAGAGC 

TGTTCMTAGACTCATAAATTTATCTTTCTGTTGGGACTACTGAGGAATAAACTTGAACT 

GGAGGAAAAAAAGTCAAGGAGAGTTGCCTACCTTCTCTCTAAATCCTTACCTATAATCCT 

TCAGCTCCTATTATAGAGACCACTTCATTTTGGTAATTCTCTTTGGGGTTGATATTAAAT 

ACGAAACAGAAAATCAAGATAGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 3775 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATCAGGGCATGTGTGGGAGGAAAATACTTGA 

GGTTGTGGAAAAAAATCACCTGAAGGATTAGAGGTGCCCAGTATTCACACAGGGCCCGGG 

AAAAGTGTCTGTTCCCACTGAGGCTGGAAACCTCATTATTCACGGGGCACGGGGTAGAGT 

GCATANAAAGGTGTTTGCCTGATAGTGGGGAATCTACCCT 

Sequence 3776 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAACTACTNAGGCGTNGTAACTTTCCANAG 

CAAAAMTTGGMTTTCCTCATGTTTTACAGGGGGAGGGTNAAGGCNATTCTATGAAAAT 

TMC AAAGGGGGTTGGGGGAGGAGGGCTTTCCTTTTTGCTAAAGGAAAAATAACACATTC 

TTTTCGMTGATGACTTATT7TTGAAAGGCATCCTGCCCGNNTNCATGCTAANACTTCAC 

CAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGA 

Sequence 3777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTCTAGACCACACCTACTACTACAAC 

CATTTCTMTTTATATTGACTTTTGGCAGGGGAGGCAAGGGTAGGMGGAAAGTTTTATA 

GGAGGACMGTCTTTTTAGTAAGTGATCAAGCAGGCTGGGCTTGGTGGCTCCTGCCTGTA 

ATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATAATGAGGTCAAGTGTTCGAGACCAGC 

TTCGCCAACATGGTGAAACCTCGTCTCTACTAAAGATAAGAAAATTAGCTGGGCATGTTG 
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GCGGGTGCCTGCAGTCCCAGCTACTCGAAAAGCTGAGGCAGGAGAATTGCTTGAACCCGG 
G 

Sequence 3778 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTGGTGCGGCTCTGTTCGTGGGCTGGGTC 

AGCTGGAGGCCTNIACACTAATTGGGGGTGTGATGATGTGCAATCGCCNGCCCGGGGCNTT 

GGCACCAGGAANTAAACCAACNTACCNATAGNCCGTGTTCTTTATCATTGGCNCTTNAAN 

GGCCCACCAGTTGT TNGCCC TTACNATAGACNCTNNGNAAGGGCTTTTNAAAAGGNCCCA 

AGACAACCTTGGTCNTTTTTTGGGGGGTTCCCAAAANCACCTCCTNATATNACCCANAGG 

TAMGGTTANTCACTTATCCNGAATTGGGGAAAGTGNTTTGNNCTCCCTGTNCAAACCNA 

ANTAMGTGNAACCCTMNGGCGTTTTATCCAATCCAACCTANCAAATAAAAGGTGGTTG 

NNGNAANAAMTTTTTGGTNNTTNCCGGGCTTTTTNGGCNCCA 

Sequence 3779 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTGACAGAATTTTTAAGCAGTGTTTGACATC 
ATAGTATCCTGTAMGTMGTMGAAMGGTTTG7TCTTCCCAGAAATTGAAAGTGGTTG 
CTCTGAAMTAAMCTAGTMTTAAAMTATTAATTTTGTTCTMTCCTTTCTTTGACTA 
ATTAACATTTATCTCTTTCTCTTATATTTCCACCACACCTCTTCCCACTACCATTTATTC 
TGTGACCT MTCAGTTCTGTTGTTTTACTTGGCTGTAGTGTTTTGG I I It H I I GTTTTG 
MINI! IGANATGGAGTCTTCACTNTGTCACCCAGGCTAGAGTGCAGTTGGCATGATCT 
NGGCTCAATGTAACCTCCGCCTCCTGGG 
Sequence 3780 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTGAGCCCTTGNGAATGTCTCTGAATGTGCA 

GTTAGACTCTTCTCACTGAACTGCTGGTTCTGCTTGGGCCTGGAAGGCCCTGTCCCACAG 

GCCCACTAGGCAGATTCCTATGCATCTTTCATGATTCCATGTGGATCACAT7TCCTCTGA 

CATTCCTCTGAACATGTAAAGATGCTGAATATCATTCATCATTAGGGAAATCCAAATCAA 

AGCCACAATGAGATACCACTTCAAACCCGCAAGGAAACAAAAAAGACATTAAAAAGTACC 

TGCCCGGGCGGCCCGCTCNGAAAGGG 

Sequence 3781 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTMTTTTGTTTGAAATTAAAAGCTATGC 

TACCTGTTGCTTAGGCAAAGAGTTAAGAGAGGTGAGATTTCTATCAGCTGTGGAAATATA 

AATGTTC TTATA GAANGAGAGTGGAGCTGTGGAAATATAAATGTTCTCATAGAAGGCCTG 

AGTGGACTT^^CCTGGGGGAMCGAATGGTATTGNCTTA^^*AGGTATNTTTGTAAATAGT 

AGAGTCATAGATGGCCTGTATTTGAGTACAGTCCAGGGCTGCTTTCNTGGATTCAGATCC 

ACCTTGCANCANNTCTAAGGGCCAAAATCCCACACCNTNCCTTGGGTCAAT 

Sequence 3782 

CCCTTANCGTGGTCGCGGCCGAGGTACCTGTGTGGCCATTACAATGCCTTACATGTAATA 

AGTCCTTGTTAMCATTANTTGCAGTGGGTTAATTTGGNAMTGATTTTGCMTGTAAAA 

NTCATCGNAGTATTATATTAAGTATGTTCTATTCCACCCGACTTAAAACATGATTCANTN 

NTTGMTTTNTMTGTCMTAMTTTTCAAAAATAAATGTCTAGGGCAAAATCAGACCTG 

TCTACTTGTTGCATCTTGACTAAAAATTGGTCAAGGTATCTGTAAATAAAGTTG 

Sequence 3783 

CCCTTANCNGNGGCCGGNCNGNCGGGCTCCATNTA 

CAmCCTTNTATC CACAT GTNGGGGTGAGGCTAmCACAGAGATAGTGTATCATTTTA 
CTAAMCATTATTTATTTTMCTATATTNANGACTTAMTTAAAAAAATAATTTTCTCAT 
TCATCTAGGGACAA 
Sequence 3784 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTTAGTAGANACAGGGTTTCACCGTGTTAGC 

CAGGATGGTCTCGATCTCCTGGTCTCGTGATCCACCTGCCTCAGCCTCCCAAGTAGTTGG 

GATTACAGGTGCCCACCACCACTCCCAGCTMTTTTTGTATTTTTAGTANAGATGGGGTT 

TCACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTCGAGATCCACCTGCCTCGGCCT 

CCCAMGTGCTGGGATTACAAGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATT 

GCCTCTTCATAATGTATTTAATAAACTATGGCAATNCCAGAATGACAGATTGTTACCACT 
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GCCATTGGATTTCTMTTTCAATTTGGAATTTAAAMCCAMTACCTGMTTGTTGTCCT 
MTTCTGACATTGCCTATTTATAGCCTTGGTTAGGTMTTGAGCTTTTCTGAGTCTGTAG 
GTTTCTT AN CTT ATTAAAATG A 
Sequence 3785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACATTTTGTTTATTCGTTCATTAGTTGATG 

GACAT GCMC 7TGTTTCCACATTTTGACTATTATGAGTATTGCTGCTGTGMTATTTTTG 

TATMC TTTTAAMTACAGTTTTAGCAGAMCATACCATACACGTATTTTCATAATCCAC 

11 1 1 M CATTTA CATACC TTCAACTTTAAAMCTMATTCGGATTATTITGTTTTTCA 

AGGACATAGTAATTTTTGTGCATATGTAAMTTTTCTTCATMCCAATCCTTGTTGTTAT 

TGNTTAGATATTTMGGGTAGTTTTCCAGTGTTTTCCCTTATTATAGGTTATTAATATCT 

T 

Sequence 3786 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

MTTATGAMCCTCCATACTGAGCTTGTTTTCAGGGGTATGCACACTGTTATAATGCTTG 

AATATACAGCAGTTTGCTTCATAAACAAGGCACAAAGAATTTATAAGTGATGATAGCCAT 

TGGAGGCCACATTGTTCCTTGTTTTGACGAAAAGTGTATGACTTGTCACAATGAGAAAAT 

GATAGAATTGGTCAGMTTTTTATCATAGATTAGCCTCTTAT^ 

ATTTTATGTGAATTTATTTGAGTTTTGGCMTGTG 

TAGCCCATCTGTGAATAAATTGGTGTGAATAACCTTGCCCACACT7TGAAAAAAAGTAAA 

AMTAGACACT CAMT TCATTATTTMCAMGCAMGTTTAGCCACATGTATTCAAATGA 

ATACTAATTGAATTTTGCCCCTTTMTTTGTATCGMCTATCATTTAMCGTTATTT^ 

TAGTATACTAAAGTAATTGCTATNAAAATTAGCTTATCAAAAAA 

Sequence 3787 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTTGCACACCAAGCTTAATAGAGATGGGGTG 

GCTATTACTATCTTCTGCTTATTGGTGGGGATGCCTGAGACACAAAGGAGCTGAGGAACA 

TGGCCACAGCCAAGTGGCCAAGCCCAGACCAAGTGTCTGGTGTCCAGTCACCTAGTCCCC 

AGATGTCTCCTGTGTCTCTTGCAACTCAGCTCAAATCACAGGTTCCTTGTCTCACCCATG 

AACAGATCCATCATCTGTTCTTGGGACACTGAGGTTCCTCCTCATCTTGAGGGACATTTT 

CCAAAAAAAAAAAAGTGCCTTGACCTTTCCTTAAAGGAAAAATAAATAATAAATAAAAAG 

AACCCTGAAGTCAAGTCACTTATGTAGTGATGTGATCCCGCGTACCTGCCCGGGCGGCCG 

Sequence 3788 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAGTAGAGACAGGGTTTCACCGTGTTAGCC 

AGGATGGTCTCGATCTCCTGGTCTCGTGATCCACTGCCTCAGCCTCCCAAGTAGTTGGGA 

TTACAGGTGCCCACCACCACTCCCAGCTMTTTTTGTATTTTTAGTAGMGATGGGGTTT 

CACCATGTTGGCCAGGTTGGTCTTGAACTCCTGACCTNGAGATCACCTGCCTCNGACTCC 

CAMGTGCTGGGATTACMGTGTGAGCCACCACGCCCAGCCTCTTTACTTTCTTAATTGC 

CTCTTCAT MTGTA TTTAATAAACTATGGCAATNCCANGAATGACAGATTGTTACCACTG 

CCATTNGGATTTTTAMTTTNAATTTTTGG 

Sequence 3789 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTGTATTTTATTGAGGCTGTTTCCCAGTCA 

GMCAGCGTCTCTCTTTGTTTGTCATTCCAMTCTTTCAGTGTCTTTAGGGCTCTGAGGG 

CCCTGGAGAGCCTCATCCAACCTCTCATCCTTCCATGGCTGTCCCCACCTCTGTGCACTT 

ATGAGTCMTGTTGCCGCACTTCATTACATGCTGTTCATATTACAGCATTATMGATTTT 

TTCTTTTAAAAGCCTATCTTCTTCAATCGGGTAGTMGACCATTGTGGGTTGAGGCATGT 

TTCATACTTCCCACA 

Sequence 3790 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAATATAGAGTTAGCATCCAGATCTATTCA 

ATMTTGCTTCTGGGMCACAGATACAMAATGTTGATTAGATTCCAGTGGGGGTTTTTT 

ACACGATGTTTATTTATAAGACTAATCTGTAAAAAGGAATGATTACAGCCAGGAGTTGAA 

GGTTATTTGAAGAGATCATTCAGTGTTTMGTTCTTGGTTTGAAACAGTTAATCACTTTA 

GGTTGGATTCTCTTCACTCTAGAAAACAATTCCTTTGGATACACCAAGGGAAAAACATAT 
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TTTTTGTCTTGTGATTTGGTAANCACCATAGTCACATCTTGGGAGGTCTTGTCTTATAAA 

ACCCC 

Sequence 3791 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACGCGGGTCGGTCTCCAGGGCCCCAGCACGTCT 

TCCCTTCAGTTGGTCCCACTTATCTCCACTAGGCTAGTTTCTCATAAAATGCTCATCAAC 

CTCATTTCTCCCTTCTCAGTAGCTGGCCCCGTNTACAGCAATGCCATCACAGACCTAGCT 

CTMTGTAAMTGCTAGCTTTCATCCCGCCCACCTGTTTCTGAAATGTGCTAGTAAGCAA 

TACCACAGCAGTAGGCAAGCTTTAGCTTGTTAAAAAATNTTTTGCCCTGGTCGAAAANGT 

AGTATTACTNGGCATTGCCTTNNTMNANGGNGTTATAACCTGGCTTNCAATTTCANTTT 

mNNTGCCNAGGAATGGTTTTCCTNGNTTCCTTAAAAAGGGTTGGGGNAAACCANAGGT 

ANTTCAATTNCATTTTMTAGNTTAAGAACCCGCCCCCTTTNTGNTGGAAAAATGGTTAN 

CCCNNGGNGGGTGGGTTCCANACCTGGTGGGATNGTNCATGGAAATTGGGTCCTTTACCA 

ANTTTTCTTCISITTTNTAAAANG AAAAATGGGTC C I M I I II I 

Sequence 3792 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGACTGCCAAATGTCCCCTGTTGTTGCA 

AAGTTGCCCCCTGTTGATCTAGTGGCCACTGCACTGGACGGCACGAGTCCAGCAAGCCAG 

GGAAGATGCAATTGAGCAATGGCATGCAAGGGTGAGTGCCAGGGAGGGGCCGCACTTCGA 

GGAAGAGTGATACCGGACTGGCAGCTGACCAGACTGGCTCAGAGGAGGTTCCCAGAGGGC 

TAGGGTTTAAGCTGAGACCTTTCTCAAGTCCAGCAACCACATGTCCCACAGAAGGCTAAG 

CCAGGATCCGGTGGCCCCAAGAGATTACATCCTGGCTCTGAGCCTTGGTTCACATCCCAC 

CATACACCAAGGCTGCTGGGAGGCTCAAAGGCAATTTGGGATGTAAATATTACTNGTGCA 

GAATGAAAGTGTGCTTNAAAACAAAACATATTTGCACTGCTGTTCTTCAACTCCCTCTTN 

CCATCNAAAAGCTCTTGGGGACCCTCATTTCAAAAAAAAAGGCC 

Sequence 3793 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAATTACTGGAAATTATCTGAACTGTGT 

CCAACC AGTAAAT ATTGCATAATTTGAATAGATTTTTATMTCTTMTCATATTAAATTC 

GMT AGATTTTTTCAGAATGC TTTCTACCMMTTTCTAGTCAAMTTCACCGAAAGTAC 

TTTTNl I 1 1 I I 1 1 IAI 1 1 1 I I 1 1 I I I GGGATCTATCTTCTTCCTTAACATTTCAGTTGGA 

GTNTNTAGCATTTAGNNACCACTGGCTCAATGCCGCTCACCCTANGTNNAGAAGTGTGAC 

CCAMTNCTTAMGCATTMNTGCTATTTNTCANTTTACCCACCCATTTTGGGGG 

Sequence 3794 

NCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTGGCCTGAAAAGCCTTGAGCATAGCA 

ATGACTCAGTCAAAACATTMCTTGGACACTTGATATACCGNTCCANAAACAACAATTTA 

ANTTGGGTTGGNCTTGTGCTACTGTATGGTTCCAAATA l I Ml JA TTCTTATG J I ) I IA A 

ATATAACACATAMAGGTMTATATGTAGGTTGAAATTACTAATTTTCATAACTGACTCT 

TCTTGATCTCACCTGCTGATGATATAAGGCCTAGGTGAGCCCCATTCTTTGCAAAAATTA 

GAAAATGAAATGAGAATTTAAAGGTC 

Sequence 3795 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGTGTGAATGCAGATGCCTTATTTCCTGTGG 

CTACAGCTTAGGGTGGAAAGTGGGGAGTGGCAAGATAAGCAACTAGAGAGGAAAGAAGCC 

ATGCACAAGCTAAACTCTATGCACAGAACACAAGAACTTGTTGAAGAAGTTACTCTATAA 

TACAACATACAAGAGCAGAATTTATCTGTCTGCAGAAAACTCTACCAAACTCCCATACAG 

TGAGATTTCMGGTTTGGTAGACATACAMGAGGCAGGTATCTTGCTTTTAAGTCC 

Sequence 3796 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAGGTGTGGTCTAGAGTAGATGGGTATGGG 
ATTTGTTTCTGAGCTCAACTTTTCTTTCCMTGAAMACCT 

TTTGAGAGGCTGCCAGAACCAAGGTCAGGAAGATGCCCATGCTTCTGGACTGGTGATAAG 

TGTTTATTCTTTGGTAGGTGCAATGAAACATTATTTGMGATTGCATGTTTTAATTT^ 

TCTAMGCAATGGCTATATTTTAACAAAATGCTAACAAGTGGTCTCTAGGCTACTTTATT 

TTGTTGGACAGCTCCCTTTCTGGTTCCTTGGAACCCTGAAAAGAAAGTGTTACTAAAGCA 

MGMGTATCMGCTTCAACCAGAACTTTTTCTTTGGATTTGCACCTNTAAAAGAGGTAA 
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ATGTACAGGTGGTCCCTTTTT 



Sequence 3797 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACATATTATATGCAAGGTTACAAAAAAAAATCA 

ATGGTTMTGATTTTTTAGCTCAACCAAGCTAAAAGATGTNAACAAGAAATTGAACTCAA 

AACAACTTMGATACAAAGCTCTTGTTACTGATAATGTCTAATAATATTCATCAATTTAC 

CATATCTTGNTCTTATATTAAMTGTTCTATCATTTTCCTMTTATTTTAAAGTCGATTA 

CAAAAATATATATATATA7TC7TGTAGTGCCCCGAAMTTGAATACATTTAATAAATGGG 

GTAGGAATAGATGNAATCTCCCCATTNAAGGAAGAAATTCCC 

Sequence 3798 

CCCTTAGCGTGGTCGCGGCCGANGTACCACTATGTGGTAACTCTGTTGCTACAAGGCCAA 

GAAGTTGNAAACTANNNNCTTACTCTCAAGGAGTCCAATAGTGAAACACAATGATATCTG 

AACAGAC AGTT GTATCCAGGATGCCCCCCCACCCCCAGCTATGGCAGAGGAAAGCACAAA 

GGTCAAGTTTTACCTGCTCCAACTCCCAAGTAAGGATAGCTAACACCCACAGAGGACTCT 

ACMCTTGTAG AGCACA CGGAGCATCATTMCTTTACCAGATATCAATAGCAACTTTCAA 

CTATGAAAAACATTTTTGGCTGGGGCGCAGTGGCTCATACTTGTAATCCCAGAACCTGCC 

CGGGCGGCCGCTCAAGGG 

Sequence 3799 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGGTTGCTCTCTAGAATTGGGGCATAGCTGT 

TACCC TGGGACT T TTGT TCCTTGCTCTCCTGTGGTAGGAACTGTTTCTTGGATCCCAGGC 

TTCTTGl i I I I i I GTTTTGTTTTGTTTTGTTGTTG I I I II I I AAAATTACCAGTCGGTTT 

TGCTGAATTCCCGTAAAACTTCAGTAACTTTAATAACTCTCCCACAAAAGGGAAATATAC 

TATTTAAGTCCTTGCATATTAGAAAATGTCTTCTGTCTTCATGCTTGATTGATAGTTTGG 

CTGGTTATATAATTATAGGTTGATTAGCTTTTTCTGTGTACATGGGGCTACCCCTTCCAC 

GACGGGGATTATCTCAATGATGAGGCCTTATGGAACAAGTGCCCGAAAGCCTCTCAATGT 

GGTTCCCTGGAATCTGACCCTNTTCTTCATCTGCTGGTCCGTAGGAGGAATCCAAAATGG 

GTCTTCTGCGCCATCAAGTGGTCAATGGCCTCTGGGGACCCTTTTGGGGGACTGCAANGT 

TTTGGCTTNTTGNGGGGAAAATGGANCCCTTTNAANCTCCNMNGMCTTGTTAAAACTT 

TACAGNTGGACNATTCCAA I M M I I I AAAAA AA ATTNTTTTN I I I I 1 1 GGAAAAATTAA 

ATNCC MTN TGGTTTCCTANNNNGANAAMCTT 

CCMCTTTTGTTNMNTAAAAAATTTTTTNTTTTAAAAAAAAA^ 

Sequence 3800 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTATCTTTTCMCTTTTCTGATGGCTTGATATT 

TTTCAAMTTAAAMTATCAGMACAMCATCCGACGATGGGGGTTTAATGAGATTCCAG 

TATGTAAMTATTCTAGMTGGCTGAMATAATAAAATAGTAATATTTTTGATATCGGAG 

AGACCTTCMGCAATGTATTMMAGGCMGCTATTGAACATTGTTTACATTTTGTAAAA 

GCAGATACAACCGCAAACACATGCAGAAGCACTGGGACAAACTTTAACAGAAATTGATAA 

TAATAAGGAGACGGGGAAAAGCTTTTG I I I I I I I GNTTCACATTATAGCTTTCTTCACTA 

TTTGMTTTTCTACACATGTGCTACCTACCTTTTTATGTCAGCANCAGTTATCTGGGTGG 

TAAGTTGGGGGGC A I 1 I I I I 1 I 

Sequence 3801 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTAAGTATGACTAAATGATGGTTTACACTACA 

ACAACCCACCTTGAGCTCTCTATTCTACTTTCCACCATATGTTTTCTGTTTGGGGGCTTG 

GGCATTACTCTATTATTTGTGTTTCCATATTCAAACTCTTCAAGAGAGTATCTGATTGGC 

TTGTCAGTTACTCTCCAGTATAAATGCCAGATTGGCCATATCTACTTATAAGATTAGCCC 

ACAGGCTGACTTTGGGCCAGCCATTGTTCCCTGATTCAATGCAATGTGACCAGTATTAGA 

AGGTAATGCAGGTACCTGCCCGGGCGGCCGNTCGAAAGGG 

Sequence 3802 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 
AGGTCTCTATTACTCCTCGGTTCCCAGACATCTTCCTCTTTGTTCCCTCTGTTTTCATAG 
AGAAAGTCTATTCCTCTCCACNAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 
TTTCTTCACTCTGTTTCTCTCCCCTTTTTATACMTTATTCAGGACTCAGCTCAGACTTT 
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GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 
CTGTATGGAMTGTTCTGTTTAMTGTNCGCMTCCTGCATTAATCCTGGGGGCTTTCTA 
Sequence 3803 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTAAATAGCTTAAAGGAAGAAAAAATCA 

TCATAGTAAAAGAATTTGAGAAGATAACAAAGCCAGGAGAAATGGAGAAGAAGATGAAAA 

TATTGAGAGAAAGCACTGAAGAATTACGTAAAGAAATAATGCAGAAGAAATTAGAAATTA 

AAMTTTACGAGAAGATTTGGCATCTAAACAAAAGCAGTTATTAAAAGAGCAGAAGGAAC 

TAGAAGAATTGTTGGGACATCAGGTCGTCCTAAAGGATGAAGTGGCCCACCCATCAAACC 

ATTCCAGTTACCCTCGGCCGCGACCCACCGCTAAGGGGCCGAAATTCCAGNCACACCTGG 

CCGGCCCGTTACCTAGTGGGATCC 

Sequence 3804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATCCATATTAATGGAGAAGAGCTATG 

GMTAGTTMTGCCMTTTATGAATAATCCAAAATCATTTATGTTGGACTTGATTAAATT 

ATTTATAATGCAAAGCACAGCCAGCTGTCATGGCCAATATGTTTGATCACAI I 1 1 ICTCT 

AATTGTTTCTTTCTTTTGTCTCTGGAAATCTGCTGTTATGTATAATGAATGTTTCTTCTA 

ATGCTTAAAATTGTTAGCAGATTACTGTCATCATGAGCAGTAAATTATCAAAGTCTGAAC 

ATATCANATCAGCATTTAATATCATACTAAGATGAAATTTAGAAAGTTAATATCAAGCGA 

TMTTATATGCATCATCATTACTGTGTTTGCATGTTAATTANGTATATGTAGTTAGTATA 

TCATATAAATGACTGCAGTTACCATTATGGNGACACAGACATTTCTCT 

Sequence 3805 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 1 1 1 I 1 I I I 1 I H I [ 1 I 1 I I I I i M I CGT 

TNGCTTATTTGTTTGGTTAGTTTAGTTTATTCTGGGGCC I 1 1 I I GTAGTTAAGTTCATTT 

TTATGGANAANAATAATGCAAGTAAAAGTTCACCTTCCTNTAGGCCATTCCACAGTCTGT 

TCCGAGTCTTTTTCCATGCCCTNTTTTlsrTGGGCTGNCCAGCTCAAACTGGGAGGCANTTG 

GGTCTGTTGCAAAGTCCCTTCCTTATTCAGGGTTGGTTCCCANAGCTCCAANATCTAATT 

ATCCACTANTTAMCTGCTGCCTGCATTGCTGAGCTCTTCTTCTTGATTAATTAAAGAA 

Sequence 3806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGGGCCTATTAGAGATCCTGTAGAGAACA 

TCMGGMATTGCAGCCACTTTATCCAGATCTTGATTAAATCTTGCAAGTAGACTCACTT 

GGTGATACTTCTGAMTGTGGTGGGTTCATGATTGATTTTGGATTCTGTGGTGTTTCCAG 

CTTTGTCTCTCAATTTGATGGTAATGTCCCCTCTTCTTACATTCTTGTTCCATGTTATAA 

TATCCACAAAGTAATGATACATGCAG 

Sequence 3807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTGACTACAGACTGAGTAATCTGA 

GTTACTTCGGAATCCAGGAGGAAAAAACATACTTTAGTAGGATGATGATGGTAAAGACAA 

GTTGTGATTTTGAAGTTCAGGTGGAAATATGAGATACAAGAACAGGATTAAGATAGAGGT 

TGGTGATACCTAGTCCTCTCAGCTGTTAGTTCATGAGATAAGAAACTATGCCAATCAGGT 

TGACTGTTGTCAGAAGCTAGCACAGTGCCAGATATAGAGTGGGAACTGACT 

Sequence 3808 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGACCTGGGTTCCAGTGTTAACTTTGCCTC 

TAGCTGGTGTCATGATTGTGGGAMCTCTTTTATCTTCTCTGTTACCTCACCTATCAAAT 

TAMGAGTATGAGTCTCCACATTTCTTCCTTCCATAAATTAAGGCTTAGTTATAACCACA 

ACATACTGTATTTCTTAGAATACGACATCACTATTTTATACATTACTAAAAAATTGAAAA 

TTCTACTAMCTATGAAGCMTGTTTTATCACTTTGMTTTTAACTTTCTACATTA 

AAAAGCTTTTTAGGTATAACCAAATMAGGATTTTATCATATATTACACTTNGGATACAT 

GTAAA 

Sequence 3809 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCTTTTGCCAGTTTCCAMTTTGTGTTGAGTT 
CTATGACCMCATTTTACAGMACATTGTGTGAGACAGAAAATTTTAGGGTATTATTAAA 
TTAAG G C ATC ATTTCCTAACTTT ACT ATTGMATAMTT ATT AT ATTC AC AAT AC ACTTT 
TATATTTAGGTATACATCTTAAAATCTCTTAGCTTAGTGGGCCCGCTTGTTCAACTTGAC 
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CTTCATCAACCAATGCTATCTTAAGATAATAAAAAGAAGAGGCATTGAATACATTAGAGA 
AAAAAGAATTGATTTATTCCAACTCAGGGTTGGAACTATGCCTCTTAACTCTTAATTAAA 
AAATACTTCAATGAATAATAAAGACAATCCTT 
Sequence 3810 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGGGAGTGGCAGAGTAGTGATGTAAACTC 

AGGTCTCTATTACTCCTCGGTTCCCAGACATCTTCCTCTn'GTTCCCTCTGTTTTCATAG 

AGAMGTCTATTCCTCTCCACGAGCTCATTTTCTTTCCTGGGACAGAGTCTGGGAAACCC 

TTTCTTCACTCTGTTTCTCTCCCCTTTTTATACMTTATTCAGGACTCAGCTCAGACT^ 

GCTGGGGTTGCTGTGTCAGTTACTCTCAGTGTAAACTTGGGAAAGTCATTTATACTCATG 

CTGTATGGAMTGTTCTGTTTAAATGTCGCAATCCTGCATTAATCCTGGGCTTTCTAAGG 

CGGGAGMTACCTTCATAGCCTCAGTAGCTGGCATGTGGTAGGTGCTTCGTTCTTGTTTT 

TTTGTTTGTTTGTTTTGTTTTCTGNTTTTCATTGGCTAGTT 

Sequence 3811 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGAAAAGATATCTACGTTCCCATGTTTATTG 

CAGCACTATTTACAATAGCCAAGATACGGTAACAACCTAAGGGTCTAACAACAAATGAAT 

GGATGAAGAAAATACAGTAAATATTCGCAAAATACTACTACTCTGACCTAAGGAAGAATG 

AMTCCTGTCATTTGCAGCAATATGGCAACATAGATGAAATTGGAGGTCACTTTATTAAG 

TGATA TATGCC AGGCACAGAAAAACAATACCGATACTGCATGATCTCACTCGTATATCAA 

MTTGTTTTTTACTGACATTGATATCATAGAAGCAGAGAGTATTACCACAGACACTGCGG 

AGGGGCGACACGGTATGAGGGAAGGACAAGGAGAAGTTGGTCAACAGGTACCTGCCCGGG 

CGGCCGCTCGAAAGGGCGAATTCC 

Sequence 3812 

CCCTTAGCGTGGTCGCGGCCCGAGGTACGCGGGTGTGCCATGTGGTTCTATACAACATCA 
GAAGGACATTTAAMTTAAATGGTTTTTTCMTTTTTAAATC 

TCTTGCATAACATCCTTCTATTATTTCTGTATGGAGTGAGGGATGGAATCAGTGTGAGCA 
TGTATTAACCTCATGGCTAAAAGTAGGAAAGAAAAAGATTTCCTCATACTGTTATGTATG 
TGTCTAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 3813 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGCCTCAGACGAGTTTGGGTGCAGCAGA 

ATAGTGAAAAGTAATTTGGAGGTCAAACCAACAGGACTTGCCACAGGATGGATGGATGAA 

AGAAGTAGAATAAAAAATGAACCCAAGTTTGGGGGTTAATCAATTGCATGACTGATGATA 

CAACTGTCCTAAATGGAGAAGATAATGAAGAAACAGGTCTGGTAGAAATAAAGATGGGTT 

CTACTTGGAGCTTAAAGACATCTAAATGGAGTTTGTATACAGGGCTAGAGCTGGAGAGAG 

GTTAGAGCTAAAGAGMCCAGAMGTATTCCCCMTTTTCTTCCTMCTCTATTTTTGAC 

C TTGAA ATATCATTTAMTTTCTCTGATTTMTTTATTTTGAAATATATTT 

GTTTTTCATAMGACCAGGTCTTGCTACGTCGCTCAGGTTTGGACTTGAACCACTGGGTT 

TAAAGCCTTCCT CCGCT CANCCTTCTGAGTAGCTTGGACTACAGGCACACACCACCCACA 

CCCAGCCAGATATTTTTTAMATATGTAAAAATATAACTTTGTTACATATTTACCCAGTG 

CTTTTAAAATGC I I I I I I GAAAATT 

Sequence 3814 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCATTTTCTCTCTATGTTATAGAAT 
GTTTTCAGAGCAGMATATATTTTGTGGTGGAAATCAGAGTAGTGCCTTAACAGTAGAGT 
TTTGGTTGATTTCTMGCCTMGTTATGTTMTCCTTGGCTCACTGATCCTTTTAATAAT 
CT 

Sequence 3815 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAGAGAMTMTTCAGTTAAGGATTTCTA 

CAGTTAGTMCCACATATTCATTTTTTATCGCAAMCACAAGTTTGGAGGTTGGCCCTAT 

AGAGCTACTTCAGCTATTCTTGAGGAACTCATTATGCTCCAATATTCCTGTTCCATTGTC 

CAGTGTGGCTTCTGGACTCATGGTCATAGATGGCTGCCCTACTTTCTGACCAGCATACTT 

CTTCCAGGCAAGAGGAAGCCTGAAAGGAGAAGGGCGTGTGGCTGGAAGGTGTGTACCTCG 

GCCCGCGACCACGCTAAGGG 
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Sequence 3816 

I I I I I I I I 1 1 I I I I I I I I I I I I I I GGTATCTGTTCCAAG I I I I I I I ATTGTTAAATTGAA 

TGACTMNMTCGNATCTTTCTTGNNTGATTTTTGTGAGTAGTAATGTAATGATTCTTAG 

MT ACTTG GTANAATTATTCTTGNCATAAAGTGATTGTCAGTMATGTTCACTGTTATTA 

CTATTTTTCTTGTATTGGGATTTTAGMTCTMGTC 

ATTNGTAGTCCCATTTNGTTTCTAGTTT 

Sequence 3817 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTATTTATGTGTAACATTCAAATGTGTG 

CATTAAATATGCTTCCACAGTAAMTCTGAAAMCTGATTTGTGATTGAAAGCTGCCTTT 

CTATTTACTTGAGTCTTGTACTGGGCTCTGTGTAAGTGTCGTTGGGGTAGGACCTATATT 

TTMTACTGTTCCTMCATTTCATTTTACTAGCGAGAAATCTTTC 

TTGT MTTC TAGACACTAGGTTGTMGTTTANCCATMCCCGATGTTysrTTTAAAAAGGGG 

ATATATTTTCTTTGCACAGTTGTTCAAAAMAGAGACMGGTTTCAAGTCCTCAATGCTG 

GCCTTTGTTTTACAAGGTACCTGCCCAGG 

Sequence 3818 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTATCCCAGTGGCAGAGATACACAGAAAGCC 

AAGGCTCAGAGGCAGTAAGTCATGGGTCCGAGGCCTCTTGCTGATGACAAAACTGGAATC 

TGAACCCA CGTCAGGCTTACATTTACACATACATGTATACAAATGTAC I I I H I I I I I I I 

I I I 1 1 I I 1 1 GGCATATTTAGGTTATTTATTAATGAAAATATATGACATTTTCAGGAATAC 

AAATTCTGCACCCTGATGACCTCAAATGCGTGCAACAAGATGTTTAATACAGAAAATAAC 

ACAAAAACTGT 

Sequence 3819 

CCCT TAGCGTGGTCGCGGCCGAGGTACACAAGTTTTAAATTTTGGTCMGTTTATCAGTA 
TTTTCCTTTGCAGTTTATACTTTGTACTT^ 

ATCCTAAMGAATTTTGAAGATTTGCTTTTCATATTTGGGATATAATTCACCTAGAAATA 

AATTTTGTGTCTAATGTMGATGGATCTMTTnTTTAMGTTAAACTGTGTAAACACAA 

TTTATTAMTATTCTACTCTTTCCCTACTGATCTGAAACACTACATCAGATATTTACAGT 

TTCCATAAACACATATGTGGCTCGTT 

Sequence 3820 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTTATACAGGCA 

^^^2[^TTT^"^' AAAA AAT ATT^TTG AG G ATTGTTATATTCCAG AT AT ATTTT 

TATATTTTTAGCTACCATTTTGATACTGAAATCTGGATAAAAAATTAGGCTTCATGTTTT 

CCATTTAAGTCTCCATACCTGTCCTCAAAAATCACATTAATCCAGGTGTAATTGAATATG 

MTTTATAGMGCACATGGGAAATGAMTTTTATGTCTMTTAGATATTTTTCACAGTTG 

GATGAGMGCCAGTGTTTCMGTGGTTTCCTGCCAGGMCCTCMTTTTCTAAGCCAAAA 

TATGTTTGACATTAACCC 

Sequence 3821 

CCCTTAACGTGGTCGCGGCCGAGGTAC I I I! I I I I I I I I I I I I I I I I I I I GGGCTTTTGA 

GGCTCCTGTTCTTAGGCAGCACCAGCTCCTTCTATTTCTGCAGCCAAGGCATCAAGATCA 

ATGTCATCCTTGGTGCTTAAATGAAAACAAAAACATCCTAAATGCTACTTAAAAGCAAAA 

TMTCATTCATTTATATAGATTTTATCATTTTMCCTTTTTCATGCATTAGCAGCACAAT 

G AG AAAAATC ATTTG G C AAGTTCTTT 

Sequence 3822 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGAGAAGGATAAATTGGCAAGAAAACTGGC 

ATCTTTAACTCCAGGGTTTTCAGGTGCTGATGTTGCTAATGTCTGTAATGAAGCTGCGTT 

GATTGCTGCMGGCATTCTNGTCAGMTTTCCCATTAMTTCAGGAAMNCACCTTTTGA 

ACCAGGGCCAATTTGNAGCCGAGTGGANTTGGGTGGGCTTTAGNNGAAGAAAAACCGCAG 

GTTTCTTGCCAAGCNCTGGAGGGAAGAAAAGAAGACTTGTGGGCATTACCACCGAAAGCA 

GNGC NCATGCCGGTTTGCCCCGGCCTGGGTATCCTGGGAGGCACCGNCAANACCCCGCTT 

TTTTAAAAGGG TATTC CCATCNATCCCCACCGTTGGCCAAAAGGGACCTAAGGTTTATTG 

CCTCCAAGGTNTTTTTAACCCANANAAGGNAMCCAATTNCCCTTTTTATTANCCCAANA 
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AGGMGGCCAAGCCTTCTTTGGGGATTAAGGGGANTGGTNGTTATTGGAACTT 
Sequence 3823 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNCGGGGTTGCAAANTTCTTCANTAGCNTTAN 

TTNGANTTTATATGTAAANGCCATTNAGTGGTTGAGATGGATATGMTTTTTTGCAAAGA 

GGCAGTTGGTCACTCTGTTTTCTGCGCCCAATTATTGCGGAGAGTTTGACAATGCANGTG 

CCATGATGAGTGTGGATGAAACACTMTGTGTTCTTTNCANATTTTAAAGCCTGCAGAGA 

AAAAGAAGCCAAATG 

Sequence 3824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGTGGTCAGCATAGTAGATAACATAGTTACA 

GMGMTTGACAACAGGAAAGTTGTTTTATAGAGGAGGGAATAAGGGCTCCGTAACATGA 

CATCATMTTTCTAGACAAACGCTTAACTTCCCTGAAGCAGATTCCGCCGAGAGGGATTG 

GGCCATGTCGGAAAGAGACCAGTTTGCCTGTMTATTTCTTCCTTTTCTCTAATCCTGGG 

CTCCCTTCAGGTAGAAACCCCAGATCACCATCAGGAACCCAGAGAATGGAGAAAAAAGTA 

GAAAAGAT 

Sequence 3825 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGCATTMTACGTGCATACTTTCTCCCTTTTT 

ACAAAACCTCTATTAGAGGCTCTGGAAGGTGTAAGCCATGATAGCAATGACCGTGTCAAA 

CTCTTTTTCTCTGTAACTCAGGGCCTAGGACTGTGCCTGGCACATAGCAGACACTTGATA 

CATATTTGTTAAATAAATGGGTAGCTGGAACATATGCTCCATGAGGAAAATGAATGTATT 

TGCATGTTGTTAAGTTAGGAATCTGGCCCTGGGAGTCAGAATTGCAGTGTTTGAGTCAGG 

CTGCATTATTTCCTAGCTGTGAGAGCTCTCTAAATCTATTCCCTCACTTGCAAAGTGGAA 

TGATATTAGAATCTGACTCATATTGTTACCGTGAGGATTAATCGACATAAATACCTGACA 

CATGG GTAGC ACTCAATACAGGCTAGCTGTTATTATCATTATCAACATCATCACTATCTT 

CTTTCATTTTTCTTGNTTACTACTTAATCTCCTGTTTTMGCACCATN 

TAAAAA TTTG GTTAAATAGGAAAAAATGAATCAATGAAGTGTAACTTACCTGTATACCCA 

MT ATGT TTTGCTTCCCTCANTATACCATTTTGGTCAGGGATTCCANACCAAATAGTAAA 

MATTT TAMGGNCCAACTTAAAAGTTAGTNGGGATTGANGTTTATTTMTTTGAMCTT 

GTmAMNANANCNAGCCCNNAGTNCCCTTGGANAAMAAGTCCTTTTMTTTCCTm 

GAATTTCNGGGATANGTAAAACAANAGGTTGCNTAATTNGGAC I I I 1 1 1 1 i I I I I 1 

Sequence 3826 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I I I I I I I I I I t I 1 I I I I GAAACGGAGTC 

TTGCTCTGTAGCCCAGGCTGGAGTGCANTGGCACGATCTCGGCTCACTGCAAGCTCCGCC 

TCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCGGAGCA I I 11 1 I ATAAT 

AGCTGCTTTAAAGTCTTTGTNAGATAATTCAAATACTGTGTCATNTCAGTGTTGGTGTNT 

GTTTATTGTCCCATGCMGTTGATATTTTTCTGGGTCCTTCATATTCTMGCMTTTTTA 

GATTGCANTCCTTGGGCATTTTCAAATATTACATTTATAAAGGACTTCTGGGATCTTTAC 

TTAAAATTTCCATGGGAANAAATGTTGCT 

Sequence 3827 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTTCCTTCCATGCATCTAAACCCTGTAACAAT 

TCTGTGAGGAAGGCATTACTATCCCTAGTTTACAAATAAAGAACGGAGACACAGAAAAGT 

TAAGTCATTCACCCTAATAATTGGAAAGCTGAGATTCAAACTTGGGCCGGCCTGTCCACC 

CCCAMGCCTGAGCTCTTAATCACTGTAGCACACTGCCTTCTAAMCTTCAGAGTTTTTA 

AGAGCTGTGCAAGCTACTCTTCCCCTAAATTAAGTTGCTCCCCCTGAATGCCCCAGAAAC 

AACATCTCTCATTGGCTTCCTGGCTTCTGCTGCAGTGAAAGCTAAGCTGTCAGCAGGGCT 

CCCTGGTCATTTMCTTGTTGATCMTCCTGACATTTCTACCACCMACAMTTCTTCTT 

TTCCTTGNGGCTCTCTCTAACCTGCATTTCCCGCTGTGGGCTACTGAGCCTGGACTAAAA 

TTTATGTATTCTCTATCCCCCAAATGAGCAAGAAGAATGCAGTTCTCATGTATCTATCAG 

CTTAATTAAGAAAGAGAAAATGAGGGTAACAAATCATGAAAAGCTTATGACACAGAAGTT 

ACCAAGGATGAAAG 

Sequence 3828 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGTGTTCGTTTACAGTTCTTAGGACTCNNTG 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 
159/599 



ATNGAAAAAAACACANAGNNNAACACAAAAAAACCCAACCAACCAAACAAACAAACAAAA 

AMAAACACAGGAGTTTCTCCCAMMGAAGTCTGCAGTGTCTTTTCTGTTTTCTCTGAA 

GGTATCCCAGGGTGTTAGATTTCTGTTGTTTTTCCCTTATGTGGCACCGAAGTTGGCAAG 

AAGAAGGAAGTGCTGATATAAATAAATAGGGAAATGAACAGAGAGAGTACCTTTGGCCGC 

GACCACNCTAAGGGCCGAATTCCAA 

Sequence 3829 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAAGTGCTATATAATGCAGTGTTAAAAAA 

AAAGAAATAAAATGCACATAGATTTGAAAGGATGAAATCAACTTTGTTCACAAGTAACAT 

GATTGTCTTTGTAGAGAATTCTAAATAACAAAAACCCTGCTGACATTAATAAGCAATTAC 

AGCAGGATTGCAGGATACAGTCCTCAGGTAGATGATAAAAAGGAATTGGACATCAAGTCA 

TTAAAAGACACGGAGAAACCCTAAATGCTTATTGTTAAGTGAAAACCAATCTGAAAAGGC 

TTTCTATTTTGTATGATTGCCMTTATATGACATTTTGGGAGAGGCAAAACTATTTGATC 

CAGNGTNAGGACCCATGGTTGCTNAANNNTNAGGGGATANGCATTATTGNTGTTGCNGNT 

GCTACCTTTGGGGCCTAAAMCCMNCACCTGTTGGGGTATCAATTACCTTCTTTGATAA 

AAGGAAATAAATAAATAATGTTATCCGAAAAAAAAAAA 

Sequence 3830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGCTCCATGGAGGTTCTCCAGTCGGTGTT 

GCTGCTGCTGTTTTCGAGTCTTATCTCGTCTGTGCTCCTCATAAGTGTCGTCATCAGTGG 

GCAGCTCATAGCGGCACAAGGGACAGGAATTTGTCTTGCTTAGCCAGGGCAGAATGCAGC 

TGGAATGGAAAAGGTGATGGCAAGGCATCTCAATGGCAGTCTCCTCCTCCTCAAATTCCC 

CCGCGTACTCAAAATGGGATTAAGCCCTTCCTGAGGGTGGTGCCCACCTAGTAAAATCCC 

CCTTATTACCTTACCTGTTCCCCAAAGACATTCAAAATGTAATTAAGACCAACTACTATG 

AAGGCAGAGATAAACTCAMTTTCCTTTTGMCCCTCATTCCTCCAGTTCCTTCCTCAGC 

CAAAGACTTMGGGCTACATTTCTTTTTTGTTTTAACCAATAAAACACAATGGGAC 

Sequence 3831 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGAAACCAGAATTGCTGGGTCATTGGACATGC 

ATATGTTGAGTGTTTCTTTGTCATTGTTAGCCTGCACCCTCCACATTGGCTTTACCATAT 

TATACTCTCCATCTTGCTAATGATTATTCACC I 1 1 1 1 I I CTTCTTCTTCATAGGGTTTAC 

TCTCAGAAACCTACCTGGAAGCCCATCGGATTGTGAAGATGAACAAGAGTGAGGATGATG 

AGTCTGGGGCTGGAGAGCTCACCAGGGAGGAGCTGAGGCAAATTGCAGAGGGAGGATTTC 

TACGAAAAGCTGGCAGCTTTCAATCGCC 

Sequence 3832 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACCTATTTTGTGAGATTTCTCAAAGTATT 

TCTGTTCTCCTCAGTCTGAATGAGGTTAATTTTCCTGAGCAACAAGAACAAGTGTGAATG 

CCCACTCCTCAACTTGGAGTCTTCTACATAACTTGGATGTTGAGAACTTAAATACACTAT 

GGTGAGCTGCAGACTCTTCTTGCAGATGTAACAATGCTCTTGGTTTAAGCAGGTGTACAC 

CGCATATGGGGCCAAGTTCCACATATTTGGCAACCAGACCAGCATTCCANGACAACACCA 

AAAGTATTGTTGGTTTGGTTGTTTAGAAGGGGCTTTGGGGACATTTTNACI I I I 1 1 IGCC 

AGCCTCAGCTTTAMTCCCAAGGAAGACAMAAGMTTAATTTTT 

Sequence 3833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCAGCCAGCAGAACATCGCTGGGACGTGCC 
TGGCCT AAGGC ATCCTACCAACAGCACCATCAAGGCACGTTGGAGCTTTCTTGCCAGAAC 
TGATCTCTTTTTGGTGTGGGGAGGACATGGGGGTACCCCATTATCTTAGNAAAANNTANT 
TTAMCCTGTTTTCTTTTCACCCGCAMAGGAMTTAAM^ 

GGTTTAATCTCTTAAAGTTTANTACCTAMTTAGGTAGGAAACCAMACCAAAATTTATT 

CTTTCTTTTTTMAAAAAATAAMTTCTTANTAGGGAAAAAATAGGAACAGGTCCCAAAA 

AGTCCATTGTTCTTTTGNMCMGGTNGGATTTGGGGMTNTTGGTGGCCCNAGTTAATT 

TGGACCNAAAATTTATTT 

Sequence 3834 

CCCTTTGCGGCCGCCCGGGCAGGTACGCGGGGGCTCGAGGTTAGCTCTTCACTGCCCTGT 
GTCTTCTTTCCAAGGGTCTCGGTGATTCGGCCACAGCCTCAGCCTCCATCACGCGGTGAA 
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CTGATGGTGCTGGAAGATTCATAGACTCCAGGACATTCCTGAAGCCGAGAAAAGGTTAAG 

TAGGGTCTGGCCTGGAATACTCTCCTAGATGAAGATAGCCCAACCATGAGCCACCTTCGA 

AGCAGATGAGATGAAATTAAAGCTCTTCAACTCCTAAAGGCCCAGAGACTATCACAAAAG 

AGGTCAGMATCCTGMGGTCACTTTCTGACAAACTCAGGAACCCCAGGTTTATCTTGGA 

GCCTCAAGAGGAGATAAATTCACCCAATTCAGGCTGGAGTGCANTGGAATGATCTTGGCT 

Sequence 3835 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAGGACTGGTTAGAGGGTTGAATGAATC 

TGTATACTCAGCACTTAACACAGCACTCTGGGTAAAAGAAAAAAGATCCTCAAAGATATT 

AGTTGGTTACATCAAGAAAGGACAAACTTAGGTTAATCTATAACTTCATCTCAGAGGAAC 

AGGAACTTTGGAGATAAACAGGGCTCTGCCACTTGCAAGTTGCACCATCCCTGGTTTCTC 

CATCTGTAMTTGATTAAAACACTGCCTATCTAATAAGATTAAATAAGTTAGAAGCATTC 

AGTTAAATGTCAACTGAAACTATTGTTCATGTAAATTGTGCTTGATGC I I I I ICTTTCTA 

GATTCAATGATTATT 

Sequence 3836 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACTGACTCCCCGGGGACATGAGGTGG 

ATACTGT TCATTG GGGCCCTTATTGGGTCCAGCATCTGTGGCCAAGMAMTTTTTTGGG 

GACCAAGTTTTTAGGATTAATGTCAGAAATGGAGACGAGATCAGCAAATTGAGTCAACTA 

GTGMTTCAMCAACTTGAAGCTCMTTTCTGGAAATCTCCCTCCTCCTTCAATCGGCCT 

GTGGATGTCCTGGTCCCATCTGTCAGTCTGCAGGCATTTAAATCCTTCCTGAGATCCCAG 

GGCTTAGAGTACGTCTTAAATAGCTCAATAAAACAGAAGAGATTTACCCTCAAATGAAAG 

AATTACATCTATACTATATAACACTATAAATATTTGGCAAGTGGGTGAGATTATTGGCTA 

GCAATTGGGAAAATGGTTTAGACCTATACAACATTATGAAAATCAAGTTTCAGAGMTTT 

ACAAAGTTAAACACTTTAAAACAGAAAATCTAGMGAAAGTGGMCTGAATTTCTTCATT 

TTATGCATTGGAAGAGTTTCCTAAGGATAGAAACNAACAGAAGTCAATAAAAAGAAAAAC 

ACATGGATTTGGNTACCAGTGAAATTTTAAAATriTGTGTGTATGAGTTTAAAAGGA 

Sequence 3837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAATAAACTCTGGCCTCGAATTCCACTG 
ATGGTAAGTGATATAATAATGAGTCTGNNTCCNAATCCACTGTTGCCCTTAGTCAGGAAC 
CTATM TMCATGATTTGCCTTTCCCATATTGCATTACTAAAAGGAAAATAGAGAAATAT 
TTTTTCTTTMTTCATATTATATAAAGATTGTTTTTT 

TMGTTTACACATACTATTATTTTTCTGGCCTTTTGATAACATATATGTCAATATGAAAA 

TGTTATTCTTTAGAGCTAGTTTAAGGTCCCAAGCAATTATCAAGATCTACAGTGCCCAAT 

TCACAGCTAGTCACTGCTGATCTTACAATCTTTCCATACACAATTAATACTTAAGAATTC 

ACACTGCTGACTTCCTCCTGCCTAGATATACAGAGGGTAATAACAATAAATAATCACCCC 

TGGAGI I I I I I ICTCCTAACTACTCTGGCAGGCACAGMTCTTTGMGCATTTTAATTTA 

AACCTTTAACTAACCAAAATCAAAGTAACCTGAGTCTGGAAGTAACTGAGTGCAGTAATT 

GGCCAAAACATGTGGCTGGGGGATTTTMGTCTGGAGCCGTTTTAACCAGATTTTTAAAC 

CAAAAAANNGGGTTT 

Sequence 3838 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGGTGATACATTCTAGCCTTCTACAAAGTGCA 

CTTAGACCAGGATATTCTTTCATGATGGCAGACAMTGAGGAGTTTCTTTTCATTATCTA 

ATGAAAMAGAGTTGGTCTATATTTTCTCAGTGTATTCCTATAGGGAAGAGAGTCTTATT 

GTTGATAACCTTTCAGACAAGTAGATGCTTCTGCATCCTATGAGGTATTCCCAAAGCCCC 

TCTTTAAT CTCCA CCATTGTGCATMTTTTGTGATMTGMGCAGTTATTTTCTTCTCT^ 

GATAGACATTTTATGAAGGCAGAGACTATGCCACTCTTGCTTACAGTTGTAGCTCCAGCA 

TCTAACATGGTGTCTTAACACATAGAAGATGCTCAGTAATTACTTGTTAAATGAATGGAT 

GGGTGGGTGGATATGCCCTAATATGATGCAGCTTGATTATGCTGTAGTCTGGCTGGATTA 

AGACATCATCCAAAGAAGTAAATACCAGTATCTTTAACTGNTGCCTGTATCTACACACTG 

GAAGAAGACATCTTTCAANGGGGATGAAAAAAAAGTCATACCTTTGGAAAATCATTAAAC * 

TCTTAI I I I I AAAA 

Sequence 3839 
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CCCTTAGCGTGGTCGCAGCCGAGGTAC 1 I I IN II I U I I I I I I I I I I 1 I I I 1 1 1 GCACA 

GGAGTAANAAAAAGGGAATTTGCTTTAGGGGCATGAAACTAAAATATCAGAATGATAGGA 

CTAAMTCMCAGAGTTTANACTTCAGTAGTCANAATAAAATACTTCTGAAATATTCCAG 

ATATCGTATAAAA CCAC AGATAMTATGCAAAGAAGTCATTMGCATATTTTATTATAAT 

TMTGAATATGACTTTTAMGCTATATGTATTCTCCATGTTAAAAACTTCCTTAGTGAAT 

AAGCCCAGGGCTGCCCATAA 

Sequence 3840 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTTTTTAATTGTTAGTAA I I I I i CCGCAA 

CAGGACACAAAGAGCAATCTCATTCTTTCTGGAGGTCCATGCAGAATACTGCCCTCAATG 

GATGTCACCTATGTGACCAGTTCCCACTGATGACCCTTACACTGAAAACCGGCTTACACA 

GGAG TGGT CTATGATCTATGATGTATTMCATGGACATTTCCTCTTCCATTATGAATTTG 

TAMGTTTTGATTTCCATAATTCTTTTTTTAATCAGTGAAAACATAAMTAAGGT^ 

GAGAGAGATACAGGAAGCCAA 

Sequence 3841 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGTGGTTATTTCATCATTCATTCCATTGGT 

CATTGAAAAAAATCTTGATATGACAAATAATAATGACTGCTAAATCTCTGATTGTTAACC 

TGGGAATGTCACTACACAGCTCACTTTTTC I INI I A TGTCTTANGTTGGG I M i ll GTG 

AAGAGAGGATGTTCTAGAGGCATGGTTGAAATTGAATTTGTAAGTGTTAAAAGTGCTAAA 

ACTCCTTTTTCCTATAAAATT 

Sequence 3842 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCAACCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAAAAAGMATTMGTTGTGMTTTCTAAAGACCT 

TGAMTMGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCC 

TACTACATGMTTAACGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAG 

TATT CTCTG MGCAGTTCCMTCTAGTTGGGAGAATTMCAGCCAGTTTGATTTAACTAT 

CTCATTTTTATTAACTGTAMTTTACATTAAAAAATATTTGCAAATCATACTCATTAGTT 

ATTTGGATCATTGG NTCTATG CATTTTAAAATTAATTTTG NGGTGGTCCTCTCAATATTT 

GGTTTTMCATTTATTCCCATTmMTTTTMTACTAT^ 

TTCCCAATMGGTGTCTTGGAAATNCTTTGTGGGGGAAAGGGCAGGACCAAAAATAATTA 
GTTTAAATTMN ATTTGG AMAAATGGTMTTTTTCCCA I I I I I AAATATTTTCATTTGN 
ATAA AAAAAAT ATTTCAAAGAAACCATGGATGMTNATNGGTTATGTTGGGNCTNGTTTT 
GGAATTTTTTTCTTCAAATTNAAAACANTTTTGNTTTGCCAAAAAAAAAAAAA 
Sequence 3843 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCTTTTGCCGCTTCTGGTTTTTGCAGACATC 

CACTACTCCCCAGCTGATTACACCAACTTGAATGAAACGACTTCTCTTGTGAACTATCAA 

GGGGCCGCCAGAATCACCTCTGCAAGTATTGGGGTCAGCATAGGGACTCACTCCTCCAGT 

ACAGAGAGATAAAAGCTGCACAGAAAATAAAACAGGATTATGGGATAAAGTGGTGGGAGG 

TGATGAGGATATTATTCTAAAAAGGGTAGTCAAGAAGGTTCCCTTGGAAGATAAAAGGGA 

TGGGGAAACAGCAAGGAGAAGGCCCAAGTGAGGAGCAGGTCTGAGGGGGAGAAGGAAGAC 

CCATGTGGCTGCAGACAGCAAGCCAAATGGGGGTGACAGG 

Sequence 3844 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGA 

GCAGCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAG 

AATTTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAG 

MCACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTA 

AAAAGCATATTATGGGACAAAACAGATACATGATGTGCAAAACACTGTCTGCAATTTAAA 

TGTGATGTGATGGAATTTTGGGAGCCATTACAAATCTGATTTAAAGAGAAGGAACTGGCC 

CAATGATGCCCAAGCA 

Sequence 3845 

CCCTTTCGAGCGGCCNTCCGGGCAGGTACAATATGAAGGTAACATAAATGTGTCAGCTGC 
TGCTTTATTTGATAGAAAGCGGCTTCAGTATCTGGAAAAACTCAACCTTCCTGAGTCCAC 
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ACATGTTGMTTTGTAATGTTCTCGACAGACGTGTCACACTGTGTTAAAGACAGACTTCC 

GMGTGTGTTTCTGCATTTGCAMTACTGMGGAGGATATGTATTTTTTGGTGTGCATGA 

TGAGACTTGTCAAGTGATTAGATGTGAAAAAGAGAAAATAGACCTTACGAGCTTGAGGGC 

TTCTATTGATGGCTGTATTAAGAAGCTACCTGTCCATCATTTCTGCACACAGAGGCCTGA 

GATAAAATATGTCCTTAACTTCCTTGAAGTGCATGATAAGGGGGCC 

Sequence 3846 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAAATGATAGGCGTGAACCACTATGCCCGACC 
TTMTGTTTTACTTTAAATTTTGTCTTTAT 

TGATMTTCTATTATTTGMCTTCCCATGTGTMTTCATTATTTGTTGTATTGACTGACT 
CTCACTCATATGTAGTTGTTTCTTCTTGAGTTTTGTAATTTTTMGAGTGAGTTCGCTT 
ATTTGGGCTTCATATTTGAMTACTGAGCMCCTTGAATTCCTCACAGATAMTTTTGGT 
TTTGCTTTGTCTGGGTGCCCTGAG ACCACT C I I U I I I I I 1 I I I I I I CGNGAGATGGAGT 
CTCTCTCTGTCACCCAAGTTGGAGTGCAGTGGCGCAATNTCGGGTNACTGCAAGCACCAT 
TTTCCGGGTTCACGCCATTGTCCTGCCTNNCCTTCCAAAGTAGCTGGGACTACAGGCGTG 
TGCCACCATGCCTGGCTAAA I I 1 1 I I GG 
Sequence 3847 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGCTGGTTGTAGACCCCAAAAGTAGGGAAGA 

AGATAAACACCTGAMTTTCGTATTTCTCATGMTTAGATAGTGCATCTTCTGAGGTCAA 

TT AAAAGG AG AAAAA AT AC A ATTTTCTCACTTCTG C ATTTAATTC AAAAAG AAAAAAN AA 

TG CCTTTTATT AN GC AAAAAATG G AAAGG AAG AAACC ATG G AAAATG CCTTNCTTTTCTC 

AN^^^TTATTGGGTTTGAAAATGGTGGTTATTCTATTTTTGGAGGTCCTGGGAAAMT^ 

ACCTAAATTGGTGGGTTNTGGATTMNTTMGNTTTTMGTTTTGTGGGGCTT^ 

GAAAACCTCCCNCTGTTAAAACCTAANAAGCTTTCAANGGGGTCTAATGGTTCTAATGGT 

KTrCATTTCCTATTANNAAAGNAAMTGGCCATMNCCTATTCNACCTGGTTANTTTTTTA 

AAA 

Sequence 3848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGACTCAGGTGGGAGGATCGCTTGAGCC 

CAGGAGGTCAAGGCTATAGTGAGGCATGATCATGCCACCGCACTCCACACCCCAGGCAAC 

AGAGCAAGACCCCAATGCAGACCAAAAAGAAAAAAAAAAAAAAGGAAAAGAAAACCACCA 

TTTGGAMCCACTACAGCAACAGCTACAGACATACCTCATGTTACTTCACTTTGCTTCAT 

CTCACTTTACAGATATTTTTCACAAGTAGAAGTCCTGTGGCAATGTCATGTCGAATAAAT 

CTATAACACCATTTTT 

Sequence 3849 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAGGGGGAGGATGTCTTGTGGAATTCAGA 

CGTMGCCTMCCCTGCATTAGAAMMTGTTCACCGGGTTAGAGCAGTGGTTTTTCCTG 

GNGGATTCTTTATGCCTAAANGAATCNTTGAAGTTTACCATTACTTCCTGGGGGAAGGGG 

TTANGGNMGAANGAAANGGGCCCCTCMTTTNTNCATTTTCCCCCTTCTTTGNGCGGGT 

TGN CTTGTTT CAAMTNCCMGNGGGCCAMTTNTAATNTTGGCCTTAAMTNATTTTGG 

MCNTTTTTTCNCCCCTTTTTT^^ 

TTAA N AG GTTTCCACCAATATCCTTG NGN NAG G AAGGNTATAAG G NTCTTCTCCCCAACC 
TTTTGNTTTTNTMTTANAATTTTCCCNCN I I I I I I IAA 
Sequence 3850 

MTTCGCCCTTACCGTGGTCCCGGCCGAGGTACGCGGGTTCTAGTGTTCTTCAI I I 1 1 IG 

CAGAGATCCATATTTMTCTGCTATTATTTCTCTTCTGCTTGAAGAMTCTCTTTAACAT 

TTATTATATTGAGAGTCAGTTGGTGTTGAGTTCTCTTAGCTTTTGCATGTCTGAAAAAGT 

ATTTGCCTTCGGTTTTGAMGCTATTTTCATT^ 

TTATTTCTITTAATACTTTAMCAATATTGCTTCATTCT^ 

TAMTTAGCTCTCATTCTTTTCCTTGTTCCTCTTTGTTTTCTCTGCCTGCTACGMACTT 
TTCTCTTTACATTGCTTTTGAGCMTTTGACTATGATGCATGTGTACCCGGGGGGCAATG 
TTGACATTTGAGGTGGCAGGCAGGATGCCTGCCTTCTAATATATTTNGGGTGAGTAACTG 
AGCCCAGCCCANGGGAAGGGTGGAATGGATTAAATCAAGAAATGGGATTCTTNGGTNAAC 
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TGAAGACTTTATTTGGGGAATGAAAA 
Sequence 3851 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCACMTATATTCAAGTTAATCTTTTACCCAG 

TGGTGCCAMTTCTTCTGAGAATAGCTMGAGGGAATTTCAGGCTTTCCTTGACTGTGGG 

CMGTCAMTACTTTAGTCTCTTCCAATTATCATATGTAAGGAGTAGAATATTTAAAATA 

AAMTAAAAATAAAAAAAATACACGTTAAGTTCATTGGAGGACTGCTACTAGATCTAAAA 

TATAAGCAGTAAAAAAACTACATATATGTGATTATATATACATAAAATGTGTGTATTTAT 

ATTACATATATATGCAGNGTTCATTTTTTGACCATTTCTAGTTATCAG Al I I I I I I I GCC 

AGTGATAAATTTGGAATGAGTGACCAGAAGGGAAATTAATATCAG 

Sequence 3852 

CCCTTGGCCGCCC GGGCAGGTAC TAGTTTGGCACTGAACTGTTTGGGTGCCCATGAGGTA 

GGCAGACCTTATGC I I I I I I I I I I IGAGACGGAGTCTTGCTCTGTTGCCCAGGCTGGAGT 

GCAAGTGATGTGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGTGATTCTCCT 

GC CTCAGC TTCCCCMTAGCTGGGACTACAGGTGTGCGCCACCACTCCCAGCTMTTTTT 

GTATTTTTAGTAAAAGACAGGGTTTTGCCATGTTGGTCAAGGCTGGTCTCGGAACTCCTG 

ACCTCAGGTGAATCCACCCGCTCTGCCTCACAAAAGTGCTGGGATTACAAGGCATGAGCT 

ACCGTNC CTGG CCTAMCCTTACGCTTTTGAGGTTGAGTGCAGGCCTTGTGAAAAACTAA 

NCCGCACTTTTGACGAGCCTTNAACAAGCTGGCCAAGTCCTNTTCCTTNAGCAAAACNCA 

TNAGGGTTGTMGTGGCATTNTTTACAGGTGGTCTTTCCCI I II I II I AAAATCTNTAGC 

CAGTGGAMTNTAGAATTGGATTCCAACTTTTMNTTCNTTTTTT^ 

TMACTTTTNANTAACCTTTTTAAAAAAAGGGAAAAAAAAA 

Sequence 3853 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTCCTGATGTAGGAAATAGTAAAATTTCA 

GAGCCTATGGCATTGGCTTTCACCACCTATGCAATTTTCTACACATCTGAAAATTACCAG 

TTTATCTMCTCCTTAAATGTTCCTCTCTTCAACAACAAAAAACACAAACAAAAATTGCT 

GGAAGAAACAGGAAGCATCCAGGTCCAAATGACAGCATAACAGACTATGAAGAAACAGGG 

CTTAAGTGCCCATCTAGAACAAGATGGTCTAGATTACAATAAGGACCCCATGGGACAGAA 

CATCAAAACATTCAACTTTCAAGTAMTGTCTTGGAAGTAMCATTTAAAATTTATAGGA 

CTTCCTCTGGCATGTAGGTATGATATTANAAAGAGTTTCCTTTGACAAAGGACAATGACC 

CAAGAAGTAGGG I I I I I I 1 1 I I I I I I A 

Sequence 3854 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCACGAGATTAGAAGTGCATATTCAACTGCNN 

AGACCGGMCCAGCATGGGGGGTCTAMTGTTACCAGATMGGTTTTTAGGGCATTTTGG 

TTATAGTGCTMGCATTTTTGGGAAACCGTAAAGAGGGTTAGGATAGGTGGTGGGAATAG 

AGGCTGACAGCAGTTTTCAGATGTCCGTGTGTTCATGCACGCAGTATGGCCCAGGTAAGT 

TCAAMCCTTATTCTTAGGCTATTTCGATCMCCCTGCCAGGCAATTTTAAATTCTTGGT 

GATGTAGGGCAGGGACACTGTGGATGGCTGAGGAAACTCTGGGCTCTGCTGGCTAACCAG 

Sequence 3855 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCTCTGTTCATTTCCCTATTTATTTATATCA 

GCACTTCCTTCTTCTTGCCAACTTCGGTGCCACATAAGGGAAAAACAACAGAAATCTAAC 

ACCCTG GGATACCTT CAGAGMAACAGMMGACACTGCAGACTTCTTTTTGGGAGAAAC 

TCCTG TGI I MINI I GTTTGTTTGTTTGGTTGGTTGGG I I I I II I GTG I ITTTTTTTTG 

NGTTNTTTTCTATCAGGGAGTCCTAAGAACTGTAAACGAACATGTTAGCACTAGAGAACA 

TATCCTANTCATGTGGCACCAAAGTATGTTACTGGTGGCAAATGCATACACGTNTTGCAG 

CAACCTNAATTCCTGCCTGCTCAGAAGAAAGAATTCAGCTGAGGGGCATAAGGCACAGTG 

AGAGACTGAGGCAAGTTTTAGAGCTTGAGTGAAAATGTACCTGCCCCGGGCNGGNCGCTC 

GAAAGGG 

Sequence 3856 

TGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGANGTACTTCGGGAA 

MCAAGAACTGTGCTTCAATGTCTTTATAACCACACTATATGGCTCATTGTAAATGTTCA 

ACAAATGCTTGATGAATGACTCAATGAGCAAAATTACGCGAAAACACTTGCTAACCTATC 
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TCTTTTTCATCAAGTATGTAGCAAACACATGCCCACACCTGGCACCAGAAACTATAAGTG 

CTATCTAMTATCMCATTTTATTNGGCCTGTGCACTTATCAGCTANTGGAAAGCATAAA 

TTATTCCAATAAACAGACGGNAGGTGTGGAGGCAAAATATCACACCTANGTCTANAAGAA 

CTGATGACTTTCAMTCAAANACTGTATTACCTGATAMGACTTMCTTTATGATTATTT 

TAACAGGGA 

Sequence 3857 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTTTAAAATCCTAAI I I I I ATACTTAGT 
TATTTTTAGCANTGTCATATTGAATTCTGTTACGAGTTTCATGGTTACTTATAATAACCA 
GTTTCCTCATTACATAGTAG AATGGTA I I I I I CCAATTNNG AACTCTTAATTTTAAATTT 
TCTTCTACCTTTAAMTTCTGTGATTCTGTTTGGTCAAAAGGGTCTGTGGAAATAATACT 
TGATATGTTTATATAGTGGTTATTCAAAACTTACTCATATATTATTTGCTGACATCTGAT 
GAGATATAGTTCTAGAGACATTTTTTATTTCTGGACTTTANTCTTGGATGGATGAAMTT 
TNATCNCGATTTCAGGGAAAGAAAAGGATTATAAAATTAGAATCNCATAACATGGNTAAA 
AGGAAGTTTGNTTTTTAATGTCAAATCTTAATNGGTAA I I I 1 1 NGATCATTTTAATTTT 
Sequence 3858 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATAGTATTTGGAGCTTCTATAGGAGTGGAGAG 

GGGCAGCTCATTGTTGAGAGTTGCATGCTGCAACCTAATGGTCAGCAATGAAATAAATAC 

TTGTAGAATGTTCACTTCAGTGTGMGTTTTGTTATCTAGTTAATTTATATACATATATC 

CTTTGTAGATACATTTCTATCTAATCTTGTTGGGCTAATTAAGAAATAAGGGGTGGGGTA 

ATTGTCAACAAAGGGAGAAGAAAGTGGTTTAAGATCAGGGCAGCAGAAAAATTAGAGAAC 

AAGAATATCATAATATGGCTCCTGGTT 

Sequence 3859 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTGACAGAAGCTGAAACTAAAGCCTATG 

TTTTCTTTAGTCMCATMGGCCTTTTTTCAGAGATGGTGTGAATTAATAGTTTAMC^^ 

CCAMATMGAATAGACAAGTATTTTCTTMCATATCCATTTCCATTGCTAGAGCTGCGG 

TGATCAGCAGAAGCATCTGCCTGGCTGTCAATATCAAGGTGGATCCAGGCTGTTGGAACT 

GGTGGATCCAGGGGTTGGAACGGAGGAATACTAAAAATGAGACTTGGAACTTGGAAGGCC 

TACACCACGAGGGCCAATTCTGCCATAAGCCCTATTGCCCAGATATGTTACATAAMCAT 

CCAGATATTACAGTGAAGGTCAAGTGTGTGGCCAGACACAGTGGCTCACAATTGTAATCC 

AGCACTTTGGGAGGCCGAGGCTGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCTG 

ACCAACATGGTGAAAACCCCATCTCTACTAAAAATCAAAAATTAGCTGGGCATAGTGACA 

CAAGCCTGTAATCTCAATTGCTTGGGANGCTGAGGCAAAGAAAAATTGCTTGGAACCTGG 

GGAGGGCNGANGGTTACAATGAGNCCGANATCGTGACACTTGCACTNTTAACCTGGGTGA 

CAAANTNAGACTTCCTTNTNAAAAA 

Sequence 3860 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGATTTTTCTAAMTCCTGGTTTCTTTAAGTAA 

CAAATGGGTCATTGGTAAATAGTAGGCAGCAGCAAGACAAAGTCCAAGTGTGTGAAGTTT 

AMGTGAMGAACTGGTTTAAAATGCTCACTTTGCCCATTAGCTCTGNGGTCCCGAGAAA 

GTCATTTMTTCTCTGAGCCTGTTTCATCACTTACAAAATGTGAATAACAACACTTATTC 

ATAGGGTTGTAATAAGGAGTGGGAGATGGTGTTAGGCATAAAACCAGCACAGTGCCCTGA 

ACCTATTTTAACAAATGGTATTTCCGAGGTGTTAGTCCATGCCAACATGAAACGTGAGTC 

TMGGMGCTTATAAATACTGTTTCTTTTTATTACAAAGATTATAATTCCAGTATAACAA 

MTTCACTGGAAGAAAACCATTTAACACAGCTTATTATCTGTTCAAAAAATACCCCGCGT 

ACCTGCCCGGGGCGGCCCGCTTCGAAAGGGGC 

Sequence 3861 

TTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGCAGAAGGAATAGAAGATATA 

GAAAAAGAGGACATCGAAAGTCAGGTCCTTAGCCAG I I I I I I I I AAAACATG ACACAGAT 

AMT TMGTTTTAAATAATMAAAGTATTTTTTTCTAGTTCAATTTGGMGTCTC 

TTTT AAAAG AT GTGTT ACTAAAGCTACTTATAAGTCATCTAAAATCCTACCACCTTAGGC 

AACCTTTTAAATTTTTGCTTATTTCATATAATATATATTTATACATAGTTGTTATAGAGT 

AAGTTCCTATTTATTCTGTATTTTCACATGACGTATAATTTCATAATTTCCCCATMTTT 
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ATTAGACTGCTTTCTACATATCTMTAGACACTCC^ 
AAGGCI I I I I I CCTACTCCACGATGAA 
Sequence 3862 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTGGTGGAGTTGTGGTTCGCCCCCAGGCTGTCA 

CAGAGCANTCCTACATGGAMGTGTTGTGACTTTTCTGCAGGATGTTGTGCCACAGGCTT 

ACAGTGGAACACCTCTAACAGAAGAAAAGGAGAAAATAGTCTGGGTCAGATTTGAAAATG 

CAGATTTAAATGATACATCAAGAAATCTGGAATTTCATGAAATACATAGTACATGAAACC 

CCAGATAGACTATAAATAATTCTAAACAAACAAGTAGGTAGATATGTATGTAATTGCTTT 

TAMTCATTTAAA TGCCT TTGTTTTTGGACTGTGCAMGGTTGGMGTGGGTTTGCATTT 

CTAAMTGGTGACTTTTATTCTGCAAGAGTTCTTAGTAACCTTCTTGAGTGTGGGTAGAC 

TTTGGAACATGTAAATTTTTTTGCTTGTMTGTTATCCTGTGGTAGGATTTTG 

ACC 

Sequence 3863 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATATTTATGAAGTATATGAGATGTTTTG 

TTACAATCATGTGATATAAAATAATCATCATGGAGAATGAGTTATCCATCCCCTGAAGCA 

TAAATA AATG TAAATTCTG ATGTT GAATTTATACACCAAATTGTTAGATTTTAGATTTTA 

TCCTCATTTTACTTTGCTTATTTTCTTATATACTGGTAAGATCTTATAGATGCTGTAATA 

TAGTAMATGTAGAATGTATGCCATAAMTTMCCTGAATTAGAGTATTTTTGCATGCAT 

GAGGAAGTCTGTTAAGGACAT 

Sequence 3864 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTGGTGAGGAAATTGGGATCCAATGTCAC 

ACTGAGACGTAGTGCAAGAGCTAAAACCCAGGATTCGTAGCACCCCTTTCACCGCAATAT 

GGTTCCTCTTAGATGTTAAGACAACTTTTGTCTTTATAGGAAGGAGGGTCGATCAGACCT 

GTCAMGGGAGATAGACTTTTATATCGAAMGTCTATATCGATATAGACTTTTATATCGA 

ACACGATTTAACCTGGGAGGCGGAGGTTGCAAGTGAGCCAAGATCGCACCACTGCACTCC 

AGCCTGGGCAACAGAGTGAGACTCTGTATCAAANAAAANNNNANNNAAAAAAAANNNTCC 

CTGCCCGGGCGGCCGCTCAAAGGG 

Sequence 3865 

CCCTTAGCGTGGTCGCCGGCCGAGGTACCTGAGGCCTTTCTGTGCAGCTTAGCATTGCCA 

GAAG GCTAT GGCCTCATAGTAGTCAAACTACTAATGCAGTTGGCTCAGAGCTCCAAGTGT 

AAATGTTTTAGTGAACAMGTGGAAGTTGCATCATCTTTTATTACCCAGACTTGTATACG 

ACTTAGCACCGCTTCTTGCTATAATCCATTACTCAGAGAAATCACAGCCCTCCTAGATTC 

TATMTTAAGGAATTTTGACTTCATCTTTGTTGGGGAATTACAAGG 

Sequence 3866 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTGGCAGGTGAGGTGGCAGATCTCTTGAGGCCA 

GGAGTTCGATACAGCCTGGTTAATACGGGGAGACCCCATCTCCATTTGAMMTTATTTT 

TTAAAAATGAAAAGAAAAAGAAGCTAGCAAAGTGTAATAACGCAGTAAGAATGTTACCTT 

GACAGTAGATGTTACAAMCTACTTCCATGMTTTTAGGAACAGGGGAACCTGTTCCTTG 

GGAGACCTGAGAAGCCGTGGAGATCTTGTTTGTAGGACTTCCTGATAAGCAAGGCACAAT 

TAAAACATAAACAAAGTAAAATTTACA 

Sequence 3867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACATCATTATAATCCACATCATTAATCATC 

AGGGAACTGCAAATTAAAACCACAATGCGATACCTCAATGCATCCACTAGAATAGCTAAT 

ATGGMCCTAGGAATCATTGTTAMTTTATTGAAGAAGTTAACGGGGCATAATTGCTGGG 

ACCAAMCTAGAGTGAATGGCTTTATATATTTTGGAAAGATGTTGGAAAGCAAACTGCAT 

TTGCATCAATGACAATGACAATAGTAAGAGGAAAAGAGGCTACTCTTTCTGTGCTCACTC 

ATGTGCCAAGCACTGTGCCTTACATCCATACACACACACGCATGCACACACACACACACA 

CACACATATTACACACCCAAAGAAAACACATTCAGAATAGAAGCAATGGAATAAAGAACC 

ACTNAMTTMTTATCAAGACTCTAGATTGGGGAAAATGTNGAAAAAAAATCAAGACTTT 

TCAGNCTATAGAAGACAAAAGCTTTGATAGGGTTTNCATTTAAGTTTGCCAAAT7TTTAA 

AAAATTTN 
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Sequence 3868 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGGGTGTAGTCGGGTATGAGAACGATTGCA 

AGCAAAAGCAGCTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAATA 

CTTGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGGTT 

TTCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTCCT 

CCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGGAC 
AAAATGAG 

Sequence 3869 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGTGCACAGATGTTTCACATAAAATATGTGAT 

CAGTCAAAGTCAGAGCCACCCTTAGAGTCATCTTTTAACAATCTTGAAACAAACAGAGTT 

ATTCTAGAGAAAAGTAGTTTGGAGCATGCCACTGAAAAAAGCACAGCTAACGATACGTGC 

TCGTCAGCTGCTATTCAGGAGGATATTTACCCTCAGGAAATAGATGCATCCAGCAACTAT 

ACTCCCCAAGATCCTGCAAGAAATGAAATCCACAGTGATAAGGCACCTGTCTTATACCTA 

CATGACCAGCTGTCAGAACTTCTAAAAGAGTTTCCTTATGGCATTGAGGCTGTGAATACA 

CGTGAAGGTTCTGTGGGCCAGCAAACTACATACCAGACCTCAGAAGATCAAACTGCTGAT 

AAAACCAGTTCTGACTCCAAAGACCCAGCAGATCAAATCAAATTACAATATTAAGCTCAG 

AGCAAATGAAAGAAAT 

Sequence 3870 

CCCTTAGCGTGGTCGCGGCCGAGGTA CI I 1 1 1 1 1 1 I I 1 1 1 I INI I I I 1 1 I I I I I GGANAT 

GAGGACTTGCCATGTTGGCCMGGCAGNNTTNMCTNTTGGCCTNAAGCAATTTTCCCAG 

CTTGGCCTNCCAAAGNGCTCAAATTACAGATGTGAGCCACCCTNCCCAGCCTATATGCTT 

TATTTAAAGCCCTAATTGTNTCAACAGTGAGGAATGGTAAANAAAATTATATTAGATGCA 

GTAAAAAGAGAAAGTTACTAGTAAGCAAGAGATCTGGGTTCACATCCTGACTCATCTACT 

TACTAAATGTATAAACTCAGGAAAGTTAAATCTGAATTAATTTCCTTAGCAAAATAATGC 

TTACTTTAAAAAGTTGTTCTAAGGGTTTAAA 

Sequence 3871 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAACTATCTATAT A I 1 1 1 1 1 I I CTTTGGGGGA 

GTGTGTAGAGCTAAAGGCTGGTATATGCTGCTCCTGCTCCCCGAAAGTGACATTATTCCC 

CTAAGC TAATAT TTCAGGCTTTCMTTTATTCGTGGTTTCACCTGTTTAAACATAAGTAG 

AAATTACI 1 1 1 ICTCTCCATATTTAGATTTGATCTATCTACTTTAATTGCTAATAGTGTC 

TTAGTCATAGAATAGATTAGTTAGAAAAAAGTGTTTTTGACATTATAAATGATTCTTTCA 

ATTTGTGTCT 

Sequence 3872 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTCATGACAGGTCTGGACTCAAAGATGCA 

TAAAGTGGACAAAATACAGGCAAGACAAATTCTGCTGTCAAGAACCTGCTGGGCTCCTCT 

CTTGGGGGGCTAACAGCGCAGCTAGGTTGACAAGGCAGGAATTTAGGCACAAGAGAATTG 

ATAGCCATCTACTAAAACTAGAGTTTGGGGTGGGGACTCTGTGCCATGAACAGGGCAGAA 

ACCCAAGTCAGAACCAAACTGATGCTGGTAGATGCCTTCCATTCAATCTCCTTCACCTCC 

CGATTACAAGCCTGCAATGAGACGGACCAAGAGGTGGAAGATGTAGGCACCTCGGCACCG 

TCTTCATTGATTTGCTCCTTCATTTAGA 

Sequence 3873 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTTGTTTAATGAGGGGATACATGAATACA 

GMGCAGMCTMTMCTGTMTAGATTTAGAGGACTATCTATGGACTTTATTTTCACAA 

AATTGCACAGTCCTTTGAAAAGGAAGTTGGGATAATGAGAATACCTTATTTCCCCTCAAT 

GTG GAGCT GGGATTAAATGTCAGCATTGCTGGGATTATGCAATACATACTAAAAAAAATT 

ACCCTTTTG CCCCT GATCTGATATTCTTGAAATATCTGGACAGAAACAACATTTTGTATA 

ATAAAAAAAGTTTTGTCTGGAAACTGCAGGTTCCATACCAGTAGTCACTATGTAGCTAAT 

MGATTTGGAAATTGGATTCTTATTAATACAGTTATGCTCCACATAATGACATTTCAAGT 

CAACAATAGACCACATATCTGTTGGTGGGTCCTACAGATTATAATGGAGCTTGAAAAATT 
C 

Sequence 3874 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTGGTAGTTGTTTATGAAATTACCAGATA 

TTCATAAATGTGACAAATGAACAGCAGGATTATGAATTATCAAAGGAAAAAGTATTTGCT 

GAGGTGAA MAATCTGATGTTTGAGGAAGTTTTTATTTTTATT^ 

TTTTTTTTTGAGGCAGACTCTCTGTCGCCAGGCTTCTCCTGCCTCAGCCTCACGAGTAGC 

TGGGACT ACAGGCATGC ACCACCACGCCCAGCTMTTTTTGTATTTTTAGCAGAGACAGG 

GAGGAAGTTTTTATTTTTATAAACAAAATCTGATGTTCAGAGGCCCCGTTTCTTACAATA 

MTGTG GAGTC TTAGTTAAGCAGGAATTTATGMCACCCATTTCCTGACTTTTTGCTTTA 

ATTTANATTTTTCTCCATCCTGTTTCTAGCACAMAATTTGCCTGCTGTGTTACAA 

AMTTTATGTTGGCCTGTGCCATAMGNGATATATTTMTATTTTTATTC 

GAACATTGTAAAGTTNCTAAAAA 

Sequence 3875 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGTTATCTAAGACAGGACAGTTACTGGACTTAT 

CTTATGACAAAATTATATATAAATTAGGCAAAAGAGCTACATATAAACCAGAAATGGAAT 

CTAGATGTC TTATT CTCAGTTCTTCTACCCTTTCCTAGCGACTCCTTGAAAAAAGAGTAA 

GTCAAAATACTTTTATATTTCTCGCTATAAATAAAATTCCCTCACCTATGTATGAGTGAA 

CACMTGCTTATTACTCCTACCTTAACCCATTCAAAATTGTTCATCTCAGATATCTGATT 

TTTGCTTTGGAATTTAGTGAAATCMATAAAGTMTATTTAGAAGAAGCTMTATTTTAG 

TMGTAGAAAACATAAAMCTGTATTTCCTATCTGGGTTCATCTTTGNCTCTAAAAAAAA 

MTTAAAAAGCCAGAAGCMTTAATACCTTTTCMTTTTGATTTTAAAAAAGTAGTTACA 

GAGTCAAGCAGNTATGCCCAAATATGCCATTTGTCCTTACAGGCTCATGATATCNCAGAG 

AAAAGGGAAAGGGAAAAA 

Sequence 3876 

CCCTTTCGAGCGGCCGCCCGGGCAGGTGCAAMTGGCTTTCTTMTTTTAMCTTACACA 

TCACTTAMCCATTNCTAAACAAATTGCAGTTAGGTTACTGACTTCACTAGTGCTCCAGT 

ANCANMTCTACMTAAMCCAAMTTCAAMTAGGCNTGGTTTATTCAGMCGTTTNCA 

TTTTGGAMTGGCAATATGGTAAGGTAMGGTCACCATAGGAAGGGGAANTGGACGNTTC 

TACCGTNMCCATTTACTCTNATNNGTAAAAGGGAGGTGNCTTTGGGTTCAATCCTATTT 

TTTCATATAAAACCCATTAGTCCTTTGGTTCTGGCTAGGTATGATNGCCGTCCGCNCAAA 

GTATGGTTTCATNTTTCMTNCCCACNTTCCTNGGGGMTTTTTTTNTGCCTAAMNAT^ 

NAAAAAGAGGAAANAAAAAACCG 1 1 1 1 I I I I I CCCCCAATTGGCCAGGAAAANAAGGAAT 

TAAAMCCNCTTGGMATTATTCCAAMTAATTTCCAACCAMMTTGTTCCCAAAATTT 

TTAAA 

Sequence 3877 

ATGCATGCTCNAGCCGGCCCGCCAGTGTGATGNGATATNTGCAGAATTCGCCCTTNCGAG 
CGGGCGCCCGGGCAGGTNCTTTTTMTTAGTTACCANTACTCTTAAAAATACAGAAAACT 
CCTTATTTTGA TATAT CTGAAAGTTAATAGAAGGAAGTAAAAGAACAATGAANATNATTA 
TACTTGAMTGTTTTATGATTGNGTTTTTCT 

TMCATATTCNCMTMMTCTTGGGCCAAMGAAMTTTGGGTTTGAAGAAAATAAAAT 

TGATAGAACTTTTGGA 

Sequence 3878 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGATTTTGAATACTTCTATCCATTAT 

GTAMCATTTATCAGTAGAMMGGTGGCAGCTCACACTTCTTTGTATAGCATTTTAAAA 

AGCAMCAAAAATATTTGACCATCCAMTTGTTTTTTTCCAMGTCCTTTTAMTTC 

AGGGAAMTAAGATTATTAMGGTTTGATGTTTTAMTCAGTGTTTCATTACMTTTAAC 

AMTACCATTGACTGCCTACTTTGTGCTAGGTTCAGCAATAGTGACTGAAATACTGTCTT 

TGCCCATTTACAGAATTTMTACATGATTTAATATTTTAATGATAATTATMTGATTTCA 

GATACCTCTGTTTGCTCCATGGATGTGTTATTTATCATTCATGACTTGCTTCTNAAATTG 

AGAGCNCATTACTGTTTGTCATANMCMGTCCATATMCATGCAAMTAATATTTTTTA 

TTTAAMTATMGGTTATTCCCTTTCATGGATGGTTTCTTNTAAAGATACCTGCAGGCCT 

TAAAN I M I NI 

Sequence 3879 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

168/599 



CCCT7TGAGC GGCC GCCCGGGCAGGTACTTTTTTCACACAGTCAGGGGATGAGGATCTGA 

TCCGMTTACATTTTGTCGAGTCACTCATTCCCACAGATTTGAGTTTGAATGCAGCTTGT 

GGGGTACTCATGAATTAGTATAGTATTCAAAGCAAATATATATATATGATAGTTAAGGAA 

CATTTTGTAATATTCATATGACACTTAAATCTATGTATATGTAGGTCTAGTTCTAACATG 

TAGCATMTACCAATATAATTTTGTGCMTAACAATTTAATTTCTCTTATGCTACTTTGT 

TACTAAACTTGAACATATATGCA 

Sequence 3880 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGGCTATCTTATCTTCTTTATATAGATATC 

TMTMGATGTAAAATACTGACCTGCATTATCTCCATGTTAACATTTACACTTCAAAATC 

TGTAAACGGACCCACGTTCATACGCGTGAACAGAAATCTTTCAGCAACAAAAGAGAAAAT 

TGTATTTCTCGATAGAAAGGAAGTGGTCAGATCATGCCAGCCAAACAAATCTGTCAGGCT 

TTGAAATATAGAACCGTTAGGTAAGATACTGAGAAAAAGGATAAAGTAAGATCAGCCTAA 

ATG TTTC MGTCTAGTTMGTTGATTTGTATATTACTTAGAAATTTCATTTTCAGGGAAA 

TAGTTTTCAGATTTAAATAACTGTAAAGAGCTGAGTTATTCTTTGACTTGGATTTAAAAA 

AAA 

Sequence 3881 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTGCATGGGAGGGCAACCTTTACTGAGTAGCTAA 

TATGTGGGGGTCACTGAGCTAGAGATTTCTCATGTTGCTGTAGTGAATCCTCATGAGTCC 

AACGAGGGAGGTCCTCTTCTGCCATTTAAGAGATGGCTGCTTCTTAGAGAGTGTATACGA 

CCTGCTGAAGGTCACACAGCTGATAAAGTGGTGGGCCAAGATTCCAACTTGGGTCTCTCT 

GAAG ATCTGGCMGGACCTTCTTGCCAGTTCCCTGTGCACCTTCTTTTCTriTCCCTTCT 

TTTTCTAGGTTAGGGAAAGAGGGAGAAGGAAGTCGCTTATTCTACCTTTCTTGATGAAAG 

CTGGGGGGAAAGGCAACACTTAAAGCACATGGCNGAGGAACTTTGGGGAACCAGAAAGTT 

TTTATTTCCTA 

Sequence 3882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACTTTTTTCCCTAACCACAACAATAGCAG 

CTAAGAGGACGCACANAGAAACAGAAACTGGGGTATAACATGAAAATGTAGACAGAGAGT 

GACMCAGTGTCTGTCGTCTTTNACAGATTTAAGGAAAAAGAAGTGAAATACAGTCGTGG 

GGCTGGGGATCAGTTATAAGGTCTCATTGGAATTTAATGAAAAAGTATAAACCCACATAC 

CCAAGGTGTTTAAAAAACTCCAGG 

Sequence 3883 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I I I I I I I 1 1 I I I I I 1 1 I I AGNAGT 

AA AATG GAAAACAGGCCTTAGAGAATTGTATTCCTCAAGGCTCTGACTGCCTGCTTCCAA 

GCTTTTGTTAMGAACAGAATGTGTTGMTTCTTCTCMTTGGCAGGGGATCAAGCACAA 

TACTACATAATGAGGTAGCTGAGAACAGAGTTTTTCCTATAAACACAAAGAACAACTGAA 

TAAGTGCATGTAATTCTTCATCCAATTAAACAGGAAACATGATAAAGCAAGTTAGTACCT 

CG GCCCGCG ACCACGCTAAGGG 

Sequence 3884 

NCCNTTACNAGTTTTCNTCCGGGCAGGTACTGGCCGGAGGAACCCNACCAGAACAAGTGG 

ACTNATGCTGGAAGCCATTATGGAAANNNTATGACATTCCTCAAAACATTAAAAATAGAT 

CTGNCATATGATCCANTAATCCCTACTNNTGACTGNATATCTGAAGGAAACAAAANTTGG 

CTNCCTTGGAGAGATCTCAAAGAGATATCTGCACGCCGGGTNCANTGCAGCATTCTTCAC 

AATAAGCTAATATATGGAAACATTCNATATGTGCACCAATGGANAAANCAGATAAAAGAA 

TATGTGGGNATATATCAAANGGAANGGAAATACCNATTTAAGTAATTAAAAAAAAGAAGG 

GA 

Sequence 3885 

CCCTTAGCGTGATCGCGGCCGAGGTACCTTAGCAAACAAGTGGAAGGATGGGAAAAGATG 
AGGCCAGACATGTAGGAGGGGCCAGATCATCTGGGTCTTATGGCCATTTTATGGAATTGG 
G TGTGA CACGGGGGTGACATCAGAGAGTATCAAGCAGAACACTAATATCACCTAATTTAT 
Gum lAAAACGTGAGCCACCATGCCCGGCCTGAGACTCTGTCTTAAAGAAAAAAAAAAA 
AAAAAAAAAAANGTNCCTTTCANAACCTGCAGGAGCAGATCAATCCCCTCTTGGTAACAC 
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ACCAGAGCCTGCGGATACCGC 
Sequence 3886 

CCCTTAGCGTGGTCGCGGCCGAGGTACATATAGAATAGTATAAATACAATAAATGTTTGA 

ATTATCGTATAACTAGAGTCTTATTTTTAAGTTAGTATCCTGTATTAAGAACTGGGTTGA 

TCAMTGGTTCTTTCTTTGCACATATCAAGGCTTTCGACTATTCCCAATCAGGTCTTCCC 

AMTTTGGGCATATTCCTGCCTCTGCCTACCCTGTTCTAATTTGGCACTCTAAAGATAGT 

TCATAAAAAGCAAGCCAAAGATAGAAAAGAGAGCTAAGGCTACAGGAGGAATTTACTCTT 

TAACATTTGGGGGAAGGAAAATGAGGCTTGTCTACAGCAGGGACTGGCTGTCTTCCAGAA 

ATGGTTTCCCAAGGTGTTCCCTACCTCTCTTTTTCTTGGATATCTTTTTGCATTATAGAT 

AGCCTTGGGAAGGGGTGTCACCTTTATCCTATCAGTTCCACCTAATCAACTGTAGTCATC 

TGAGACCAGAATTATTATTGATAGAAGGGGCCTGGGAAAGGGAGAAAAANGACCNAGGAN 

MGAGGMGGTTTACTTAATTGCAGAGGAGAAAAGCCCAAAGAACCGTTGCCCCTTGGGC 

AGTCTTAAG CTATTTAAA A 

Sequence 3887 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAAAGAATATCMCCTGAAAAGAATATCAA 

CTCACCCAGAAATTAGTTCTTTGAAAAAAAGAAATTAAGTTGTGAATTTCTAAAGACCTT 

GAAATMGTGTTTCAAATTTAAAGAACAAAGAATGATGTGAAAATGAGATTATGATTCCT 

ACTACATGMTTMCGTTTCGAGATTGCTGTTTATTACTTCCCAGAGTATCTTTAACAGT 

ATTCTCTGAAGCAGTTCCAATCTAGTTGGAGAATTAACAGCAATTGAT7TAACTATCTCA 

TTTTTATTAACTGTAATTTACATTAAAAA 

Sequence 3888 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTNCN I I I I I I I 1 1 I I I I I II IGTGCCAGAAT 

CAMCTATTTAATTAAATGTTTAAAATAATACAATAATCANTTCGATTTATTNCATCNCA 

ACNMTNTCTTATTTACCTTGTGGACATATTTTAAAGATTAAATGANATAAAAAAGCTCT 

ATGCCMTTAAGGGCAGTTTTATATAAMCAGAATTMAGTTTTCACAAATGTCAGCATT 

ANMGAACGCTGMTGAACATNCAACCAMCCCTTTTATTTTATCAATGGAGAAATAAAG 

CTACCTGGAGACANATTTTCATCAAATGATCATGTTCCCATTTTAGATATTTCAT 

Sequence 3889 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCAATGGTCAGTCTGTAAAGTCCAGCACC 

TTTCAGAGTA AACCAT CTCACTCTGATTCACTTAAACAATTTAGATACACTAGTAGGAAG 

GTGMGTCCCTTTTTTGGAGGGGGTGGAATAAGCAAATGGATGGATACATCAAACCAAAA 

GCAGAAGAAACACCTACA I I I I I I 1 I ACACGGTGAAATGAATAGTTAACAACCCAGTTAT 

GTCTTTTGCCCCCTCCCGGTGGTTTAAAMGCGTAMGAGCGCAGTGGGAATATTTTGGT 

TTTGAAGCCCCTTGCACAGGGAA 

Sequence 3890 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGCCAGTTTTGAGATATACCTGGTTTGCTT 
T AATGTTATT AAATTGTTTTG GTG AGTTTTG C AAATG G AC AATTG AACTTTGTTCTGCCA 
AATTCI I 1 1 1 I ATTGCATTTAAACTTCAGGG I 1 1 1 1 I ATTTCCGGCTTATTATGAATGGA 
TTAGTCATTTTGTGMTATMCTCTTCATTGAGTTTAGGGAGAAATAGGACGTTAGATCC 
GMGATGCTATTTGTTTMTCACCAGAATGGACAAAATTATACTTCATTTACTATCAGGG 
AGGCATGGGGAGMTAGAGGTCTAGGGGTGCCGTCTTGTGGCTCTTACTGTTTTTGTGTA 
TCTGGGI I I I II I I I I I G AG AGG G CTTCCCATTATGTTG CCCGTG CTG G ACCCCAACTCC 
TGATTTACTGGCTCTAGAGATCTTCTCGCCTCAGTCTCCCAAGGGA 
Sequence 3891 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAAAAGAAAGATGCACATTCTAACCCTGTA 

TCTTCTTGMTACCTTTTCTAGTTCACATATTATTAAAGCAAGAAACATGTAAGCCCTCT 

CTTCCTAGTCCTTAGGTTGGCAATACTGTGGTGTCAGTAATTTATAACATGCTTTCTCAT 

ATATAATMGAAGCACTGGACTAAAGAGTCTGCTGGTTTGACTCTTCACGCAAGTCAATT 

CAAATTAAGTCACTGTGCCTCTCTGAGCCTCAGTCTCCCCAGGTGTAAAAAGGGAAAATA 

TGGTCAACTCTTCTGCGTCCAGTGTTGTAA 

Sequence 3892 
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CCCTTTCGAGCGGCCCGCCCGGGCAGGNACTNTATNTTTTNNNTNNGTTTTATTTTTCCT 

TCTTGCTTAATCTCCCTCAGTCACACAGACCTCTTTGCTCTGTCTCTCTGTATGCTGAGC 

ACAAGCCCACCCTAGGCCCTTTGCACATGCTGTCGGCTCAGCCTGNAGTATTTCTCCTCC 

AGTTAACTCCTTGGCTMCTCTTTCCTTTCCATCANATGTCTTCCCAAATGTTCTCTTAT 

CAGATAAGCCTTCTCTGGNGACCCTNTATAAAATAGTATCTCGGCCAGGCGNGGTGGTTC 

ACACCTGTAACCCCANCACCTTGGGATTGCAGGCGTNAATCAGCGCGCTTGGCCCCTGTA 

TGCATTATTTA 

Sequence 3893 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCTGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAANAC 

TATTGTAGAGTCTTACATGMGCTAMTTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAMTGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTANGTCTTTT 

Sequence 3894 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATACAGAATAAAAATACATTTGAGAAAAACTG 

GMTAAATCTCCAGCAATCAAACCAATTACATTTMTTTTTCAGAAAACAGTAAATTTTA 

AMCATGCCTTAAAATATTAATGGCATAAATATATCTTCAAACGTGTGCTTACAAATTAC 

AMATAAGTGGCAAAATTGTCAAMGTAAAGTTTTACTTGTTATTAAATTGTGATCAACA 

TTAAAACAAATACAAACACACAATGTGAGAAAGCGAGGACAGCAGATCCATAGCAAGTGA 

GGGGGTGTTTCTGTCATCCCTATCCCAGGGTAAATATCAAGAAGCAATCATTTCATGCCT 

ATGGGCTAGTGAAGAAAAAAAAAATCAATCATCGCACTCTTCCTCCCTAGGCCAAGATAA 

ACCCTCGGAATCATTTAAAAAAAAAAAAAAATACTTCAGGAGGCCGGGCGTGGCAGTTCG 

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCNGGTGGATCACCTGAGGTCAGGAGTT 

CAAGACCATTCCGTCTNTTCCAAAACAAAAAAAAAA 

Sequence 3895 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAAAGACAGAAGCTTCACAGGAAGAGCGG 

TCTGATTCAAGCGGCCTCACATCTCTCAAGAAATCACCAAAGGTCTCATCCAAGGACACT 

CGGGAMTCAAAACGGATTTCTCACTTTCTATTAGTAATTCGTCAGACGTGAGTGCTAAA 

GATGAGCATGCTGAAGACAATGAGAAGCGTTTGGCAGCCTTGGAAGCGAGGCAAAAAGCA 

AAAGAAGTGCAGAAGAAGCTGGTGCATAATGCTCTGGGAAATTTGGATGGTCATCCAGAG 

GATAAGCCAACCGCACATCATCTTCGGTTCTGACAGTGGAATGTGAAAC 

Sequence 3896 

CCCTTAGCGTGGTCNCGGCCGACGTNCCNCTAACCTCATTTTGCATGTGAGAAAACCAAG 

GCTCTAGGAGGTTAANCANCTTTNCCAGGGTCACACAGTTNGCAACTGGGAAAGGAAGAA 

ACTCANGCCCGGNCAGGTCTGACTCCAAGACCCATGCTNCTCACTTNATATCACCCCTTG 

TCCCTCCTCTTCATCMCCTTGCCCTCCATTTCCACTCCACCAATCTTGGNTCAAGGTGA 

GAAACTGGGATGGGAATGAGAGGATGAAGAAAACTAGGTAAGATGCAGGNACAGGTTGGG 

AAAAAATAGTAATGCATACAGCAGATGCAGGGGGAAGTTGGGAAAAAAATA 

Sequence 3897 

CCCTTTCAGCGGCCGCCCGGGCAGGTACTTCTTAATGCTCTTGCTACACTATCACCAACA 

ACAATCACACTGGCTACCATGTCTTTGGACCTACTGAGTGCCAGGTGCTGTCCTAGGTGT 

CTTGCAG ACATT AACATATGTAGTTTAACGTTCAGAGCAATATTCCATGGCAAGTTATAT 

TATCCCTATTTTAAGATGGCAAACCATGTAGCATGTGTACTTGGTCATGTTTCATACTGT 

TTTCAG AGGAT GGCTAGGAMCCAGTGTTTATTCTACAAACTTGATCCTGCTTGGTCTCA 

MATGATTTTTCAGTTATATTAAAGTGGCAGCCAGTTCATTGACTACCATGGAATTAAAA 

TAAGAGAAAGTGGCAAGCCTATTTTCATCATTCTGATGTAAAGC 

Sequence 3898 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCCTCTCTTTTATGC 
TTGAAGCAGCCTCACTTCGGTTCTAG I I I I I GAAATTTGATTAAGTCTTATTCATTTTCA 
CCATGCTCTTMTGATTTTATTGATTTTAGTTATATTCCTTATTCACGTTCATTTCTT^ 
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ATTC AGAAAGTCCTGTTATCCTGAATAAATCCAGTCTATAATTGTGGTCATTCAGTTCTC 

TTTTGCTAGATCTTCTTTACCTCTACTCTGTTCATCACAGGGGAGTCCCGCACTGACTCC 

AAATCCATGAATGAAAGAGATGTCCATACACCATAGAAATTGTCTACACACTGTTATTTC 

AAATAG ANGA AGCACTCACAAATCCATCACCATTTCACAACAACTACTTTCATTGNCTAC 

AAGCACTTTTAAGGGGCTGGTTGGTTGGT 

Sequence 3899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I M I I I 1 1 1 I ) I I I I I I I 1 1 I H | CCA 

AANNNNAAAAAAAANGGGNAAAANNNNNNNANTTCCNNNGNANGGGNAAAAANNGGGGGN 

NAAAANGGGGGGGNTTTATTNANACCCNANCTCAMNAANTTTNTNCNGTTAAMNNTTN 

GNNMTMAG CANTT TGGGGCGGANNTTTNCGACNTTCTCAAAANAANANNCCAANNGGG 

GTTAMNNGCATTTTAAACNTNGGNGAAGACTAMTTMTTTTTl^ 

TTTCATTTGACAACCTTTTGCTGTATATTrTATGTGGACTTTTAGGTATTG 

CClTTMTGMNAAATAAAATAATTGTCATTTAAAMTGCATATTATTATTACCTTATGC 

TATAMMTANGTTTTAAAATAGAGTATGTTTATTAAGATTTAAAAATA 

Sequence 3900 

CCCTTAGCGGCCGCCCGGGCAGGTACTTGAAGATAGGGCCTATGAAAAGATAATAAAGGT 

TACATGAAGTCCTAAGAGTATGGCTTTTACCCAACAGGGCTAGTGTAAAGCTCTTATCCA 

ACAGGGCTAGTGTAAGGCTCCTTTCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGG 

CTAGTGTAGGGCTCTTATCCAACAGGACTAGTGTAGGGCTCTTATCCAACAGGGCTAGTG 

TAGGGCTCTTATCCAACAGGGCTAGTGTAGGGCTCTTATCCAACAGGGCTAGTGTAGGGG 

CTCTTATCCAACAGGGCTAGTGTAAGGCTCTTATCCAATAGGGTTAGTGTAGGGGCTCTT 

ATCCAACAGGGCTAGTGTAAGGCTCTTATCCAACAGGGTTAGGGGTAGGGCTCTTATCCA 

ACAGGGCTAGTGTAG GGCTC TTATCCAACAAGGGCTANTGTAGGGCTCTTTATCCAACAA 

GGCTAGTGTAAA GGCTT TTTATCCAATAAGGGGTTCGTGGTAAAGGTTCTNAATCCCAAT 

AAGGGCTAGTNGTTTTTNCCAAGMGGAAGMGACCACCAGAGCTCTTNTTTTGCCATGT 

GGAGGACCCCANCAAGGAAGGCNAGTTATTCTAACAAACCCAGGAAAGNAACTCCTTTAA 

TTGGMCTNGCATTGGCCAANCACCCCTGATCTTTGGACTTTTNAAACCCTCNCAANTTT 

TGAAAA 

Sequence 3901 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACATGGTTTCATCATTTTGGCCAGGCTGG 

TATCGAACTCCTGACCTCAAGTGATCTGCCCACCTTGGCCTTCCAAAGTGCCAGGATTAC 

AGGT GTMGCCACCATGCTGGGCCAGCCACTGCGCCCAGCCATCTTTCCTTTTCTTTTCC 

TTTTGGTTAAAATCCTAGAGAAAAACTTAGGAAAAACTCTACTGGATGCTGGCCAAGATT 

TGCATTTCTAACAAGCTCCCAGGTGAAGCTGATGCTGCTGGTCCGGAGACCACACTTAGA 

GAAACGCCAGGTTATGAGTTCGTGGGCTTTANAATTAGACAGACTTGGGTCGGAACCTTG 

ATTTTTCCATTTGCTTTATGTGCAAGTCACAGAGGCAGAGCTACTTATCTAAAAAAGAGA 

ATATCACTATTGAATAAA 

Sequence 3902 

CCCTTTCG AGCGG CCGCCCGGGCAGGTACTTGGTNNNNNTTTTN \ I I I I I < I I ACTGNTT 
TGNACCTAi I I \ I AANTGCCATAAAATCTGCTGTCATTAAACTTGGCAGGCTGGCCAAGA 
TTGGGCCAGGGCACTTTCTGAGTTGGTTAGTGCATAATAGCACAATAGGAACCAGACCCA 
MTGCTTTGGGGGGATGGAGTGGGGGGCTGGCTCTTCCTTGAGGAGAACGGCTTGGAAAA 
AATCTGCAGCTAACTGAAACTGCTCANAAAACCACCCTGTCTAGAGGCTGAAGGGAAGCC 
CTGCTTACCTCAGCTTTTTAGTTCTGGNAAGCTATGGTCTGAGAAGGCAGAGGGGAGGAA 
TTGGGCTGAGCTGTGAAGGTAAGGGGGAAGAAAAAAATCAAAGNAGAATTTGG 
Sequence 3903 

GATATCTGCAGAATTCGCCCTTAGCGGCCGCCCGGGCAGGTACAGTGTCTCATCTAAACT 

AGGCACCTTTGTGTAGTATCTCATCTAATTCTAACACTGTTTGAGGTAAGACTTGTCTAT 

CTCCATTTGGGGTTGAGAAAACTGAGGCCCAGACAGTTCAAATAAATTGCCAAGTCCATA 

TAACTAAGTGCAGATATTCAAATCCAGGAATAAGTGATCCAAAAGCCACTAGCCTATGTT 

ACATTGAACTATGTTGGTCTGTTTTCTTATTGCTCTTCTCTACTCATAAGTGGGAATGCT 
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GAGAGGCAAMTCATCACTCATTATCCATATCTCAGTATTTTCTGCAGTCCCTGATGCAA 

AATTAGGCATGGAGTAAATATT 

Sequence 3904 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCCGCATACTGTTGCCCGTATGACTTTCC 

TGTCCCATCGGAAACCAGAGTTTCCCCAGGTGAGCCCTTCCTATCTGCGGTTACATGATT 

TAGCCMTTTTCTCTTCTCTTCCTCCATACGGGAATGGAAATGTATTACTCAGTAGATCA 

AGTTCTTTCTCAGGCTGGTAACATTACAGAATCCCTGTCGAAGTGCAAGTTGGGCTGGTG 

GAAATCAGATTTCCACATCCTTTTGTAAGCTTTGTTTGTNAAGGTAAATCCCATACATTN 

TAAAA 

Sequence 3905 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGGAAGGCATAGTGGCACAGGGAAGGAATGGCG 

AACTGAGAACACTTATCAGATAANTGACTGGAAGTGCCAATCATANTGAAGGCAGCTGGA 

AAACAAACACAAlTNTTMCTCCCANAGGCCAGGGNTTATCTTCTTTGGTTATCTAGTCA 

ACGGATATCAGATATAAACACACATTGCMGGAATCCGNCGTGCTNAAACAGACAAGGNC 

CA GAGM GGAGATTCATTTNAGATGTTTMGCAGCTTACTTTNACTGGCTTGAAAAAAAC 

CATTTTGACTACAAAGTTAAATAAANCAGGATTAAATTACATAT 

Sequence 3906 

CCCTT AGCGTGGTCGCGGCCGAGGTACTGCTAACMGTATTCATTAAGTGTATGATTTCA 

Mil I AATGACAGTTGCCACAGATCTGATGTTGTGTCTACTTGTTCACTCCAGCCCCTGC 

CCCCTACAMGATATMTTTGTCTTTATTCATATTGTTAAAATGGGTTTAGTTTCTCTAG 

GGAAAATTGT TATCT CAGAATAGGGACCTGGAMGTGAACGATATTTTATACTCTACCTG 

TGTTCATATTATTTTGTMCCAATGTTTTAAAGATAGAGAAGCAGAGGCGGATAGAACCG 

GATA AAGCAGAAGCGGGCCCAGCTGCAAGAACTTCTCCTACAGGTAAAGATACCAANATG 

TTTTCATTACCTTCCCTGTTTCTCCACTTGGCTGCCT1TGGGACCCAGGGGGTTTTAAAA 

TNGGGGGNNCCTGTANGNNGGGGGGGGGG 

Sequence 3907 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAGCAGAAGTTCTCATGTTAATATAAGAC 

AAACTTGTATTTAAGGCAAAAAGCATTAAATTGGAGAGAGAMGTTACTTTTTATCATTA 

AAATTTATMCAAMWMTCGTCCCTTTmGCACATTAATGCTT^ 

AAATATTGAGTGTCTACCACGTGTCAGGCACTTTTCTGTTACTGGAAAATTTGAAAAGTG 

AGTCAATATTTCTGCCATCAAAAAGCTTCTAGTGGAGATGCAGAAAGACACATGAAATTA 

ACAATTATGAATGCTGTAGGAAGATGTAAAGTAGGGTGATATAATACAAGCATCTATCAG 

ACAAGGGATTTCTGGGATGCATTATTAACCATGCACAAAACAGGAAGAAAGTGGGACTAT 

CCAGCAGAGATGCTCTAATATGTGAATGAGCTTGTCCTGTCTGAGGAAGAAAGAGATGGG 

CGAGTGTAGTTAAGTGTGCTGGGAAAAGGGGAAATGGGTCA 

Sequence 3908 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCATTAGTCTGTTGTCTTATCTMTTTT 

TTCTTCTGTMCAGAAT ACTACM CACATCTTTGCAGGATTCTTTGCAAATTCTGCCATT 

CCTGGATCTCC ACAC CCTTTTTCCTGGTMGTMCTMTTGTTTTCTATCTTACTCTATT 

GGAGTGACATATTTTAGGTGCTGTCATTTCTGTGCAGTAGAGAAAAAGAGCTGCATAGGC 

CGGGTGCGGTGGCTCATGCCTCTAATCCCAGCACTTTGGGAGGCCGAGGCTGGCGGATCA 

CGAGGTCAGGAGATCGAGGCCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAA 

TATAAAAAATTAGCCAGGCGTGGTGGCATGCTTCTGTAGTCCCAGCTACTCGGAGGCTGA 

GGCANGAAAAAATCACTTGAACCCGGGANGTGGANGTTGCAATGAGCCGAGATCGCGCCA 

TTGTACCTTCGGCCGCGACCACCTAAGGGCGA 

Sequence 3909 

GGTACAAGACCAGAMTTTGAACTACACTATGCTGAAGAGTTGGAATTAAATCTATTAAT 
GAGGATGTTAT TAAA ATGACATTTGTGGGGTATTTTTGTGA 

TAMCTGGGAGTTTTA CATAA TTTATAGATTTGTAGAMTATGTTTAAGTATACAGAAAT 
TTCATTGAGTCATTGAATTTTAGGGTTAMGGGACATCTGATCTANCCTTTTTATTTTA^ 
CAGATCAAGACACTGCAGCTCAGGGGTTCAGCTATTTACATGAGGTCATACAGTAAGCAT 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 
173/599 



TMTATTTGTAGTCTCTTMTGGAGTATCATCTTATTGTAGATTGAAACATGACATTTAA 
TCTGCTATCAAGATACTGGGTTTGTAGGGGGGATGAGGAGTTGTCAGAATAACAAAAT 
Sequence 3910 

CCCTTAGCGGCCGCCCGGGC AGGT ACTTCTTATTAGTGAATAATGATTCTCTAGTCATAA 

TMCTTAGACATTACATATAAATTTTAAGTTAAAACTACTATAACAATATTGGGAAAAAT 

GAAAAAGGGGAGTAGATAGTGTAAAAGGGCCATATCCTTCTCTACCACAGCAGGAAGTGA 

ACAGATAACGTCTCAAATCAAAAAACTGTAGTATAGGCTTTCCACCCCAGCTCTGCCCCG 

CCCATATAGATACCTATTACAGAAGGAGGGAAATAGCTTTTAAAAAAGGAGAGTTAAATG 

AMTT GCCTGT AGGMGTAGGAGGMTACTTCCGATTTTGTCATAAGCATTGTAATACCA 

TTTTAC IN N CAACC ATGTGTATGTATTMTTTGATTTTAAAMTTTAAAACAGAAAAT 

GTAGAAAAA I I ll I iGTGACTGGGAATAAATATAAGATCTCAAATCACAAGCATAAGGTG 

AAAATATTCGTGGGC7TTATATCAAAATTAAAAATGC7TTTACA 

Sequence 391 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTAGAGGCGTGAGTGACCGCACCCGGCT 

GGA CTGG TAAACTTTCCTAGGAAMGATCTTCCTAGAGTTGGTTTTCCCCTATCCAAACC 

TATCTTTTCC ATTTC TTCCATTAGACCTTTGCTTTGATGATGATGATGATGATGATGACG 

ACCAGGATGCTTTTGCATTTACTGAGTTTCTACTTTGTGCTCAGMGTGTGTTAAGGTTT 

TTGCACTTAATAACATAMCTTTCATTTAATATTCATGACAACCCTACAGAGTCAGCATC 

CTATTGTCTCCATATTACA 

Sequence 3912 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCATGAGCCATCGCACCCAGTCTCCG 

MTTCTTTTATCCTCTGAGAGCATTGGTCACACTCTCCCCCTCCATCCTTGGGGGTCCTA 

TTCCAAACCCCCTGCCATTGTTCTCTCTTGGATGGCGTTCCTCCTGGACCACAGGTGCCT 

CAAACTCAGCATCCAAGGCCAACCTCAGCATCGGCCCCCAGGAAAGACTGGCCCTCTAGC 

TTCTACCCTTTGTCCCTGTAGCCTATACAGTTTAGMTATTTATTTGTTMTTTTAT^ 

Sequence 3913 

CCCTTAGCGTGGTCGC GGCCGAGGTAC 1 1 I I I 1 1 I < I I I I I I I I 1 1 I I INCNGG l M i l l 

I M 1 1 I I I I I I 1 1 I M I I I I I I I I I M I I M I I I I M I ICC I I I I I I I I I II INTTTTTT 

I M 1 1 l l l NTGNGNNGGAMNNANNNNCCNNTTTTTTTNNNNAAAAAAAANAGGNGTCCT 

Tn^CCTTNNNGNGGNGGGNNNACNNCTTTTTNTTTNANNG 

TTTTANAAAAAAAAANNGGGGGGGNNNNAAAANNNNNNGGAAAAAAAMAAAATTTTTT 
Sequence 3914 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATGTATCTAGTATTGTGCTAGCAATACCACA 

GTMGGAM CCCC AGTTTCC7TTCTATATAAMTGAMATTTTAGTTCACCCATCCAGCT 

GCTAGGGCGTTTTATAATTAGGGCCAGGAAGAANAACTGGATTAGGCTAGGAAGTGAATT 

TGTCTCAGGTTAGAGAMTMGAGmMTTGTTTTATATTTTMATGGCmC 

CCAAGGTGCTGATAGCTTATTGGATATAAAGTTCTGAAGCTGACCAACAAAGATCTTCTC 

TCTCTATTGCAAGCAAAAGTTGCTTCCCTTACCTTACACAATAAGGAGTTACAAGATAAA 

TTACAGGCCANATCACCCAAGGAGGCGGGAAGCAGACCTAANCTTTGACTCATACCATTC 

CACCCAAACTGACTTGGGCCCATCCCTGGGAAAAACCT 

Sequence 3915 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACTCATTATTGGGTGATGGGATCATTCA 

TACCCTAAACCTCAGCATCACCCAATATGCCAATGTAACAAATCTGCACATCTACCCCAA 

ATCTAAAATAAMGTTGAMTTATAAAAAAAGACTAGCCTTAAAAATTACTTCCAATAAA 

TACATACAMTATTTCATATGTATGACAGACAGAAATATCTGCTTTATTATAGATAAGAA 

TAATGTT TGTT GCTTAATACGACAGAAGAATGTGTAAGTGGGTAACACAGTGATCTATCT 

ACTATMTTTTATATGTCATATGTCATATGTTTACATAACACCATAATGATGTTACTAAG 

ATTATACCCAAMAA GTATT CTCATATACATGCACTATCCTATATTTGAAAATACTTTTT 

TTMTCAMGTTTTCATTTTTCAGTTTCACACAGCATTGCTTMTTATCTATTTC 

TAAAACTTTTA 

Sequence 3916 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATGCACTTCCCATGCTCCTAGGGTTAGGAA 

TAGTTTCAAACATGATTGGCAGACATAACAACGGCAAATACTCGGACTGGGGCATAGGAC 

TCCAGAGTAGGAAAAAGACAAAAGATTTGGCAGCCTGACACAGGCAACCTACCCCTCTCT 

CTCCAGCCTCTTTATGAMCTGTTTGTTTGCCAGTCCTGCCCTAAGGCAGAAGATGAATT 

GMGATGCTGTGCATGTTTCCTAAGTCCTTGAGCAATCATGGTGGTGACAATTGCCACAA 

GGGATATGAGGCCAGTGCCACCAGAGGGTGGTGCCAAGTGCCACATCCCTTCCGATCCAT 

TCCCCTCTGCATTCTTCNGGAGCACCCCAGTTTGCCTTTGATGTGTCCCCTGTGTATTGT 

TANCTGMCT TTTGATGAN CCAMTTTTCTGAGCGAAACACTTCCAAAAGATAGGAAAAC 

TTGCCGCCTCI I I I I I I I IGGCCCTTNATCAACTCAATAACTTAAAAAAATNCTTGGAAA 

ATATGGACATGTGAAATGAACATTNNTTC I » 1 I 1 1 C M I I I I I 1 I I I I 

Sequence 3917 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATGCCATTTTCTCTACAGTGAGGG 

TCTGCAGGCTCATATCATTGTGGCTACTAGCTAGACTGAAGTCCATGAAGTTGATAAATT 

GCCTATTTTATCAGACATGATAATCTGCCATTAATTAACAAAGGAAATGCAGGTTACAGA 

MTGATATTATGC TGTTT CGTGGCTTCAMTGAGGTTACACAGATMTGCTTTCAATAGG 

ATGTGTGTTTAGCTmCTATTAACATGGGTTATTTTGTmGAMGATG 

GCCCAGCCCTACTCCCTTTGATTCGTCTCTTTAAAAATGACT 

Sequence 3918 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCACTCGCATTACTGCCTGAGTTCCAGC 

TCCTGTCAGATCAGTGGCATTGGATTCTCACAGAAGCATAAACTCTATTGTGAACTACAC 

ATGTGAGGGATCTAGGTTGCACACTCCTTATTAGAATCTAATGGCTGATGATCTGTCACT 

GTCTCCCTCTCTGCCCTCATGGAGCTTGTATTCTAGCTGGGGGAGAGAACAAGCAAGTAA 

ACTATATGTATGTCAAATGATTAAAAGGGGAATAGGAAGTGCTGGAGGTGACTGCAGTTA 

CAAATTGTTGATCCAGGMGGTCTCACTGTGAMGTAACATTTTAATAGAGACCTGAGGA 

AGGGAGGGGGCTGAGGTTATGTAGATAACTGGGAGAAGAGCTGTCCAGGCAATGCAGTGT 

GGCTGGAGGGGCATGTGCCANAGGAAGAGATTAGGTTGGAGAGGTAAGAAGGTTTTGCAG 

GATGTAGGGGGCCTTGMNACTTTTTGTAAGGAGTTTTGGCTTTATTTTGAGTAATT^ 

GGGAA 

Sequence 3919 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAACAAAACCTACCATCAACTAGATTTAC 

TAAGTGGGTAAAGTCATTGTAGATCATCTAGCACCAGATATGTTAGCAGACTGCAGATAG 

CTGAACTAATC CAGA CCAGAAGAGCTACTCACTGGGACCTCAAAATGCTGAGACACAAAA 

GATGCATATTGTTTrMACCATTAGCTTTTGGGGTAGTTTGTTATGCAGCAAAAGTTAAA 

TGGCATATTTCTTAGCCTCMTTTCCTCAACTGCAAAATAGAGTTGATAACTACCTTGCA 

GTGTTACTGTGGGGATTATAAATAACATGTATAACTGGCTGGCTCACATAAAGTCTCCAA 

CAAATGAAAGCTATATTATTCGTTAGTTATCAGTCTGAATGAGCTTCTAAATCTCTTAAT 

GTT 

Sequence 3920 

CCCTTAGCGTGGTCGCGGCCGAGGTACC 1 1 I 1 1 1 I 1 1 C I 1 1 N I < i 1 1 < I I I CTTCTTCC 

TCCTCTTCATCCTCTTCCTCTTCTTCCTCCTCTTCTTCCTCCTCCTCGTCCTCCTCCTCC 

TCTTCTTCTTCACTGCTCTCTTTAGACAGCTCCAGCAGCTGCCCTCTCTCCGATCTGGGC 

CGTCTCTCCTACCTGGCATATTGGAAGAGCGTCATCTTGGAGTATCTCTACCACCACCAT 

GAGAGGCACATCAGCATCAAGGCAATTAGCAAGAGCGACGGGCATGTGCCCACATGACAT 

TGCCACCACTCTGCAGCACCTCCACATGATCGACAAGAGAGATGGCAGATTTGTCATCAT 

TAGACGGGAAAAGTTGATATTGAGCCACATGGAAAAGCTGAAAACCTGTTCCAGAGCCAA 

TGAACTTGATCCAGACAGTCTGAGGTGGACCCCAAT 

Sequence 3921 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATCTGTGTCTAAATTTCCTCTTCTGTAAG 
GACACCAGGCCTATTAGATTCGGGCCACCCAGATCCCTCATTCTAACGTTTCCTCTTTCA 
AG CCCTTA TCTCTAAATACAGTCCTGTTTCTGAGAGACTAGAGGTTGGGACTTAAACACA 
TGATTTTTGGGAGGATAAACTCAGCTCATAACACGACTCGGTAAAGATTCATGGAATGGA 
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TTMTTMCAAAGTGTGTGCTCTGTTTAGATTA 

GTTTAGCCAGACAGTCCTTTGCCAGAACTCACTGCTGTTCCCCCTTTGCTTCTGGGCACC 
ACTGCTGCTTCGACCCCTCAGCATGGAAAGTTCCTGGGACTTCATGGATGTTT 
Sequence 3922 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCCTACAMCCAGAAAACMGTTTTTAAGGA 

AGATGCTGGGCATGCTGATAGCTTTTCTGGTCTCCTMGGMGAGTTTTTAAAACTAAAT 

CCAAGGAAGAAAAATGTAACAACACGTGGAAGTGAACACTGGATGAATAAGCTTGTTTCC 

CMATT AGAATCCTA ACGTCCATATTTAGCTTCATGTATTCCCCTTTGGCTTCACAGTTC 

AACTCCTTTTATTTTGAGACGGGGTCTCGCTGTGTCGCCCCAGCTGGAGTGTAATGGCGT 

GMCTCGGCTCACTGCMTCTCCGCTCXCMGTTCCAGCAATTCTGTCTTAGCTTTCCAA 

GTAGCTGGGATTACAGGCATTGCACCGGTTCTTCCANGCTMTTTTTC 

AAAGACCGGGGTTTCTCCATGGTTGGTCAGGCTGGTCTCGAACTCCCCGACCCTCAGGTG 

ACCCCAATTACCTTGGGCCTCCCAAAAGTGCTGTGATTACAAGGCATTAACCACCCTGCC 

CTGGGCCATNTGGCMGCNTTTMCTGGCTGGGNAATGTCAGTTCMGTTTCTTCATTCT 

AAAMATMNGGATCMTGGTCTGGGTMCATANCTTGGCNAAAATTTTTTTAAGTCTTC 

CMAGAMTCACNGNTTTAATAATTGTTTAGCCTTTTCCACTTTTCCCNMTTTCC 

Sequence 3923 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAACCAGCTGTCTTTGTGTCTT 

ATGAMCCTCMGTCAAMTGAGACCGCATTTAATTATTCTGCTTTC 

GTGGGGGGGAGATAGAGTTTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTTT 

GCTCACTGTAACCTCTGCCTCTTGGGTTCAAGTGATTCTCGTGCCCCAGCCTCCCNAGTA 

GCT GGGA CTACAGGCACGTGCCACCACGCCCAGCTMTTTTTATATTTTTAGTANAGACG 

GGGTT TTGCT GTGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTAATCCACCTGGC 

CTGCTCTTTTCATGTCT TMC ATGGCATGTCTTTTANTTTCATTATTTTCCTACTCCT^ 

TATGTCMGAMTTACATTTTGCATGTCTTATGGAGATGCTGTTAATTGCTTCAGTGGAG 

TGCTTTTCTAATCTGCANACCATTTACATTTCCTGTTTGCANCATGCTGTGTGCAAACAC 

TCANTMTTTGGANTAT TCAAT TATTTGTTAGGGCTCTTCCTATTTCCAAATGTGCNGAA 

TTGNCTATTNGATGGGATTTTCAAATCTTTTCATGGG 

Sequence 3924 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTGTATATGCATATATATATGTGTGTATA 

TATATMTAGMGGTATGTCTCATGCMTATTTGGGATATAC7TGTATTGAAAAATTACT 

TGTTTATTGAAGAATCAMTTTGACTGGGCCCTC^ 

TAGGGGTTCTGGTTAAAAAACATTTCTTACATTGCATAGATAATAAACAGCCTAAAGAAG 
TTTGGGAATGGTTACACAGGGGCCCTTCATGCTTNCATGTCAGNGCCTAANTACCT 
Sequence 3925 

CATGCTCGAGCGGCGCGACAGGAGTGATGGATAATCTGCACAATTCGCCCTTTCGAGCGG 

CCGNCCGGGCAGGTACGCNAGGCTCTCGGAGCTGCCTCTCCTCTGACCCTCAGGTCCTCA 

CCGAGTTTGCTCCAGGA GTATA TTGAAAACATACCCAGTGCTCTCTCAAGCACCCACTGC 

TTAGAGGGCCCAGATTTCTTTTCCTTCTTTCCCTTGCAGAGCTGGAGACTGCATCGGGCA 

TCTGGTGTTTAAACTAAACAGGAAAACTGACTAAAGGTCCACAGTGCTCATTGTGTANAC 

TAGCTGCCCTCCGATGGGTGCTCTGATTATCAGNGGTTCCAGTGCAGGGCCTGTCACTAA 

GCAGGCCTCACTTCCTCCTTGGGGGCTTTCCCATGGGAGGTGNGGCTTTTTACTNTACAT 

GGAAATGACTCTCTGCAGCCACAGAACACAGTCATTTTCTGAATTATCCCAGTCTCTCAT 

GCGCCCTGGATTCCTCCAGATGCCTTATATCTCTTGNGCAAAGTTGGTCTAAAATTTGGT 

TCCCMGCTTCCAAGCCTTTGCCTTTTGGCCTTCCTGGAMGNATTTTTGTTGATGAGTC 

GNCTGCATTATTCTCTAAMTGATTTGCTTTTTGNT 

Sequence 3926 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTCCTCCTAGCGTTTCTGGTTAACTATG 
TGAACACACAGGCAGACAGATCAAGCCGCTATGTGAGGGACAAATAAACATACTGAAGAC 
CTAAAAATGTGAAGTCAGCTGAGCCTCAATTCAATCCAAACCTTTGGGGGCTTATGCACC 
ATTAGTCTGTATCATGGCCTCCAGTCATTTGTCCCTCTAGAACAGGAACTCTGAAAGGCC 
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TGACMAGMGMTGGACAATCACAGATGCTGGTTTTGCCTTCTCATTCCCTGCAAGTCT 

ACTG GATG CAGGAAGGGGGTGGGGGGTTCAAGCTGCCTGCTTAGGAGCTTAAACATGACA 

AGGATTTTCTMTGAAMGCTMCCCAGAGATTCCTCTTTTTCCTATGATACCACAGCAT 

CCATCA7TCAAAAACCGAA 

Sequence 3927 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTTACGATTTATAAATCAGCCACAGAGTC 

CTAGGCACCCANAATGGACCTCCCCTTCCTTGTCTACCTAATGCCTGTNTAGCTCCAAAA 

TCACCTCTTGGAAACACTGCCTTATTCCTCCCCCTCCCAGGAGAGGTTGAGTGCCACACT 

CACCTCTTTTAGATTACTTCAGTGGCTATACTGCAATCATTGACTTGTGTCTGCTCCACT 

TGACTATAAGCAAATTGAAGGCAGGGTTTGTGCCTTCATAATCTCTGAATGATCTGAAGA 

TGGAMTAACTGCTTTGTGCTTTCAGGGAGCTCATATACCTTAGCTTCCCG 

Sequence 3928 

ACTGTGCTTTACAGAGTMGCATTTCTCCAACAAAGAGAAGTAAAATGTTTATAACACCA 

CATT GTATATTATAAATGTTTAGTATTATTTTATACAGCATTTTAGCTCAGTAATTTGTA 

TTTTGAATGGATAAAAATGAATTAAGACACTGACGCACACACACACCTTATAAAAAATAA 

TTTTAAAAMTT GTAGAMTGG CATGTTATCTTTTCTTTATATATTTTAAAGATATGCC 

TGTTCTTAGCAGTTTTTTTTTTCTG 

Sequence 3929 

GGATATCTGCAGMTTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCAAGTTATAAAT 

MGTAATTTCTTTCATTTCTTATTATGAAGTAMCCACTATATAGTAATATACTTTTAAG 

CATTTATAAAATTTGATATGTTCTGATAGGACTAGAAAACTGTGAATCTTMTAATTTAA 

ATAAAACCTTAMGTTTATAACTTATTTTAMTAGCAAACAGTTTGTGGCTTTGATTTGT 

TACGGGCCAATGGACAGTCCTATGTCTGTGATGTCMTGGCTTCAGTTTTGTGAAAAATT 

CCATGAAGTATTATGATGACTGT 

Sequence 3930 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNTNTNTNNTNNTTNNNTGTNGNNNGCNTATNT 

TNNCNNANTNAGCCNCTGGGACTNNGTTTGTGGANCCCCANCGACACTTTAGGGACCTAT 

GGGGCCTTCGTGGCATCNCTGAGCTGNGTGCTGGGGAGGAGGTTGATGTAATGGTGACTC 

TTTTCTGATCAGCACCTTGGCCGTGANNCCCAAGGTCCCAGCCAAACCAAAGGGCCAGTT 

GTTTCAGGTTTAMCAGACATGTCTTTAGTCTAANAAAATTAGTTAACTGCCAGTAAAGT 

TATTTGTNAGCTTTGATGAAMGCTATTGTTTGGTATCTTTCCCTAATCATC 

Sequence 3931 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGAAATGATGCATTACCTGAAGAACATTATG 

ATAGCTGTGGTCGAGTCTATGATTAACAAGTTTGAAGAAGATGAGACACGAAATCAAGAA 

AGGCAGAAAAAATCCAAAAGGAGAAAAGCCATAGTTACCGCACAGACAATTGCTCTGATA 

GTGATTCATCATTGAATCAGGTGTGTTGTTCAGTTTTGCATTTATGTCTTGAAATGCTGT 

TTMTAATAATTAGCTTCMTAMTTATrrCTTAGCCATATTTTTCCTGCCTTCTTAAGA 

TTCAGGAGAAAAATAATAAAACTAAATAACCTAATATTAAATATTTAGTCCATGAAATAA 

CATCTTATAGAATTATATTTGGTGAGTAGCTACGTTATATCTGAGATAATTCTTGGTGAT 

ATG AG AAATTAATG G NTGTTAG AATTA 

Sequence 3932 

CCCTTGAGCG GCCGC CCGGGCAGGTACTAGAGTGGAAATCATCCAATGTTGGCAAAATAC 
ACACTCCAGCCTTmCTTTTTGTTTCTTGTCCTTTATT^ 

GGGTCTTGCTCTGTTGCCCANGCCTGAATGCAGCAGCCTTGAACTCCTGGCTTCMGCTC 
CTCT TGCC T TAGCTTC TTGAGTAGCAGGGACTCCAGGCACGCACCACCCTGCCTGGCTGA 
TGACTTTTCCTTTTTTCTAAAGTCT^ 

ATCTTTATTTAGAATGAACAAGTTGCACAACAACAAAATGGCTCTTCCATACAAAATCAG 
MTGGATCCACTTGGGAAAACTCAGGCTTTTAGTGTGGATATTGATATTCCAAA 
Sequence 3933 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTATAAGAAACTCAGTGTTGCAGCAATGTA 
TGTATTATMTGGATTTGAAATTTGCCCTAACCAAGAGTCACAGACAGAAAAAAGGAAGT 



WO 01/070979 



PCT/US01/09126 



TABLE 1A 

177/599 

TAATGTATCTCTTGATC ACTAT CAAGATGTGGTATTGAACCTTCAAGATCCTTTTCAGGG 

AATATGTGAGATCAAMTTTTTATACTGGCACTATGATGTTATTTGCCTTTTCCTCATAT 

TCACAAGTGAACAGTGGAGTTTTACAGAAGCTATATAATGTCATGACATCACTGATGGGT 

AATAGAATGTGTGCTTGTATATTCCGAAACTTTCAGTTCCAATTTCTTCGATCAATGTAA 

TCCTCATMGTAAMGTTATTTGAGGACCTCAGACATTTTTAAAAATGTAAAGGGGGTGG 

GGTCAGGCTCAGTGGCTCATGCCTGTAATCCCAGCATTTTGGAAGGCCGAGGCGAACGGA 

TCACTTGAGGCCAGGANTTTGAAACTAGTCTGGNCAACATGGTGAAACCCCGTCTCACTA 
AAACAAAAGT 

Sequence 3934 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAAATAGCTTGAGTTAGGGCACAATT 

TTATAGCCATACAAATTCATATTGAAGCAAGTCAGCAAACGTGGTGCATTTCAGATGGAA 

CCTCAACGTGAAGATATATCAGTTTTAGACCAAAGCAGAAGTTTATATAAAGGATATAAG 

CTTTTGCCCTGTATACTCAGGAATTAAACTAAAAAGAAATCTACAAATTCATTTATAGAT 

TAmCMTTTGAGGCCTATAGATATGTGAGMAGGTTTCTTTAAGGTTTAATGACCAAG 

TTCCATGTGAGCTCTTACTTGGGAAACAAAATTCTCACATGGCATTAATATACTATAAAT 

TGTGATTTATCAAAACATTCTCATATCCTATCTAGGGTGAAATTTAATATTGCCAATAAA 

CTTTCCACTCGAAAAAAGGTGGTAAAAGGTGTGCATGCTAAAGCATGTTTTG 

Sequence 3935 

ACACATNTGNGTCTAAATTTCCTCTTCTGNAAGGACACCANNCCTATTAGATTCGGGCCA 

CCCAGATCACCTCATTCTAACGTTTCCTNTTTCAAGCCCTTATCTCTAAATACAGTCCTG 

TTTCTGAGAGACTANAGGNNGGGACTTAAACACATGATTTTTGGGAGGATAAACTCAGCT 

CATAACACGACTCGGT AAAGA TTCATGGAATGGATTAATTAACAAAGTGTGTGCTCTTGT 

TTAGATTAGGTTTGGGCTTTTGCTTTCAAGGCATGGTTTAAGCCAGACAGTCCTTTTGCC 

AGAACTCACTTGCTGGTCCCCCTTGCTTCTGGGCACCACTGCTGCTTCGACCCCCTCAGC 

AATGGAAAGTTCCCTGGG 

Sequence 3936 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATAGGCGTTMTGTTCAGACTTTTTTGTTTTC 

ACTT MGTATCATTGTTGTGTCTGAMTTCTTTTCTATTGGAGAATTAGGAGAAATCCAG 

TTTTGGGCACTCTGCCTMGGAATAGCCCTTCTTTTATTCCTTTACTTTCTTAATAAACT 

TGCTTTCACTTAAMCAAAAAGTCACTGCMGTTGGGCTGTCTTATTTTTTTAAAAAATC 

ATCMTTMTTMTTCTATTTATTTGCATGGAGCCCATCTACACAAACCACTGGCACTTT 

GGACGGGGCATTTAGCTGGCTTTACCCACACGCTTCTGCCCTTTTATGCTTCATCAATCT 

CTGAGCCCACCCAAAAGCCTCACAGTTACTGGGACTCCCACTGCTCATTATTCATCTCCC 

CCTAAATCCACATCATTTGGCAATTTCAA 

Sequence 3937 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC A I I I I 1 1 I I I G GCTATTTCAATTTGCATATT 

TGAAAACAACTGAAAAGGCAATTAATTCAAATCTAAATAACTTCCATGCTCANAATTATG 

TTTATGGTCTTCCAGCANACAAATTTATGGGGACGTCTGGGGACCAGGCCTCTGACACAN 

AATAAGCATCAGTCTCTCCTANANACTAGTTGCGGGTTTATTTCTGAAACTTGTGTGGAA 

TGAGGGAGCAAATCTAGAATGTTTAAGACCTAATAATAATCACACACTTTAACACATTCA 

AATCATGATGTTGCAGGAGACAGCCTTGGCTTTGCTTATAGTTCTAAGCAGGGCTGTTCC 

CAGAGGATGACTGTCCTTCCGAGGAAAGAAGACACAGAGCTGGTTCAATCCCAGGGGAAT 

GTCTGTCATGGATGAAA 

Sequence 3938 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGGTATTAAAGCAGTGGCAGCCGCTGCACG 

CAGACATGAGGGCTAGGCTAAAACAGTAAAGTCAAGTTGTTTGGACAGAAAGGCTACAGG 

GGGCGGTCCTGGCTCTTGGAAATAAGCACTTGGAACAGAAAGGAGCTCTACCCAACTACC 

CGGAATGCAGGCGGGTCTGGGACTATGTGACTACCACCCTCTAAGTGAGGTTTTGAAAAT 

AAACACTTGAAAGTCTGCTCAAAAAA 

Sequence 3939 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTATATTAAAGCAAGCAGCTCAGCCTCTCACT 
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AGTGGTGAGATGTATGAAAATCCTGGCAATGCCAGGGGGAAAAGAATCTATGAGTCTTCC 

CTTCNGACATCTCTCCTATTTCTTGCATTAGTNTTTTCAGGGTTAAATACACATCTCACA 

GAAGAGCTAGCTATATATGGGCTGGGTGGTCTTCAGTGAATCTGCAAATGTATCAAACAA 

AAATAGCAAGCTGGAACTGNAATAAAGGGTCAGGGAATACAGGAAAGAAGAAAACAAAGG 

GTTCTAGGTGTTCATGAAGTCAAATACATCTTCAGGGCTTAAAAAAAAAAAAGTAAAGTA 
CC 

Sequence 3940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAAGTGCGTGTTTGTTATTATGAAGGAA 

ATCCTATCACTAAAT ACAGA AGCTACTCACAGAACACTGATTACTTCAGTGGATAGAGGA 

AAA ATAT CAAGTCTA I I I I I AGTTCTTCAAATCAAGTTAAAGATTGACAACATG ACTAAT 

CTCTTTT GTGATG TGTTAGAAGACTCCCTCTACCTACCTGTTAAAAAAAAAATGACTTTT 

TTTGCAAi 1 1 1 1 1 GCTGTTTCCTTAAAACTAAAGCTGTGTTCTTCTGTTTTGAAGGGTTT 

CCGCCCCCAAC 

Sequence 3941 

CGGGCAGGTGTCGACCCACGCGTCCGTGGAGACACACTTATAATCTCAGCACTCAAAAAG 

CTGAGGCAGGAGAATTGCAGCAGGTCCAAAGGATTGTCTGGGCCACATAGTGATTCGTTT 

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCACACACACACACAC 

ACACACACACACACACACACACACACTAAAGTGTAGCTACTTGAAAGACCT 

Sequence 3942 

AGAATTCG CCCTTAGCAGTGGTCGCAGGCCGAGGTA CI I 1 1 I I 1 1 1 I I 1 1 1 I I 1 1 1 1 1 I I 

TTTTTTTTTACTAAGTTATAAAAAAAAACCCCATCACCAAAGACACCTGNGCACAAGNGT 

CTGTCCCTTCTGNCACCAACCTAGGGCACTAACTCCTAACACTGGGAATGGACACTTGAA 

GGAAGATCAGNAATTATCCTGTCTTTTCTCTACAAATTGCAAGTCAGGGAAACCTTGTTG 

ATTAGGGAAAGNTCTTTACATAAGAATTCCTGCAAGNAAGNGAGNAAAGAATGACAGNNN 

AAGAATNGNCCCANCCTGG 

Sequence 3943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTC 

AGATGTCATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAAGGT 

CTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTCATAGGAG 

TATTAATGCATTTCTTTAAACACAACTTGATTAAGAAGCAAATATGTTAAGCAGTTTTCT 

TTTTCTGCTGCTAMTTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGTATATAA 

ATTAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATATATTTATT 

CTMCTCAGCACTTCAAAAGCCTTTTTGAGTTACAACAATATTTTAGTTTGCCTCATCTG 

G TAGAG GTAAAMTTTCTATATTACCAAGCTNCAGANGAATATGATATTTTTACAGACCC 

AATTTTCTTGGCTGGTANTCCTGGGACATTCATTTGGCTGGGCCTNCATGGGATGCTGGT 

AANAACAAATTGGTAAGCCCGGCCAAGANAAAGAAAAGGCTTCCCAGGACCAGNCTTTTA 

NTAATTTGGTAGAAAANGGGAGCCCTTTTTTN 

Sequence 3944 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATCTATCTTAATGTTACTAACAACAGATC 

AGCGACAACAAAMCCTCCCMCATTCCMTATTTAGGTATTTATTGGTGTCCGAGTTTC 

CTGGCAGTGTATGAATACATGGGTCGAAATGAACTGGCCTCATATTATTTCAGGGTAGCA 

TGGCTATGATTATTAMCACCACAGACACCCATTTGCTTATTTTTGATTTTTGACATTCT 

AAGACATAGAC I 1 1 1 1 AAAAAATCTTCTTAAGGGGACAAATCTCCTAATTTAAGACCTAG 

ATAMCCCAAGATTTACCAGTTTTTGAAAACAGTGATGTTACTTAAATTCACAAGAAACA 

CCATTCTCTTTCAGATATAATTACTTCAATGGAGTGCCANGANGGGGTTAAAGGTTACAA 

AAATTGGGAAMATACTGACAATTAGATACTGGCTTACTTGGTCAGAGAMCAATTTTTT 

i i 1 1 1 1 IGAGACNGAATCTTTGCTTTGTCNCCCAAGCTAGAGTGCAGNGGNGGTGGATCT 

CAGCTTATTGGTACCCCTGCCTCCTGGGTTTAAGGGATTTTTCTNGCCCANNCCTCCGGN 

GTTACTTGGGATTATAGGCNCCCCNCCCCCATGCCCGGGGTAATTT 

Sequence 3945 

CCCTTCGGCCGCCCGGGCAGGTACTTGCAGGAAGATGGAATTATGAAGGAACAGCATTAG 
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TTACAGTTGGAGAAGATGGACAAATAAAAATTTGGTCAAAGACTGGGATGCTTAGATCAA 

CTTTAGCTCAGCAAGGAACACCAGTGTATTCAGTAGCGTGGGGCCCTGATTCAGAAAAGG 

TTCTTTATACAGCAGGCMGCAGCTAATCATTAAACCTCTTCAACCAAATGCTAAAGTTT 

TGCAGTGGAAAGCTCATGATGGCATTATTTTAAAAGTAGATTGGAACTCGGTCAATGATC 

TTATTTTATCTG 

Sequence 3946 

CCCT TTCGAGCGGCCGCCCGGGCAGGTAC I I 1 I 1 I I I I I 1 I I I 1 1 1 1 1 I GCTTATCTTAT 

TTTTGAMTGATTTATTAMTGGACACTTTAGGMTTTGAGAGAAGCAGCTTTTCCCACT 

CAAATCACTTTGTGTACCTCTGACAGAGAACAAATTCTTTCACAAGGACCTCAAACCTCT 

GGGTTGGAAAAAACCTCAGTGGTCATCCGCTCATTCACCCATGCAGCTGGATCCACTGGG 

CAGATTGACTTGGAGCGCTATGTGATTTGCCCACGGCTCACCTTCTCCAGTGCGTCATTC 

AGGGCATCCGGTGTCTGTATTTTGGCAACATTTGCAATGGCACTGTGAAGATGAAAAGAA 

ACTTTGAACAGGACTTAAAAAA 

Sequence 3947 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATTAACATTACTATGACCCCCGGGCACCCT 

GCACATATAGCGGCAGTCCCCACCGGCGTCACCAAAACCTTGGATCATCTTGGTGTATAA 

ATGTCAGCATCAGCTGGCTGGCAGGTAAAAACAAACAGAACACAACAACTTGACTGTGTT 

TCATTTGT TCTG ATTATGGCTACCAAGGTTCGGTGAAACCCGAGCAGGGACAAGAAATAA 

AMTGCCATTTTATTTGGGGAGCCCGTATGTGGGCAGTCTGTCCTTACACAGGTTTCTGT 

MGMCAGATTAMGCTAGTTTGAAAGTCGTGCCAGATTAGAAAACTTTGTNAAAATCTA 

AAACGAAATGTTCCTCAAAA 

Sequence 3948 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCCGTGAATGTGTATTCCTAAATNCATGCTGG 

CTGAATTCAGGTGTAATTAGANACTGANACCCATAAAATGAGGGGCAAGGAGCTAATTAC 

TCTT GTCGG TAACCAGCTGTGGCCATAAGTAACCCTGTTTTGACCCAATTAATAGTAAAT 

CCAATTTTTAATCCTACAGACAGTTGATGGTGCACTCGTAGCTGCAAAATGAAGGACATT 

AAATTTGGCTGTGACATTGAGTGGTTACACAGAAGACCTGCTTCTACAACATTTGGGAAA 

CATTGTGAMCATTACTATTCMGTTGCTATTTTTCCATCTCAAAATA 1 I I I I 1 M I AAG 

TTGCTGCTCACTTATGGCCACAGMCAGTCCCTTTTTGAGTAAAGCAGCAAGGTTGCTTA 

ATGA CATG CTATGTGGTTMCAAGATTCMCTGCCACATCMGGGACTTTAAATAATTTC 

AAGA TTTTAM TGTATTTATGAAATGAACTCATTACAGCAGCTAAATCCAATGCAAACTT 

TGTCCTTTTTCTTTTGGCTTTTTNANNAGAMCTGAAT^ 

GGGGCTAAAACTTGGTAAAAATATTTT 

Sequence 3949 

CCC TTCGAG CGGCCGCCCGGGCAGGTACCTTAAAAGAMTACATTTTACTTGAAAATATT 

TATCi I l l l IMATMGCAACTTATTTTTGCTATAACAAATTTATAGATCTAATATGAAA 

TCCACAGG TMCATTTAATTTTAACTMTATGATGMGTCAGTTGAAMTCTTTGAGTTT 

i i I 1 1 I I I INGNNANAATNTNNCTNTTTCCCCCAGGCTGGNGGACAGGGGCGTNATNTNG 

GCTNACNGNANCCTNGGGCTCCGGGGTNNAAANNATTNTCCNGNTTNACCCNCCCNAGTA 

GCNGGGNTTNCNGGCCCCCCCCNCCNCNNAANGCTN I I I i I 1 I I < < I G G NTTTTT AA AAA 

AATNGGGGGTTCCCCCTNTTTACCCGGGGGGNCCTAAANCTCNNGNCCTNGGGNGACCCC 

CCCCCNTGGNCCCCCNAAGGGGNCTGGNTTANCGGGGGGGANCCCAAAAACCCGGGNCCN 

AAAANTTNGGTTTTTAANMMANGGGANNNTTCAAAANNTNTCTTNGNAANTTAANAAA 

MAMTTTGTTTGGGNAAAAAAAANTTNCCCCGGGTCCCCNAAAAATTGGGGGCCNCCNG 

GGGMGGGGGNCCTT^^ITTTTTTNCNGGGNGCCACAAMNNGGGGCCTTCNTCNGGNAAA 

AACTTGGGCCCCCCAI I I I I I I I ANNCNCNANGGGCCCCCNGGGGGGGGGG 

Sequence 3950 

ACGCGGGGACTGCTGAGCATAAATGCTTTAAAGTGTCAGCAATTGATGTGTGGAGAGAAG 
TATGACTGCATTACAGCTTAAAGAGCTTTCACATTCAGGTCTCTACAGGAGAAGACGAGA 
TCGCCCCGATAGTTTGAGAGTAAATGGGTTACCAGAGGAAGAGCTAAGCAACATGGCCAA 
CGCCCTGGCCAGCGCCACTTGCGAGCGCTGCAAGGGCGGCTTTGCGCCCGCTGAGAAGAT 
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CGTGAACAGTAATGGGGAGCTGTACC 



Sequence 3951 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTATTTAGGCGGATGGTATGAGGGCCT 

CCAT TCACACTCTTGCCCTGGAACTGGCAAATGTGAATGGAAGGCTGAGTAAAATCATAG 

TTTTGTGTTGTTGGCCTTTGAGTGTTCCATCTCTCTTACMTTTTAGTTTGTCACACC 

GCACCTTGTATGTGTAAGTAAAATTAATGGCATAGGAAAGAAACCAAAAGAAGTGAACAA 

TAAG AGACTAAAGAAACTCTACAGGCCGGGCATGGTGGCTCATGCAAGTAATCCTAACAC 

TTTTGGGAGGCCAAGGTGGGTGGATCACCTGAGGTTGGGAGTTCAAGACCAGCCTGGCCA 

ACATGGTGAAACC 

Sequence 3952 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTGGGGGGATGCACTTGAGTGCCATTTCTGATA 

CTGT CA1T GTAT GACT GCTGATGCTCGTTTATGTTGTTCTTTGGAAGCTATAGTGAGCCT 

GATGTTTTCACATTTTAAAAAATGCTTCCTGAGACTTCTTTAAGCTCCTCTAACTTCTTC 

AG TGCATT TGGGATCAAACTTAGCTCTTAGATCAGCMACCTGACTTGCTTCTACTTTTG 

CMTTTTTCAGGCCTTACCATATTTCTTATCTCTGTCTTCCCACCTGATAGGAAAATCTT 

GCAGATTTGAAACAGTGGTTTCTGGCCTGCTGCTGCAGCAMTTCCCTATGTTTATTTAA 

GMGTCGGGCCTATGCTTTTAACCTACAAATGATGAGTAAATTTACTTGCAATGAACACA 

GGTAGCCTGCTGCTG 

Sequence 3953 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAATGGGCAGTGTTTGGATCCTTCCCTGGAATC 

AGTGACGAATGCATGGTGTTCTGCCCAATGAGAATGAACCATTTGAACAAATCAAGTAAC 

CT CAAAG GTGTAA TTCTCT TGGCATCGTTAATGATTATTGGTAGGAGTAAATAAGTGCAA 

TTCTTTTGTTGTTCTTTTTTGGAGATGAGGTGTCTCTGTGTTGCCCAGGCTGGCCTCAAA 

TCCCTGGGCTTAAGCAATCCTCCTGCCTCAGCCTTGAGTAGCTGGGATCACAGACATGTA 

CGCGGGGAGCTCAAAGCCCGCAAGAGGGTTCTGGAAGCAAAGGAGCTGGCGTTACAGCCC 

AMGATGA TATTG TAGACCGAGCAAAMTGGMGATACCCTGMGAGGAGGTTTTTCTAT 

GATCMGCTTTTGCTATTCATGGAGGTGTTAATGGNCTGTATGACTTTGGGCCCACTCGG 

CTGCGCTTTGAAAGMCAATATTATTCAAACCTGGAGGCANCACTTTATCCAAGAGGAAC 

AGATCCTGGAGATCGATTGCCCATGCTCACCCCTGAGCCAGGTTTAAAAACCTNTGGCCA 

TGTAGACAAATTTGCTGCTTCATGGTGAAAGACGTAAAAA 

Sequence 3954 

GGTACAGCCTGCAGAACTATGAGCAAAAGGCACCTCTTGTCTTGATAACTTACCCAGCCT 

NTGGTATTCCTTTCCAGCAACACAAAGGGGCTAAGGCAGTGACAACATTCAGAATATTCT 

TCATTTGGGGGATGAGTATTGACTGGCAAGGACCACATCAGAACTTTGTGGCATGGGGGA 

A A ATGTTCTCTGTCTTT AACTG G GTGTT ACTTT AC AATTAT A ATT AT ATT A AAATTT ATT 

AAGCTGTGCCTTTAGGTTlTrTTGCAGTATACTCTACGCAMTTTTACCTCAGTGAAGAA 

CTGTTAGCATACAACAGACAGATAACAAACACTCAAAAATGTGAAAATTGACAGAAAATA 

GGTAACAAATATTTAGCATATAA 

Sequence 3955 

CTGCAGMTTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAATTAACAGGATTTTAAAG 

GGAAATGAGGAAATCACAAAGAGCCAGTGTTAGAGGCTGAGTGAACCAGAGATCTGACCC 

CAACACACAGCACACACCCAGATATGTTGCCTAATATGTGTAAGGGTTTG I I 1 1 1 I GTTT 

TMCTTCCAAACTAAAACCCCTGATGATTTCAGAACACTGTAACACTGGACAGTTTCTCA 

CAGCATGGTTGTGAGGATGAAGTAAAAAGAGMTGTAMGAATMGTGTTTTCTTTGTAA 

GTGTGGTCCAGGTATCACTTATGCATATGCAT 

Sequence 3956 

CCCTTGGCCGCCCGGGCAGGTACGCGGGGGTATTTCGGGGCCCTAGGCGCGCGAGCGGTC 

AGCATCCGGAATCTGGCCCCTGCAGGCGTGGGGTTCCACGTGGGAGGAGACTTGAATGAA 

MTTCTG TGGA GAATCTTCMCAGAAMCACTTCAGGATCTGTTACATGAGCTTTCCTCC 

TGACTAGTTTTGGAAGGCATGGCCAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 3957 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGAAGTTCTCCATTCCTGATCTAGATAGA 

CACCAGCTACCTCTGGATGACGCCTTGCTGAGCTTTGCCCACGCCAACTGCACCCTGATC 

ATCTCTGTAAGATTCACCCAGACTTCTTGGACACTGCATCAGGGAGAGTCTTCCTCTTTC 

CCTGCCCACTTCCCATCCCATAAGAGTCCTCAGTTCTAGCCCCAAGCCCTAGGGTATGCT 

TGTGGGAGAATAGGCATCTCTAATTCAGCATGGGGGAGAGCAGGGAGGGGGCTCANGAAG 

GAGCCTGACCATATAATTCACAGCTAG 

Sequence 3958 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTTAACTATGTCAAAGATAGCAAATACAGTT 

CATCTGTGTCAACTTTAATCAGTTGATAGTGGCTGTCTAGCACATTGTGAATGGGGTCAA 

TCAGAAAGAATGTCATTAGATCAATTAGCTATTACTTTATATTACCTAAACTTAGTATAA 

TTTAAMTTTGATMTGAGTTTATTCAGTTTATAMGAGTTCTGTTTTTGGCATGGCCTA 

GTAGCTCCATTGCACAATTCCTTCTGCAGAAAACTACTATAACCTATGAACAAAATAGGA 

AAAATAACTACCCGAAAGCACTGGAGA 

Sequence 3959 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTAMTTTAGTTTAGAAAATTCTGGGTT 

AATTCGATAAATATTTAAGG AACAT CAATTACATGCCAGGCTGTCTACTAGATGCAGAGT 

AAGACAGATTTATACCAGAATTTTCTTAAAGCCTCGAACAAGCTACTGTTCACAATGAGC 

ACAGTGACCATATATCCTAATTTGCTGTAGACAGCCCCAGTTTACAGGCGCTATTCCAGC 
ATTAATATCATC 

Sequence 3960 

TAGCGTGGTCGCGGCCGAGGTACCATTTTAGAGTGCAAACAACCTGCTACTTTCATTCCT 

AATAACGTCATACTTACTAAACACTAGTTCCACTCTCTATGCATGTCCCACCATTGCCAC 

ATTTCATTAAACTGCAGGGAGAAGCATGACACTGGCCAACACTGCGTCCAGCATTTGGGT 

GGCCCTCAGGATTTCCCAGTCCTCTGAAATGGCCATCCTTCTCAGTGCGAACTTGAAGAG 

TGAAAATACAGCCTTGAAG AAATG CAAAAACACTTCGTGTTAACAAACAGAAGAAATAGA 

AAMACMGAAGAAGGTTATTTrrCATTTTTAMGTAGMGTTTTTCAAAATAAAGTAAT 

ACATGTAAATTTTAAAAGAAATATAAGAATACAGAAATGCGCAGAGAAA I nTTTTTTA A 

MAGTCATTCA TGATATC ATTTCACAAGCAGACAACTATTAACATTTTGGTGTGTNTGTG 

TGTGTGGGGNATTTTTTNTAGNCCTANGNATATTTTCTTTTAAACAAAAATGCCATNTGC 

ACTAANCTTGTAAAAAATATTATTTNTCCCAAAAGGNGAACATTCATAAATACATTACT 

Sequence 3961 

CCCTTTGAGCGGCCGCCCGGGCAGGTACCTTTAAAAATACATCTTTTAAATGAACTCTTA 

CTGAGAGMTAACTACTAAAAGTTTMTTGTAGTTTTTTATTATAATATTTTGCTTTGAT 

TTTATACTAAAAACTGCCAACCAGATAACATCTAAATGTATCTTTTTCAATATGACAAAG 

TTACATAAGAAG ACTC CCCTTGCACGTAAAGAAAAATGCAATTATTTTCTATTCTGAATC 

TCCAGACTGCTGTTTTAGAAAATCATATCTGATTATTTGCTCAGCAGAAGATTATTGAGT 

TGATTTAGCTGTGATTTTACTTAACAAAGCTTCA 

Sequence 3962 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTAGGAGGTAATACTAGAAACAATTGGGTAT 

ACCCAACCCTCATACCACAATGCAAAAGTAACATTAATTAACACTGTCATGAAATGCAGT 

TCTACCAAMCAATAMGTTGTTTAGTGGAGAAAATATTTTATTTTGCTTTCATTTTTAA 

TTTTAMTTAAGTAAAATTTGAAAGTTCTTTTGCACTAGCCCACCTATCAAGTAGTCAGC 

AGCCACGTGA CTGGT ATAGTGGCTCTGGCCATCTTTTCCTCATGTGGAAGAATTTTCTAT 

CTTTAATAAACTTTTTCTTTG I I 1 1 I 1 1 1 1 I CCAAATGGAGTTTCGCTNTTGTCCCCCAG 

GCTGGAGTGGTGCANTGGCCCNATCTTCAGGTCACTGGCAACCTNTGCCTCCTGGGGTTC 

AAAACNATTNTCCTGCCTTAACCTCCCAAGTAGCTGGGGATTAACAGGGCATGCNCCNAC 

CAAGCCCAAAACAA I I 1 1 I 

Sequence 3963 

GGTAC I I 1 1 1 1 I I I 1 1 I I 1 1 1 1 1 1 1 NC CI I I I I 1 1 1 1 1 1 1 1 1 I 1 1 1 I I 1 1 1 1 1 I 1 1 1 1 1 1 

I 1 1 1 1 1 AAAANANAAAAAAAANNNTTTTNNNAANTNNAAAAAAANCNNNTAAAAAANNNN 

i 1 1 1 1 iNAAAAAAAAANACNNNANNNNNNTTNTGTNNTTNNNTNTNAAAAAATGCANANN 
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NNNNAAAANNAAANACCCCCTTNTTNNNCCNGGGGGGNNNNNTNANNGNGGGGNNCTTCC 
CCCCCNGGGGGGGNGNCMATTTAATTCCCCCAAGGCNANAATNNGGCNTTATNGANGGG 
NAAAANGGAANNAGAAAAAANNNTANNNCAAAAAACTTTAAAACCCTGATCAACTTAAAA 
ATG 

Sequence 3964 

CCTTACCNTGGTCGCGGCCGANGTACACAGANAAAGCTTGGGTGATGGAACTAGAATGGC 

TGATTCAACAACAATGTTATCAATAAGTGATCCAATTCATATGGTGCTAATCAAAACAGA 

CATATTTGGTGAGACGACTTTAGTAGCACCATATTTTCTGGAATGGCGATCGGTTTTGGG 

CTCANAAAATGGAGTGACCAGTCTGACTGTGGAACTTATGGGTGTAGGCACANAATCAAA 

AGT1TCTGTGGGAATTTTAAATATAAAACTTGAAATGTATCCACCACTCAATCAAACGTT 

ATCTCAAGAAGTAGTGAACACACAGCTTGCTTTGGAACGTCAGAAAACTGCAGAGAAAGA 

GCCGATTATTTCTTGTATATGCTAAGCAGTGGTGGAGAAAATATTTGCAAATTCG 

Sequence 3965 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMTCTTTTAGACTAAMTGGTTTTGCTTTGA 

CCCCAATMTCAC AATTATTA TTATAACTTCGGAAAGATNTTCAATCATTCATTCACTCA 

ATCATTC MTTG GCTTTTTTTCTTMTTATCTCATCTGAACAGTGTTGCTAATGGCACTG 

TGMNGATTTTATAAAAGGAGGAAATATAANCNGTTCTCTCATCAACTGTAGTAAGAATT 

GGAGAGAAAAGAAAACCTTGAAGAACTAATTGAATAATATAAATAAAATTCTGTTANCAA 

TTCTACNTTTAAGTANTGTGAANGGGAAAAAGCTATTTCTGCACAGGTANNGAAGCAGGT 

ATTMCAATTCAAATCCMCTNTTTAGGCTCANAATATAGGTTCANGATTATTNGTTGTG 

AGAMTMTGAGAATATTCMGMTAAAGGCTMTTCTTGGAAATGGGATTTAGAAATTT 

TTCMCTTGGATTTCATNAGCAMMCATAAGGGCNTTTCATTTCATAAANAACTTTTAA 

AAAA TGTTA A CTATG TCATCCTGGNTAAGTGATTAAATTCAACTGTCTAAAAAATTACCA 

AMTATTTTACTTTTATTGAMGGTTTATTAGTANAMTACCTTGTGTGNNGNTT^ 

NGCTTGGGGGCTTGGGNGGATTTAATTNGGTGGCCCTTATTCNAACTTTTGCAATATCTT 

CCNTAGTTNGGGACATGNAANGNAATTTGGACTGGTT 

Sequence 3966 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNNTATGANGTTATACTANAAACAATTGGGTNT 

ACCCAACCCTNATACCACAATGCNAAAGTAACATTAATTAACACTTGTCATGAAATGCAG 

TTCTACCAAAACAATAMGTTGTTTAGTGGAGAAAAT^^ 

ATTTTAMTTAAAGTAAMTTTGAAAAGTTCTTTTTTGCACT^^ 

ANTCANCCANCCCACNTGGACTGGGNATAAGTTGGNTrNTNGCCCATCTTTTTTCCTCCAT 

GTNGGNAANGAAANTTTTNCTTATCTTTTTAATAMCCTTTTT 

Sequence 3967 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTATCATTTATCAGCCAATATCATCT 

GTTTGAAAATTACCTGAGACATAGAAAACAGTTGGGGAGGAAGTCCTGAGCAACAAATAG 

AAATGTCTAAATGTGGAGATTAAGTAGACACATATGTAATACAACTAGTGGCTTAGAGAA 

GGTATTCMTAAATGATCACTATATTATTATCATCATTATTGCCTCTGTATGGCTACACA 

GAGAACCTGAAATCA CTAA CAAACTTATTTAGCCTTAAAGCAGATAAGAAGCAATCAGCT 

GAMTGGAGGACACATTTTGCTATAGTCAGGCCTGCTTACAATAGCAAAGAGTTACA 
Sequence 3968 

CCCTTAGCGTGGTCGTGGCCGAGGTACTACGCAATTTTGGAGGCTCTATCATCGTACACA 

TTGGAGACACACATAATAGTTTAGACAGCAATTTTTCMTTGTTTCTCTATTTT^ 

ATTTATATCTTACTAATAGTAACACAACCATTCCCCATGAACATGCTAAACTTTGAATGT 

GTAMTATAAACAATATTGTTGTMTAGTGTTTTTATACTGTCAGCTATACTGGGTGTAA 

GTCCAAATGCAGCAATACACCMTCGCAACACGTTGATTTATTACTTTTAAATGGTCTTA 

CTMTTCTG TAAAA CTCACCCCGTATMCTCTTTAMT7TTGCTAACATTGCTGCCTTTG 

CATTACTAGm i i I AGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTNNNNNNTNNNNN 

NNNTTNNNNNTNTTT CGAN GGGTAAAAAMTTTGGGTTTTATTGNTTTTGCTAAATAATN 

CTAAAAAAAAATTTCATTTTGAAGGCNGGGCTTGAATTNTTTMTTTGGACCATT^ 

AAATTAAAAAAAAGGGANGGGGGAAAGAANNCNTGGCCAAAAAAATANTNTTTAACCCCC 
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NCCCC 
Sequence 3969 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGGACTGAACAAACATTTATTAAAG 

GAGTAATTGAATAAGTGTCTGGGCAACTGAATGTTACAGTAGGTAAACTGAAGGAATTCA 

AAGGAGTGGGGGAAGGGGGAGATTGAGAGAGAGTTGGAATGATTAGGTCTTTACCTGCTT 

AAGGAAAAGGTAAAGCTTATTAAAAATTGTTATCTCTGTAATAGAAGCACCTTGAGTTAA 

AMCTTTCTTCTTTAMTGATTCTGMTTTTAAMGmCMCATGGMCTTACATTTAA 

TGCTAGTAAAAATGATTACTTAAAAAATGCTGGCCCTCAACAAGAGCTGTTGTAAGGGTG 

AGTAGGGTTTGGATAAAGAAAA 

Sequence 3970 

TGCAGAATTCGCCCTTAGCAGTGGTCGCGGCCGAGGTACGCGGGGACTTNTAGCCTNCAA 

AACTGTGAGAAAATAMTGTTTTCAACCTCAGTCTGTGGTATTTTGNTGTGGCAACCCAA 

GCAGACTAATACACTGGCCATGGGCAAGACGCCCTGACCACAGTGATCTTGACAGGGGTG 

TGGGCGCAGGACATGCTGGGGCATCTTGAAGCTACTGCAGGCCCCACAGAATCTAGAGGG 

TCCAGMTAMGTCTTTATCCCTCCATGAGCTATCTCTTTNTGTTGCACATTTTTTTCTG 

CATTAAAACAGTTTGATTATTTGCCCCATGCCCATATAG 

Sequence 3971 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCCTCCGCTTTCCATTTGTGGGGAGTGGGAG 
ATTGATTAAGATGCCTTTTATATGAATTGACAGTATTGGCATTTTATAATATACTTTTTT 
GTTCCCAGATATCTACTCTTTATGTTTCACATTTGCCTGGTTTCTAAGTTTTCTAGGTGT 
ATTTCTMCCAMTCAGAMACTTTATTATCCCAGGTTACCTTATCTTGGAACCAG-TTTA 

TAGAATCCTGTTGAGGGAGGATGATAATTTAAATAGCTGATACTTCATGAGTATGCCCTG 

TTAGCATAAGCATGCTTCCAACA 

Sequence 3972 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 
GTACGCGGGGAGACCAACTTAACACTGAACCCATTACTTTTCCAAGACCAGAAAAAAATA 
TTACATGAACAGGAACTACTTTCCTTCAGATAAGAATTCAAGCTTTGACATTGTAAACCA 
CAGACGAATTGGAGCTTGGCATTGAAAGGAGGTGTTCTGCAATGA I 1 1 1 1 I I I CTTGTTT 
AGAGAAGTTTACTTCTACAAGAAGAAATCTGAAAAATGACAGGAGCAAAGAGGAAAAAGA 
AAAGCATGCTTTGGAGCAAGATGCATACCCCCCAGTGTGAAGACATTATACAGTGGTGTA 
GAAGGCGACTGCCCATTTTGGATTGGGCACCACATTACAATCTTGAAAGAAAA 
Sequence 3973 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAAAATGGAACCTACATTAATCATCTAAAACGG 

CATTATCATAACAGACTTGCCTGAGCCATTACTTACCACAATGAATTGGTATGACACTTC 

TMCMGGTCAGAMAATCAGATTCTGTTTTCTTAATATTGAGGATCTTTCCCACTTTCC 

CTGAGCTAATGAGACACAGGTCTGTGGCAAATACATTTAGTATTTTCCTACACATGAATT 

CCTAACAA AACCA AGCAAGAGCATACAAAGGGAAACATACTTTAGCTAATTTAAAGGTGT 

CTTATGTTATTTTGCTTATTGAAAAAACTGAAAAGGTAGTAAGGAAAAGATGTAATGTGG 

TAATAGCAAATTGCATCTGTGGTCTCTAATGAATAATCTCGCTTNCAGTAAAAAAAACTA 

TCAAAAGAGCTTAAACTCAAGGTAAACAAAAGGATGAAAATATTAAAATAAGAGCAGAAA 

TCAATGAAACAGAAAACAGAATNAAGAATGTCACTGAAAACAAAAGTAGGTATTTTGNAA 

AGATCAATAAAATTGTCAAACCTTTGGCCCGACTGNCCAAGAAATNAGACNCAATTTCCC 
ATTTAATT 

Sequence 3974 

CCCTTA GCGTGGTC GCGGCCGAGGNACTTCTA I 1 1 1 1 I 1 1 NTTNTNNCTTTTTANANATT 

CATTTNCI 1 1 1 1 I I INTTCNCTGTTTGGNCTTGCCNNTTTTTTATNCNTNCANTTTNACN 

ATTGANCACATTTCANGCCTTTNTATTAAAAATGAAAAATGAAAAAACAAATTNAAAACC 

TATTCAAATG GGTT CTANTTCAATTTGTCTAGNATAAANTGTCATAACTGGTTTACTGAA 

AACNAACACATTTTAAAAATTGGTTTACCTGAGGATGACTTGCATAAAAAT 
Sequence 3975 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAGACTAGATTGGCTTAAATATTTAAATATCC 
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TTACACI 1 1 1 I I 1 I I AAMGATATTTTCAAAATATATATTTTGAGATTCTTTTCTATAAG 

CAGGTTGCTGCACTCTACACAAAGGTTTATTTGTTAAATAAACAGATGAGGAAACTATAG 

CCCACTGTGTTTTTGTTAGTTTTATTC 

TGTATATTATCCACAGCTGCTTTCACCCTACACAGGCATAAATGAGCAGTTGTGGCANAG 

ACAGTATAGCCTACACMTTTAAAATATTTACTCTTTGACCTTTAAAGAAAAGATTTGGC 

MCCCCCAGATTAAAAGTTTTAATGGCGGCCGGGCATGGTGGCTCACCCCTGTAATCCCA 

GCACTTTGGGAGGCCGAGGCGAGCAAATCACCTGAGGTCAGGAATTCGAGACCAGCCTGG 

CCAACATGGTGAAACCCCGTCTCTACTAATATACAAAAATCAGCCNGCCATGGTGGCCGG 

CCCTGTAATNCCACTACTCANGAGGCTGANGCAAGATAATTGCTTGAACTCAGGANGCAA 

AATTGCAGTGAGCCNANATCACCCCCTGCNCTCTANTTNGGCGATAAGTGAGACTTTCCC 

AAAAAAAAAAAAAA 

Sequence 3976 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATTAGCCATTC 
ATGCMCAGGCAGTGTTCAAAGAGGCTTCAAGTTCAAGGGAGCTCAGAGTTCCATTTTCC 
ACCGA AMGCTTTAAACAGACTGAATATTAGTGGACATTTTTGAATAGTTTTAAAACATA 
ATTTTACACCTGATCTTAGCCAGAAGGCTGAGAAGTGATAACAAAAGTGTCAGTATTCTG 
G AGAGAT ATTCCTCAGTT GTTATCA CTTACCACAGTAACTAACATCGATGTTGGACATGC 
TGl I I I I ATAACAACATTCTTTTTTTATATTATTCTTTAATTTTATAAGACTTCA 
CACAGGCMTACAAATCTGCTATGTTATTCCTTTTTGTCTCTCCTTGTMTTTACAACC 
Sequence 3977 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATCATGATCTTACCTGTTGTTTGAC 

TATGAAAMGAAATTTGATGCTGATCCAGTTGAATTATTTGAAATTCCAGTAAAAGAATT 

MCATTTGACCAACTCCAGTTGTTAAAGCTCACTCATGTGACTGCACTGAAATCTAAGGA 

TCGGAMGAA TCTGT GGTTCAGGAGGAMATTCCTTTTCAGAAAATCAGCCATTTCCTTC 

TCTTMNATGGTTTTAGAGTCTTTGCCAGMGATGTAGGGTTTAACATTGAAATAAAATG 

GAT CTGCCA GCAAAGGGATGGAATGTGGGATGGTAACTTATCAACATATTTTGACATGAA 

TCTGTTTTTGGATATAATTTTAAAAACTGTTTTAAA 

Sequence 3978 

CCCTTAGCGTGGTCG CGGC CGAGGTACGCGGGATTGTAATCCAAGAAGACTGATCTCTTC 

TAGTG ATTCA GATTGGTTTTATCTTTGATTTTTAGATTTCATCTGCAm 

TACTCA TTTTG GTTTAGTTGACAGTTGAGCAAAAAAAAMTTACTTTCTCCGGAGTAAAT 

CATCTGTTTTATTTATGCTTTCTATGTTGTTCTATGTTGTAGNGCAGTAGCNCATTAGGA 

GGTATCTTTGTGGAGTGMAANATTTTTGTGGCTGGACCCGGTGGTGGTTCATGCCT.GTA 

ATCCCANCACTTTGGGAGGCCGAAGGCAGGTGGTTCACCTGAGGTCAGGAAGTTTGANAC 

CAGCCTGGCCAAAATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTACCCGGGCCT 

GGTGGCGGGCC 

Sequence 3979 

AGCGGCCGCCCGGGCAGGTACATAATAGGTGCATAACACATCTTAAAGTTGTTTAATAAT 

AGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGAGAAAATAG 

GAMTGAMGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAACGGCCTGA 

AT ATCAC TGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTAAAAATCTT 

MTTTTTAAMCTTT AGTAAG CTTTATTTATATTT^ 

MGGGTTTAGATTCATTTTTCTGAAAAACGATTAAAAAAACTACCAA I I I I I IN 1 GAGT 

GCCCACACTTGCCGTTGTGCTGTATACATGATTTTACCTTA 

Sequence 3980 

CCCTTAGCGGCCGCCCGGGCAGGTATTAACAATGTCCCAGCATCTTCCTCTACAGCTACA 

GCTTCCACACAGACGCAGCATTCGGGAATGTCCCCGTCACCTAGCAACAGTTATGATACT 

TCCCCACAGCCTTGCACTACCAATCAAAATGGGAGGGAGAATAATGAGCGATTATCTACA 

TC CAAT GGAAAGATGTCACCAACTCGCTACCATGCAAACAGCATGGGTCAGAGGTCATAC 

AGTTTTGAAGCCTCAGAAGAGGACCTAGATGTAGATGATAAAGTGGAAGAATTAATGAGG 

AGGGACAGCAGTGTGATAAAAGAGGAAATCAAAGCCTTTCTTGCCAATCGGAGGATTTCC 
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CAAGCAGTTGTTGCACAGGTAACAGGTATCAGTCAGAGCCGGATCTCTCATTGGCTGTTG 
CAGCAGGGATCAGACCTGAGTGAACAGAAGAAAAGAGCATTTTACCGATGGTATCAACTT 
GAGAAGACAAACCCTGGCGCTACACTAAGTATGAGACCAGCCCCCATTGCAAT 
Sequence 3981 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGGGAGTATCAAACGGTCTGGGTTCTACATGT 

GCTCTTCCCTGAGACTGGGTTTTCTAATTTATAAAGCAAAGAGTTTAGAGGGATGATCTT 

CMGCCTCTTGTAGTTCTAGAATTCTGTAGTTCTGGGAGTTTGTAAACTATTAAGTTTTC 

TTTTAGCCCAGAACTTCCATTTTCCTGCTCTCTCGTGTCTGCTCTAGACTCAGCTCTAGC 

TCGGCTAAGTGTGGAGCTCTCTGCTGGGGAGATCCCTAGAAGCTTTGAAGGAGACATTGT 

GAGGCTGGAGA 

Sequence 3982 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATGTTAGTATGCATGGTGGACCTTTTTT 

GGGCCTTTTATTACTTGATTGCAAATCATTCnTCATTGTTGCCAAATTTATGGAAGGACA 

TTGCTCCCTGAGGTGCCATTTCCTTTCAGGTCTGTAACTGAACATGACTGATGGCACCAG 

AGTAACAGTTGCTTATTACAGCGTTCACTGAGCTGTGATTGCTCCAATACTTTATGTTGG 

CAGATGTGTTTCCCTAGGAACAGCATCTCTGAGACAGAGGTCATTGATCAAACCCCCTCT 

GGCTGTTCCATTATGTGCAAATTATTGCTAAAAGCAGAGAGGCTGCAAGGGAGGTGGTGT 

GTACAMAGATCTCATTGAAAATTTAAAGTCATCATAATTTGTTTGCCATAAATATGTAA 

GTGTCAATACCAAAATGTCTGAGTAACTTCTTAAATCCCTGTTCTAGCAAACTAATATTG 

GTTCATGTGCTTGGTGTATATGTAAAATCTTAAATTATG 

Sequence 3983 

CCCTTAGCGGCCGCCCGGGCAGGTACTTAACCAGAGTTCGTGGATTTTGTGGACTTTAAT 

TGGACTCAATTCACTCTGTGAGCATCCTGGATTGCATCGATGAACACTGAATTACTGTAA 

GAACATAGACAGGCTCTCACTATGACCTGGACAGTTTAAGTTGCTACACTGGTAACATTC 

TAGTATCMGGAGAATTCCATTCATCATGACATTCACATTTTACTTTTCTCAATGGAATG 

CTTGCTTCAGGCTTACCAATCACACCTAGAACTGAAGTCTGAGTGAGTGGTATTAATAAT ' 

TTTTCTGAAAGGAATAAAATTGGAATGTTTCTAAATGTGGAGAAATTCTTCAGTATCCTA 

ATAATATACCCAMTGCTTTTTCTGGGAGAGAGCATTCTTTTACAAAAGAACTTTCCCTA 

TAAMGCATCACAGTATMTGTGAATTGGCA7TAAMTCTTTGGATGCTTTTGCATTATT 

MGTTCATGGAGAAATATATTCTTTTTACTATGTATGTATTAATAAAAAGTGGGCAAAGT 

AAAGTTTGCAAAATTTAGTTTCTCTAAATTTTTGCACAGTGACTGCAGCTGGCTATGGGT 

CAGCTCTTAATACAACAA 

Sequence 3984 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGGCGTGAGCCCTGCACCCAGCCC 

AGACCTTCTTCTTATCAGTCACCAACTGAGCTTTCCCTGGGACCACTTCAAAAATCGGCT 

GTTCATGAGCCCCGGTGCCAAATGCCCGGCTTCTAAGAGATACATGAAAACCCTGATTCC 

TCTTTT CATGGGGAAGACGTCTCTGT CCACCCAGTGGACAGCACAAACAGCTCCCCGCGT 

ACTTTNI 1 1 1 1 I I I 1 1 I I I I I I I I I I I IGGGN I I I II I 1 1 1 1 1 I I GAGTTTCACATTAAC 

TGGAACTTTAT 

Sequence 3985 

ATNTGACGGCGCAGTGTGATGGATTCTGAGATCNCCTTNGACGGCGCCGGCAGGTCATAA 

TAAGANAGTATAAGNAATTTAAAGACTTTACCCAGCCGGTATATGTCTATCCTCGGCTTG 

NTAGGNCTCNCCACTTACAAACCCCAAAGAGGAGNNNCTCACTTACCTTGAAAAGGCATT 

AAAATCCATACTGATTTCAAGCCTGGTGTGTCAAGGCGAGGNCGGTGTGTGGGTGGCCCT 

TACA NCTAG ACTTTGGTNACGTNCCCTCTACCGAAGTCTTCACAAGAGGATNGCTGCTGG 

TGTMTTTTATTTATTGAGNTGTCAGTTTGNTTCTCTGTTCTATTGCTGCCTTTTT 

Sequence 3986 

CCCTTGGCCGCCCGGGCAGGTACTCAAAACAGCACAACATACAGTCTAAAATCAAGATTT 
CTGTCATTCAT TTAAAC TTTGCATATATTGCCATGATGGCTTAAACATAAAATTTCTCTT 
GCACTAACMCTTTTTMAACCGATTTCAMTCACTTCATAGTTTTATTTTTTATATTTT 
GAATTCTAGCCAGTCTTAAAATCAGCTTTGGGAGGGGGGTGCATATAACATGTTTTTTGT 
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TTTGTT TTGNTTTT TGNTTTTT^ 
CCCGTAI I 1 1 I I I I AAAAAATAA 
Sequence 3987 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCT 

CAAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCAT 

CTCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGG 

ATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTC 

TCTMTCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGA 

GCCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATA 

ATCTAGCACAGATTGGTATGATTATCTATACTTTTCAGATGAGAACACTGAGAGTCAAAA 

TTAAGTAGATTTGCCCAAGGCCATATAGCTGGTAGGAGCTATAAATAATTATCTCAAAGA 

AGTCATTATTACGTGGGATCATTCMGAMTTTCTGGATTTAGAAAATAGCCTTAAAATA 

TG AMCA MTATTANCATTTGTTMTTTGAGATGTTATGTTCACAGATATTGGTAAGATA 

TC ATTTT AATTTATG G G GTTTAAATTTCTTTT 

Sequence 3988 

CCCTTAGCGTGGTCGCGGCCGANGTACTATTCTCTCTCCCAGAfCAAATTTTCTCCGGTG 

GCTAAAAAGTTGTTTGTGGTAACTGCAGTGAGTGCTATATCTGTAATTTTTCTGGCTCAT 

CACTTTAAMGAAAACGTGGAAAGAAGAAAGGAAAAATATTACCATAGGAACCANAGCAC 

CTCATACTTGAATACACTAAAAGAGCAGCATCAGACAAAGGTTCAAGTTGNTCCAGTAGC 

AGACAGMTTTGACATTATCTTTAAGTTCTACCAAAGACAAAGGATCTCAAGTTTGTAAC 

TATGCTAATGGAGGACTTTTCAGTAA 

Sequence 3989 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTTGMGTCMTTTTGTCTGGAAAGGA 

TTGATC TGAG GCTTTCAAGGAGAACCAGAGGAATGTATATGTGTCTCAGAAGCCAAGAGT 

TTGGMTTTTAAGATAGAGCATGATCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 

TATGAAAATGCATAT TCTCAAA CTCCACGTCAGACTTACAGAATCAGATTCTGGAAATGG 

GACCTAACAATATGATTTTTTTAMCAGTCCTTCAMTGAGTCTTTGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTA 

Sequence 3990 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGCGGGAGGGMTTTCATCTCTACTGATTGT 

CTCCTAAMTCTGAAAAATTGATGCTTTGCCCTAAAAAACAATCTCTCAAATGATTGAGG 

AAACMTGGAATAATTGAATACCCTCAACTTAATTCTAAATTAAGGGAGAATTTGTTGGT 

CMGTGAAGACTGTGTATAGCTAGAACTGTAACTGAGMTTTAGGCAGCAGATTTTTAAA 

CMTCCAMTAAAAAAAMTTTTGCCCCGCTTAATACAGAGCCAGTGTCTCTGTAGCACT 

TGGCCCATGGTAGATAATCTAAAAATGTGATATGTGAAATTCCATGACTTAAGACTGTAA 

AAGACTGCGTGGTATTTAGTGGACATAGCAATATTCATGGAATGAATGAATGAATGAATG 

AAAAGGTGATTGAGTGATGGCCTGTGGATATGGGAGGCTCTAATAATAAAATTCTGACAA 

TAACTG 

Sequence 3991 

CCCTTTCGAGCGGCCGCCCGGGCAGGTCGCGGGCTAGTAGAAGAACTTAAAGAAAATAAG 

CMCACMCAATATATTTGTAATACACCTTGTCTTAGTCTATTTGCATTGCTGTAAAGGA 

ATATCTGAGGCTGGGTAATTTATAMGAAMGAGAGGCTGGGCATGGTGGCTTTATGCCT 

GTMTCCCAGAACTTTGGGAGGCCAAGGGAGGAGGATTGCTTGAGCCCAGTCTTGACAAC 

ATAGGAAGTTCAAGTCCAGTCTGGACAACATAGGAAGACTCTGTCTCTACAATAAATTTA 

AAAATTAGAGGGCATGGTGGCACGTGCCTCTAGTCCCAGCTACTCGGGAGGCTGAGCGGG 

GAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGTCNAGATTGCGCCACTGCACT 

CCACCCGGAGTGAGACTCCGTCTAAAAAAAAAAAAAAAAAAA 

Sequence 3992 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTGGATGTTCAGTAACTGCTTCTAGGAGA 

AAAGGTAGAGTCCTATCACTAAGCCGCAGATATTTATTTGTGTGTGGCTAGAATGGGATG 

TTTTGMTCTTCTGTTACMCCTTGGGMCGTGGCTGTTNTTTCAATTTATGAGCCAGAA 
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ATTTTCACATCCCGMACTACAAMGAGAAMAGAGCCTTATTMGTGTCATGCTTTCCC 

AAGACTACCTTCAAAGAAATATGAATCAGGATAACCTGTGATCTAAATAATGTCATCTTA 

MAC TGAA GAGTTTCTTTTGACTCTTCTGCTACAATAGCTTATAAAAAAATCTGCTTGCA 

GACATTTTAGAGAGAAAGGACAATGAAGTGATTTTCTGAATGGGAATGACAGACCTCTGG 

GAAGCCAGCTA CCAC TGAATCTCGGTATCAG I I I 1 11 I I AAAGTTTANAGTTAGAAGGGG 

TGGTCGCCTNCTTTTCACCAGATGCCGGAAGCCTAGGGACCCAGCAAGGCGGGGGTGCCC 

ACCGCTTGCCCCACTAGTTCATATCAAAAATTTGGGAAGTGGGAANGGCCACTGCCCTNC 

CCACNTTAGCAATTCCATAACCCTAACCAAAAGGACCTTAACCACCCTATCTCACTGGCC 

AGGGI I I I I I 

Sequence 3993 

CCCTTTCGA GCGGCCGCCCGGGCAGGTACTTMCCCTTGTTTTTAATATGAGTTACAGAT 
I I II M 1 I I ICTGG TATGTC ATTTGTCTTTTGACCTTGGNGTTTTGTTATGGATTTTT^ 
TTTTNTNAAACTTATTTTTTNNGGCTTNNGCNTTTNMGN 

CCNTNTTNAAATTTTANGGANTTTACTAGGCCAGGCNTGGTACCTNNCNCCTNTTTNTAA 

ACNNTTTGNMCCTGAGGGGGGGGCNTCCNTNGACCTTNGGANTTAAAGGCTNCAGNGAN 

CTTTAATNGCTGCCNNCCACCCNGATAAACAAAGNNANACCNGNTNTCCACTCCCCCCAA 

AAMMNTTTNTANGGMTTNTCCTNNMNGTTAATTTTMTACTTCCGGGTTNCTTTTT 

TTTNMT TAMTNNTTGGGNCGGNTTTTCCNMCGAACTGTTTGAAAAACAANCCNCTGT 

TTTTTTTNTAAANAGCTCNCCANTTNNCCCMAATTTTTTMGNTTTT^ 

GMGGNGGANGCCNCTTTTNAANMTMMANCCNATTNGGAANTGGGCCCCT1TTTCGG 

GGAATTTNGGN NTCCGGCCCTTNGAACCCCCGGGNTGGNNCGGGAAACCAATAANNCCNN 

I 1 1 I I I I I I I I INAAAAGGGGNCCCCMNNAAAACCCACCTTTTTTTNAAAAAAAANNTT 

NAAAAAAAANNTNTNNNrnTTTTNTCCCCAAANCCNAAAAAAAAAAAA 

Sequence 3994 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACATCATCAAGGCAGAAACAGTTTCCCAACAG 

GTTATATTTTCTTAATGGTAGTCATGAAGTCACCCCACCTGCTCTCAGTTAAAACAGAGC 

TTMGGCTTTTCCACAGGTGTMGATATCAMCTTTTAGCCTGCCCTGATATCCTCCGGG 

TCTTCTGCAGTTTTTTCTGTATCCACTAGAAAGTGAATGAATAATTCATTTTTTAAAMT 

ATTTTCTTTCCTGTCTCAGTATTCTTGCTGCTGCATCCCATTGTTAGATTGATTT 

Sequence 3995 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCATTTGAAAGCTTAAAAAAGTGAGTGTAAC 

MCMGCACTCAGGAMCTTTAGMTTAAGACATTMTAGCTrATTTCTTTTA^ 

AMTTATAGAAAAATAGTMGTGGCATGGTATTGTTTGACTTAATTAGAATGTGAAAACT 

CTAGTGCTTTTGTAATGCTCCAAGAAGMATCCAAATATTTGAMTAAGACATTATTATT 

GGTCATTTTMGATACTTCATGTTTTTCTTAGATGCCTTTGAGTAATGGACAGATGGGCC 

AGCCTCTCAGGCCTCAGGCAAATTATAGTCAAATACATCACCCCCCTCAGGCATCTGTGG 

CAAGGCATCCCTCTAGAGAACAACTAATTGATTACTTGATGCTGAAAGTGGCCCACCAGC 

CTNCATATACACAGCCCCATTGTTCTCCTAGACAAGGCCATGAACTGGCAAAACAAGANA 

TTCGAGTGAGGGTTGAAAAGGATCCAGA 

Sequence 3996 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTCCTTCTAGTGAAGGATTGTCACAGAGTTTC 

ACTGGATGAAACTATGACCCAGTATTCTTACTGTATTTTACATATGCCTGTAAATTATTT 

GCAAAAAAGAAGAAGAAGAGGAAGAAAGAAAAGAAAGAAAAGAAAGAAAGAAAGAAAGAA 

AGAAAGAANGAAAGAAAGAAAGAAAGAAAGAAAAAGAAAGAAAGAATAAAAAAAAATGAT 

AACATGGCAACCACCAAACTCCCTTAAAAACAAACATTGGTGACATGGCCAATTAAGTAT 

CAGTGAGCCTCCTATCTGGGACTTATCTGTTCCTATTGTTTCAAAACCATTTCATGTACC 

TGCCCGGCGGCCGCTCGAAAGG 

Sequence 3997 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGAAATCAGTGGTAAGGAAAAAAATGGA 

CAGGTCATCTMTATGTAAACAATTTAACTTTGATGTAATCTCTTGTTTGCTGGATTTGG 

TCCTGGGGAAAGTCMAGGACTTTCTTAGTTACTTAGTTGAATCTCTCACCTTTTCTCTG 
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TCTTCTCATTTMCTTCTCTTCTCTTACCTTGCAGAGCATTTTGATGATGAGTCCAGCTG 

AAAATAGTGTTGTGTCAGGAATTCAGACTTACGGCCTAACCCTTTTTCTTGTGGGGAAAT 

CTTTAGGTGTATAGGACTGTGCTAATGGTGATTTAAAGTAGAACCAGCAGAGGTTTGGTC 

TGAGGGAAGGTGAAAGCACCGTATTTTATCAAAGTTGAGAACCTGTAGAGAATTTGGTGG 

GTTCTATGTTTCAAACAGAGCTCMATCTTTTGAGGCTCAAGTTCCATTTTGCTCTTGGC 

AAAACACAATTTCCTGGTTCAAAAGAAAATAAGCCCATAAAAAAAGGGCCCCCCANGCTT 

CTTGGACATCAAAGCTTACNAAGAATCCTCTTTATAAAAACAGTATTTGGGATGM 
Sequence 3998 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCCTGCAAGATCA 

CATTTATGATTATAGCMGAAAATGTGTGAGGAAATGTGCAATTTGAATTTACCTTTAGC 

CTAAAATACGTAGAATGTATGAAGTCTGAATTTCAAGATACATGGGGTATAGCACTACAA 

ACTACAATCCACTGGACATGACCTCCAATGAACTTTGGAGATTTTGGAAGCAGTCAAAAG 

MCATMGGGCCACGGGGTTCTACTTTTATTACAGCATTAGGTTGTTTGCTGCTTTTATT 

TCTCTACTTTG 1 1 1 1 I CTGTACCT 

Sequence 3999 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I II IN 1 1 II 1 1 I 1 1 1 1 1 1 I I I 1 1 NNNNNAC 

CTCNGGGAAGACAATGCAATAGCCTAGGCAAGGCCATAGGACAATAAAAGAAGGTGTCAT 

CATGA CMTT ACTTCACTATrGTATATCCACCCCAGAGGCTTTATCATTCTTCCATTTTC 

TTATGATTTTCATCTCATCTGGCATATTTGGGAGTAGATGATGAATAGTTTTGAAATAAT 

TATGTGGAATAACAAATAGCAAAACGTTCAAAA 

Sequence 4000 

CCCTTAGCGTGGTCGCGGCCGAGGAGCAAGAGCAAGTCTAGTGTGAGAAGCACTTTTCAG 

GCATCATGTTTGCTGACCACCCTTTGGCCCAAACACTCACCTNACTAAGCCTAGACTCAA 

AATATGAGGGCACTGCA AAGATTC ACAGCAAAGATTCATGGCACAGGGCCTAGACACAGG 

GAGGAGTCTCTGTATTTGTTTTTTCTTTGTATTTGTTTTATCAAGTGAAAAACAAATAAG 

GATCTCTGCTTCCATCAACATTATTCATCTTTGTTTCAGGGGTCCCTGTGATTTTAGTTG 

GCCMGATGTMCTGGCATAATGMTACMCCMATGAGAAATATTACCTTTTTTTGTTG 

ATGATGTGATTGTATACCTGTAAGAGTGGAAGGACTCCAGTAAAAAACTGGAGTGCAACA 

ATCAGTAAGAATATTTGACAAGGCTGTTGGGACTAAAAAATAAATGTAGAAAAATCAGTA 

AGTCTTCTTTATAGCCCATTCCTTCAACAAATATTTATTAAACACTCACTGAATAATAAA 

GCATTCATTCTGGTCCCTAGTACCTGCCCCG 

Sequence 4001 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATTAGAAGAGACAAGCATAGACTTGTATC 

ATA GACTT ATATGCTTGTAAAGAGGAGGTATATTCAACACATAATTACATAAATATTTAC 

TCATTTTTAMGTGGCATTTTGAAATGATTCAGTGCACAATAACCTTGTCTGGGTTGGGT 

TAAGGGGTAGTGACAGGAATGAAAATGATACCTGAAGAATGAGTAGACCAGAGTGGGAGT 

ATGTCAAACAGGTCAGCATATGCAAGGACCTTAGTTAGGGAGAAGTTTGATAACTTCCAA 

GAAGAAAAGCCATATGATACACAGTCAAACCAAAAAGAAAAAGATGTATTAAAATAATAT 

CTATAGAGATCTAAAATATTATCTCTAGAAATGTCCTGCCCGGG 

Sequence 4002 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACCAAATTCATCATTGCATTTCTCCACCTGGAA 

ATGGTAAGAAAGGAATATCTTCATCATGCTCTTAGACTTAGTATGATGGACACTGTGATA 

TTGGAATTACTCTTTCTTGGTCATATCCATCTGCTTGCATAGGACGAGACTGAAAATCTT 

TAGCAGGATTTATAAACGTCTTTGGAATGATGTAGCACAACAGTGTTTTACTGTGGGGAA 

TGGGGAATGACTATCTGAAAGGGAMATTGTTTGGCATTTTATATTATTTCCAGGCAGTG 

CAAACTG TCTAGC AAGTAGAATGTTCATATATGAATCTAATATAGCAAATTTATCCCTCA 

TAATACTG I I I I I GAAACATCAAGTTTATTCTCAATGTGTGGCTCTAATGACAATTTCTT 

GGGGAACGTAATAGAACTGCAATAATGACTAATGGAAAAGACTCTAAAGCTGTATCTGAT 

G G G AAATG ATTTACTTTTTAAACTCTTTCTATTTAAG G A ATT AG CTTACC C 

Sequence 4003 

TATCTGCATAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAGAACAACCCCTNTCT 
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GAAAAGCTTGAGCCAAAACAGTCCCAAAGACAACAAGACCCCTCTCCCAGCCTCCACAGA 

ATGGAAGATCTAAAGGTTCTCTTGAGATGATCCAGCTAGTATGGAAGATCTAAAGGTTCT 

CTTGAGATGATCCAGCTAGTGTCCTATTCTCCTGCAGTCCCTGTTCCTAGGTTTCCTCAA 

CGAAGTTTGACAAAAATCTAAACCAACATAGCCAACGAACTTGCCTTGTTACACAAGAGT 

GGCTAAAATAGCATCTCAAATATTCTTTCAGTTCACTGTAAAAATTTTTCCCATGTACCT 

GCCCG 

Sequence 4004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATAGGAATGGTAAGTTAAGAGACAAAAGAGCA 

GCTACACAGATGAAGAGGAACTGCAAAGGAGAATGTTTTGAAGGAGAAGACAAATAGAAT 

TTGGCAAAAGTAGCTGGAAAGGTTGTTGCAGAAAAGGACAAATGGTGTCACTGTGAGAAC 

ACACAATAAATAAAACTGAATGGAAGAGTCAACAGCAGAAACTGGGATCAGGGAGTAAAA 

AGCATATTATGGGACAAAACAGATACATGATGTGCAAAACACTGTCTGCAATTTAAATGT 

GATATGATGGAATTTGG 

Sequence 4005 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTTTACCTGCAGCATTTGTTGAAGAAGCA 

GAATGCTACTGGGAGAGAGCCACTTGGGAACATCATATTTTCCTCTCTACAAAAACAAAG 

CATTTAAGA GATT CAGGTTCAATCAGCCTTGACACAAATTCCTTAGGTAATAACATGCTG 

GAGGTTTACTTTTAAGCTTGAANACTTCACCCAACTACAATACTTGGTAAACATTATTAA 

CTAAAAAAAATCAATTTCTTGGCTGGGCGTGGTGGCTCACACCTNAAGTCCCAGCACTTT 

GGGAGGTCA 

Sequence 4006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTGGCAAAGGAATGAAAAAAGTTAG 

AAAGTTGTCTGTCTGTGGGCTAGGCTCTGCCTGCAAGATACTTACAATCTAGGTCAGAGG 

TTCCTAAATCCTTCTCAATGCCGTTTGCACTGGCCCTGAGGAAAGTGTGAAAATGAACAC 

TATTGTAGAGTCTTACAT GAAGCT AAATTTGTTCATTTATATCACTTCTCTTTTATTATG 

AGATTATGTCCTCTGCAGTTTTTTGGTATTAAAATGTCTTTTATGAAAGGATAGTAAGAG 

TTAGATAGTAGTCTTTTTTGTGCAAAANAAAAA 

Sequence 4007 

ACCAAACATCTGAAAATAAGAAGACAGGGCTGCAGAGCCCTACACAGTCAATGGGGCACT 

TTGGCCGAGCCTGTCTCACCTCATCTTTACAACTCTTGGAGGCAGGTCCTATTACCTCCA 

ATGAACACAGGAGAATATGAGCGTTAGAAAGGAGAGTGACTTGGGCAGGGCCACAGGGCC 

CCCAAACTGGAGAGCTGATCCTTATCCTCTGCTTCTCAACTCTTTCACTATGCCATGCTG 

CCTTTCTGACCCTGTCTTANTCTTGATTGTCTGCTGAAAACTGCTGTGAGTAAGAACATT 

CACCTTCCCCAGGTCGAGCAACGGTTGCACCTCMTCCATTCTCTGCAGGCAGCATCTGC 

TTGGTGTTATACAAAGAGCGACACATTrTCAAAACTTTATTCCC 

Sequence 4008 

CCCTTAGCGNGGTCGCGGNCGNGGGACCTATACAATTACTTGGTTGCTTNACTCCCCCCG 

CAATTNTAGCCAAGATTGAGCAGACTGGATNGAAGACTAACTTANGTGAGGTNTAAATAA 

AGAGCTTMTGTCTTAGAAMGGCCTTTTGCACTTTTTGAATCTTCTGTATCCTTCTGGG 

TCTTAGGCCATTANTAAAGNGGGCACAATCATCCCATAATGGCTCCTTCAAACTAGGGAC 

ACAGGGCCCGTGNNTTTTAGAAGTTTCAGTGANAAAGGTAGAAATCAAGTGCATTTATGG 

GCTGTCACCACTTACTGCTNCTATGGCCCTGNTATGGGGNGACTGTGTCAAGTCAAAGAC 

TAATTGGCCACTCCTNTATGGTTACACAGGNAATGAAAAAATCCATTTA 

Sequence 4009 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGTTGCAGTTMGMTTTTTCTCTTTTCTTT 

GGAGAGAAGTTAAAGTCCCTGGCAGTGTTTTTCCTCAGATCATCTGCATCACCTAAGCTG 

GGGTTGGCCAGATCTTTGMCCTACMCACTTCATTCCGGTTTTCATTTTCTTTGTGTTC 

ATGGACTCTAGAGAGCACGGAAGTAATTGGGTTTCATTGGGTAGCAGAGTAAGGTAGAGT 

GCACTTTCTCAAGACATGTTCATTGGTCTGAGCAAAGTTCTGTCTCTTGGAAGGAGACAG 

TAGCTTGGTGGTGCTATTAGGCAGATGAGGGCTTGTTAGATCAAGATGTAAACTCTCTTT 

CTTCAGTCTGATTTTAAAATGAACTGTCATTTGTAGTAATTATTAAATGAGAAGCATAAA 
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TTAAGTATTTTACTTTTTTTATTTGNAGGAMTACAACTGGAGCACGCMAGCAAGCCTT 

TGTGCAACGGG 

Sequence 4010 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCATGTTGATGGGTCTATGTTTCTTTCCATTT 

GTTATGCTCCCACCACTGACTGGCCAATCTTCTCTCTACCAATACCTGTTATAGATCAAC 

AGATCACCATTTGCTTCTCTGAAGGCCTCCAGATGATTTCTGGATGAACCTTCCACTGTC 

TNNCTAAAGGCCCACGTTTTCCATTCTCCCACACTGCATTGATCCCCATGACACTTTATG 

CCCAGAATGCTACTCTCTGGCCATTCCTGTCATCCCCAMCATTTTTGTTTTTAATTCCA 

ACATAACATTTTCACCTTCCAMAACCTTTATAGAGMGATGMACCTTACTTTGCCCTC 

ATGGTCTGGCAATGACATACCAATAGCTACTGATTCTCTCTAAATGTTTCCCCAAAACAC 

TTAGCCATGAAAAAAAMAAAAAAACCATTTAATTNAAAAGNANTTTTGGGANCCNNCCA 

ATTGGCNNTAAACTTTTGGANGTTTAAANNNGGGNNCCC 

TTTCCCCCCTTTAMMANTTNGTTTTTGGGGAGNATTTTCCCGGGTAAAAATCAAAA 
TCMCAAAMNGGGNNNGGGGGCT^rITTTTTACCCTTNNAAAAAAGGGAAANGGCCTNTA 
NTNAAAACTTGCTTTNAAAAAAN I I I I I I < I I I I 1 1 



Sequence 401 1 

ATCTG CAGAATTCGCCCTTAGCCGTGGTCGCGGCCGAGGTACTTCTGTGGCCTTGAGTAT 

TTTTTAAMGGCTCAACTGTMGCCTCTTAGCCAGTTGGATAAATATTTGGGGTCACCTA 

GCCATTGAAAGCAGAAAGCAGTAGTGACACAGCTTTCCCTTCAAAGAGTCATTGAGAAAC 

ATTTCTCAMCAGGAAATCCTTCTTTTACTMTGTGGACATATAGAtTATTCGTATTATA 

GTTTGTAGAACTACCTAGTTCAGAATCTTGACTGCCAGTTTTCTTGGTTTCTTAGGCTTG 

AATTTTCATAGACAATTGCAACA 

Sequence 4012 

CCCTT AGCGT GGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAAATAGATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACTTTGATTAAAAMAGTATTTTCAAATATAGGATAGTGCATGTATATGAGAATACTTTT 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAMTTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTAAGC 

AACAAACATTATTCTTATCTATAATAAAGCAGATATTTCTGTCTGCCATACATATGAAAT 

AT TTGTA TGTATTTATTGGAAGTAATTTTTAAGGCTAGTC 1 1 I Mi I ATAATTTCAACTT 

TTATTTTAGATTTGGGGTAGMTGTGCAGATTTGTTACATTGGCATATTGGGGTGAATGC 

TGAGGTTTAGGGTNTGAAATGGATCCCATCACCCAATAATGGAGNTTAGGNACCTGCCCC 

GGGCCGGCCCGNTCCGAAAGGGGCG 

Sequence 4013 

CCCTTAGCGTG GTCG CGGCCGAGGTACTCTTATATTTATTATTTTACATTACGATTTTAG 

GAAAGAMMTATTTTCTTTGCT1TMTAMTAAATCATTGTCTGAGTGGCATTTAGCTT 

MCTGCTGTGTAAGACMACAGGATCAGAGTGGTCAGCTAGTTTTCCATTTGGCTTTTTC 

CACTGCCMGTGGGTTTMAGGAAAACTATTTCATACTTATATTTGCTTACTTGGTTGAA 

TATTACCACCTCTGCTTACTAAACAAGTCTAAATATACCTTTCTAGGGGTAACTAAAGAG 

TATGTTACGCCTACTTAGTTACACTA 

Sequence 4014 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACGCCTTGTATTTATAAAATTAATGTAAACAT 

TAGAMTCAGG AAGAATATMT GTMCACTGCACTGTTTTCTTATTTATAGCCACTTTTC 

TAAAAATACATA I I I I I 1 1 I I 1 1 1 AGGTCCCGATCACACAGCAAGAATCCAAAAAGGTAG 

GTGTATTACATMGACAGGTATMGTAGTGMGTTGTCTTTTTCAMGGTAGTTTTTATA 

GATTGATTAMTGGTCCTTTMAAATTTTCTTTTTTGGCTGGGCACGGTGATGCATGCTT 

GTGATCCCAGCTACTCAAGAGGCTGAGGCAGAATTGCTTGAAGCCGGGAGGCAGAGGTTG 

CAGTGAGCCAAGATAGCACCACTGCACTCCACCTGGGCAACAGAATANGACTCTGTCTTT 

CAAA 

Sequence 4015 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I U M II I I I II I IG I I I I II I I I I IGCCCT 



(IP 
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TTAGCTTCACAGGTTTGTTCTGAMTTTATGAGGTATAMTTCTTAAGAGCAGCAAGAAA 

MTTTCGMTCTATTTGTAGAAACTGCATATGATGATGGTTCATACCAGTAGAGAGAAAG 

ATTGGATTTGGGGGTATTACTAGTAGTAAGGGGATTCACTAGTAGTAAGGGACATGCAAA 

ATAAAATCACATTGAACTAGTTCAAAATCATCACATTGGCAAAAGCATTAGAGTGCCAAT 

TACTGGAAAGATGTGGAGCAATAGGAACACTCATACGGTGCTATAGGAAGTAGTTGTGTT 

TAGCATAATTTGGCAATGTCTAGTAAAGTTGAAGATGTGAATAATCTTTGACCCAGCAAT 

TCCATGTTTAAACCTCTACATAGTCTCTCCTCGTGTTTCAAGGAGATCATATGATGGTCC 

ATTGCAGAACTGTGAGAATGAGAAGTTGAAAGCAATCTAACCATTAGGTTAAATACA 

Sequence 4016 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAAAAAGAAAGAGAGAGAAAGAAAAGGCTACTT 

GGTATTTCTCACCTCTTACTTTCAAACCATTCAGTTAAGATGACTTAGTGGCATACAAAC 

TTCATTCTATMGAATATACCTTTCCCTGGATGCTTCATCTGGGATACCTAGGCATATTT 

CTCGGTCGAACCTTCCCGCACGTCTCAAAGCAGGGTCTAACGAGTCT 

Sequence 4017 

CCCTTTCGAGCGGCCGCCCGG GCAGGTAC I I I I I i I I CI I N I I I I I I I f I I I I 1 1 II H 

" i M m i I N I II M I M ITTTTNI I II 1 1 I I I I I I I I I I NGGGNGGNNNNAAACTNAN 

TTNNi I I I I INAAAAANANNTNNTTNAAAAAAAAAAAANANAAAAAANNNCCCCCNNNTN 

TTAAMAAAAAMAAAATTNTTTTTTNTTNNAANCCCNCAAAAAAAAAAANTNGGNCCTT 

GAAAATTNNGAANGGGTGNGCCAAAAAAAAAAAAAANNTNTNGGCTGCCTGCCNCNCCGC 

NNGGGGNANGAAANNNNCCCNCANGGGGNNAACCAAAANAAAATACAATGAANACCACCC 

CAACACACACANNAAAAAAANAAACATTTNNNAAACNGNNNGACCNNGAANNGNNNAAAA 

AATTAAAGGGG 

Sequence 4018 

AATCCTATAGGGAGTCGACCCCGCGTCCGGTAGGTTTGTGAGAGAAGATGACCACGGCCA 

CATGAGGAGGTGACGAGCAGAGATGTCTTTGAATGTCACTTTACTTTGAGCATGAAAACT 

C CCATG TCACGTCTCTATCTACCACCATCTTTAAACATAAAATTTGTAGATATGCTGATT 

CATTTTACCTTGAAATCACGAATGTAATACAGATAAAGCAAGACATCAAACAGGAAAGAC 

TAAGGCTTGTGATAAGCAATAACAGCTTATAATCAAGACCCCATTCAATCTGTCCTAGTC 

CACTGATAAAATAAATGTGCAGTGCTGTGCTGCACAGAAGATAAAGCACATGGCCCGTCA 

TGCAGACTTTAATTTGAATAAAATCGTTACTCTCTGCAGGAGTGTACAAATGTCAAGCCT 

GTATTGCATGCACAGGTTCTGTCCTCAAACATACATTAATGATTCCAGTGTGTTGCTCAA 

ATAGTTGGCTTAGCAGCTCAACTTCCTTCCTCCCCCTCCAAAAACAAAAAACAAAAACCA 

AAAACAAACAAACCAAAAAAAACCCAGCCTAATACATTCCAGGTAGTCTATGAAGGGTAA 

AGCTGACTACCTTGG 

Sequence 4019 

AGGTGTATAAGCTAGCTTGAGTCGACCCACGCGTCCGCTGGAATATGGCGAGAAAACTGA 

AAATCAGGGAAAATGAGAAATATAGACTTTAGGACGTGAAATATGGCGAGGAAAACTGAA 

AAAGTTGGAAAATTTAGAAATGTCCACTGTAGGACGTGGAATATGGCAAGAAAACTGAAA 

ATCATGGAAAATGAGAAACATCCACTTGACGACTTGAAAAATGACGAAATCACTAAAAAA 

CGTAAAAAATGAGAAATGCACACTGAAGGACCTGGAATATGGCGAGCAAACTGAAAATCC 

AGAAAATGAGAAATACACAATTTANGACGGGAAA 

Sequence 4020 

TGMGTGGGAGGATMGCTTTAGNTTGGGAGTTCAAAACTGCAGTGNGCCATGATTGTGC 

CACTCTACTCCAGCCTGGGCAACAAGAGTGAGACCCCATCTCAAAAAAATTTATTCAGTT 

NAMTCTTTMNANTAAAGCANTTTTGAGTCGNATTTTGCGACATTCTNMTATAGTTTT 

CCAACTTGCATTAAAATACATTTTAAACATTTTTGMGACTAAATTAA I HIM I AACTG 

ACATTTATGTTTCATTTGACMCCTTNCGCTGTATATTTTATGTGGACTTTTAGGTA^ 

TANNGATTCCTTTNATGMNMATMAATMTTGNCATTTAAAAATGCATATTATTATTA 

CCTTATGCTATAAAAATAGTTTTAAAATAGAGTATGT1TATTAAGATTTAAAAATAAGTA 

TAGTCATGCACTGCATAACAGCGTTTTAGTCAGACTGCATAAGATTACGATGGAGCTGAA 

AAATTACTGTCACACAAATACTTAC 
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Sequence 4021 

CCCTTAGCGTGGTCG CGG CCG AG GTACCCCCTGTAGTAGTAGG CAAATGCTTCCCCTCCT 

GCACCCCCAACAA AGAT GTCCTCATCCTAATCCCAGAGATCTTTGAATGCGCTATCTTGC 

ATGACACGTGGGATTTTGCGGATTGCCTGCTCTGAAATGCAGGAACTACACAGGAGGACT 

AGAGAGAGGCTTCTAGGAGAAAAGTCCAGCCTCTGGTTCACAGTCAGCAACAAATCTGAA 

CGTTTAGTCTTACAACTGTGAGGAAGTGAATTCAGCCAACAACCCAAAGGAGCAAGGAAA 

TGAATTCTTCCCCAGAGT 

Sequence 4022 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGAGGTTTGTTTATCCTTTTTAATTCCAG 

TTTGTTC7TGGCTTTCTTAGTTCTGAAMTTGAMTCTGCTTCATTTTCACTGATC 

TGTTGTMTGTGTCAGTAAACTGGGTATTCTTCCAAGCAGTTGGTTGATTCCAGGCTTCT 

GCATATCTTTGTGCTGTTCTGGMTTTGTTTTCTGTCCATCACCGCATTTACCTGCCCAT 

ACTCTGAGGCTAACATATCCAGMACTTTTAMCTTAACTTCCATTTTTCAGAACAAGCC 

ATCTGCTTTAGAATAAATGATTTCCGTTTATCCAGAGAAAAGTAACTAGGTCTTAGAGAC 

TTCGTGTATTCGTCCGTTCTCACATGTGGCAAAATATGGNNTTGGTTTTTCI I I I < I < it 

TTTG AMGTGTTATTTCTTCGTCCTTTNGGGTTAMAAGNTTTCACCGTCNTTGGTGCCC 

TTTTGTNNNGATGCNCCTTNNTMTGGGCTTTGACATTGTGCCAATNGTGAAGGGACNTG 

CNTNACCTNTAAGCCTTAAAG 

Sequence 4023 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTAMCMACCCTCTACTCGCAAGTTTTTGTG 

TAGATACTCAATCAGTTGGTATATCTGGGCAATGCCTTCCTCCGTCAGTGGGGACCCAAA 

TATCACTCCTTTTTCCTTTCGCTTGAGAGACATGAGAGACCGGAAGAATCCTGATGCTGG 

GCCAGCCCCGCCAGGCAACTTAAGGTCCACTTCCCCCATCAGCTGAGCCAACTCAGTTCC 

AGGTAMTCGATGAGCCTTGTGATATTGCTGACCACCAACTCAGTGAAAATCTCAGGTTT 

CTCATGTCGGAGTTTCTCCACAAAAAAGTCAGGATTAAAGATAATGGGCTGACCTCGAAG 

GGAAGAATCATTGCAGATCACAAAACTGCAGATGGCATCACTCCGGCCGGATTCGCGGGC 

TGGCACCTCCCCTTCACTCTGTGCCTCAGTCGCCATCTTCGTCAGCAAACTTCTTTCACC 

GCCCCACCTTACGTCCCCCCCGCGTACCTGCCCNGGCGGCGAA 

Sequence 4024 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGGAGAAAAACGAAAATGGGCTGCTGTCCAA 

AGTTCTTAATGGTCAAGTGTCTCTCTTCTCCTCTCACANAACCATCCACACGCTCATAGC 

TGTAGCCTTTACAGAGAGGMGMAMCAGAAATCTTAACCCTTTTCAAGTAGTCTTTGG 

GGMTAMMATTMGCCCAAMCCAMGGCCMTTTTGTCCCTTTCCATATACAGGCAC 

AGCCCTACTTTAAGCAAATCCCMAGGGMAAATTTAAATTAACAGGGACAATTATCATT 

TTACMAATAACTCACCATAACATACTCCTCTGGATTTTTTAAATACATGCAGTTGAAGT 

CTTTGGCACTTATGAAGTTAATACTCAGTTTTGGCTATTCTCAAGCAACCCTG 

Sequence 4025 

GCCCTCTANNGCATGCTCGACGGCCGCCAGGTGTGATGGATATCTGCCAGAATTCGCCCT 
TACGTGGTCGCGGCCGAGGTCTGATCATACTCAACAAAGATGAATGTTAAAAACATTAAA 
AGMCCAGTCACAAAAGACAACATATTGTATGATTTCACTTGCATGAAACGTCCAGAATA 
GGCAAATCTAAGAGACCAAAAAAAAGTAGATTAGTGGGGGCCCGGGAGGGAATGGAGAGA 
AATGGGGTGTCTGCTACCGGGACCAGGGI I I I I I GGGGGGTATATGTGTTTGAAAATATT 
ATACAGTTCACTGTGGTGATGGCTGCCCAACTCTATAGTATCCTAAAAATCATATCCTCT 
AAATAGGCAAACTGTATGGTATGTGAATTATATCTGGATAAAGCTGTCATTTTAAAATGG 
AGGGCTTTMTATGCTTTCATTATCGATTTCATTTTTCAAATCCATTC I I I I I I I AAC 
Sequence 4026 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTC 

ACCACACTCTACAAAGGCAGTCAACTACATGACACATTCCGCTTCTGCCTGGTCACCAAC 

TTGACGATGGACTCCGTGTTGGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCC 

AGNNNGGTGGAGCAAGTCTTTCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGC 

TCCACCTACCAGTTGGTGGACATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCA 
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ACAAGCAGCTCCAGCACCCAGCACTTCTACCTGAATTTCACCATCACCAACCTACCATAT 

TCCCAGGACAAAGCCCAGCCAGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAG 

GATGCGCTCMCCMCTCTTCCGMACAGCAGCATCMGAGTTATTTTTCTGACTGTCAA 

GTTTCAACATTCAGGTCTGTCCCCAACAGGCACCACACCGGGGTGGACTCCCTGTGTAAC 

TTCTCGCCACTGGCTCGGAAAGTAAACAGAGTTGCCATCTATGANGAATTTCTGCGGATG 

ACCCGGAATGGTACCTGCCCGGGCG 

Sequence 4027 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 I 1 1 1 1 1 1 I I I I I I I GGGGGGGGAGAAGTTAT 

TTTGGATATATGGCTTTMTCAGGATAGACTAGTTTATATTACTGCCTGATTACTTTTGA 

AATTCCAGMGATGTGTAATCCTAACTGCATGATCACAGTGAATCTTATATAAGGTGAAA 

AATA CCACTATTACTGAATTATAATATGCTAGAAAAGCTGTTGATGGTAATGTGGTCTAT 

TTTTMTTTACTTCATTTGGACCATCACCATGAAMTAMTCTCAGGATGGTTTGAACAA 

ATGAA TAAC CCACTTGCCCAGCCTATCCTCCAAGAAAATATATTGTGGCAAATCCATTCT 

TCAGCTTTTGCTGACCCTGTTGNGTTATTCTCCCCATTCCCT 

Sequence 4028 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTTGATMTTGATGTTTATTATGATGACT 

GAGTCATGACTTATGCTCAAGTGTGTCAGTCTGTTTTGTTCAGGGACATCATCAAGTATT 

GGGCAA TGTTT CTCAAACTGTGTTCCATGAACTGTTTATAAGTATTCTACAAATGTGGTC 

GATTMGTTTTAGAAATACTAAAATTTATTMTTTTAGAAAATTAATAAATATATTAGM 

ATATAGGACAGCTTCCTTTTGGGMTTCATMTACACATTAGTATATTAAATGCTTTGCA 

ACTTTTTATTTCAGTAAA 

Sequence 4029 

ATTCGNCCTTAGCGTGGTCGCNGCCGAGGTNCCACACTGGGGAGACAGCATAGAAGTTAA 

GAATGAAGATCAGATTCAAGGGCTTCATCAGGCTTGTCAGCTGCCCGCACGTCGTCCTNT 

TGGCTGGGAAGAGTTTAAAGGTGGCGTNTCACCAANCCTCAGAACGACTTACATAAGGGG 

CAACAMCACTCCTNTTTNNTTCCTTCTCCNTMCTCTTCTTTTAGGNGTGACATCTAAT 

TTGTNTTAAAAATTTATTNGTNTTAMTTAATNNGTTTTTAAAAATNAAGTACAG 

GGATGG GGAA AAGGAATTTTATTATNNTATGNGNNNATTCAANANGTANTTTAAAATCCA 

AATTCAATTTTMCTAGCAGMTTCTAGAAGATACTTTGGTCTCAGTCAACCTATCCAAG 

TTGATCMTGGCANACAGCTTTGAT7TITGNCCNNCTNCTTTNTGCCTGTNNTTAMGNT 

TTTCTCCCCACNTTATTTCNGAGTGCTTGGAAGATNTGCCCTAACTTGGANCTNTGNCTN 

CCTATTATACTTGANNTTNGGCGCNGGGAAAGAAAGCATNCNNAATCAAATCCCCCANGG 

CTG GGGG GNGATNTANCAAGGGNAAAATACNTTCNAACTTTCCTACTAAAAANAATTTAA 

ATGGTTTTMGGCNACGCCCNCGNGCCCATNGNTTGTGGATCATTTGAAGNGAAGGAGTT 

NNNNACCANCCTGGCCAAAATGGNGTAACCCCNCCTTTACCCANAAAAAAAAAAA 

Sequence 4030 

GGTACCATAAAAATGTGCTGCTAACCTACAATACCCTTATAGAAATACAATTCAATAAGA 

AACTCAGTTGGGAAGATGTCTCAATAGAACAACATGAAAAAAATGGTCAATACAAGAATG 

ATTCACTTTACTTTTACAAGGGATTTCGATGCTACGMTAGAAATGCCTTTGGAACTTAT 

AAM TAAMTCCAGATAAACAGA GAGTCACATTTTTAATTCTTACACATCTCTAATGTGC 

CTTT NI I I I I I ) 1 I I 11 I 1 I 1 [| I I NNNNMMAAAAAMTNTTTTNCAAAAANNTTTTT 

TmNMNCCCNTTTNTNGGGGGGGGNTTNTNACCCCCCCCCCCNGGGGAAAAAAAAANT 

TTNNC NCNT GNGCCCCNNNNANNNNNANNTTTTNCCCCNNTTTTTGGGGGGGGGGGGAAA 

CMACTTTTNNAAAMAAAMNGTTTTNNGGGAAAMTTNCGGGAMNCTTNNAMNNNN 

TMNMGGNMNMNNTTTTTTTNTGGGTTNTTGGCCGGGANACCCNNNTNGNGGGNAGG 

GTGTTTNAAAAAA I I I I I 1 I I I I I I I GGNAAAACCCCCNCNCCNCTTTTGGGGTNAAANG 

GGGGGGNAAGNGCCCCCCNAAANTNCCCNNAAAAAAAAA 

Sequence 4031 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGTCTGTTTTCAGGGGTTAAATTTGGAG. 

AATATCTTTAGAGCCTCAATCTGGCTATTTTGGMGATTATTTTGAAMTMTTTCAAGG 

AAMTACTAGATGTCTTTTAGATAAGGCTTTTCAATTTGAACTCGTTATACATGTAAATG 
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CTTTTTCTTCATCTAGATGAATTTAAAGGCCACTCNTTGCTGCAAGCTGCACGAGAAGCT 

GATGTTACTCAAAT 

Sequence 4032 

CCCTTAGCGTGGTCGCGGCCCGAGGTAC I 1 1 1 11 1 M 1 1 1 I J 1 1 I I I )) I II I IA ACACT 

ACAGGTTTCAAATGMTACTTTTCTTATGTTGCCTTCAGAGGTTCAGGACTTCTGCTTT^ 

AAAACCTGCAGCCTACCGTGGGAAACCAAAAAAGCATTCCCTATTTCCAACTGCAGTATG 

TATAAATACATATCACTACAAAATGTATAGAAAGTGTGATGAGATACATGAATGGCATTT 

TTATTGGTCAT^CATTTTGATGAAAAGCATTTAAA 

AMTGTGTTTTTCTGAGATACATTGTTATTTATTCATATCCAGAAAAATTACAAGGATAA 

TACAGAA TATAAT AAATAATTTATCTGAGGGCAGGAAGTATCCTCTCATGCTTAATCAAG 

TTTGGGGTrTTTTAATTATAACACAGGAAACTCATAACAGGACCTGGTCAGAGAGCATCC 

CANATCCATTAAAGAT 

Sequence 4033 

CGGCCGCCCG GGCAGGTCAGTTTTATATAAAACTCTGAGACTAGAAGAAATTATTAACTT 

TTTTTCTTTTTTAATTCTAATTCACTTGTTTATTTTGGGGGA^ 

GCAMGAMTCCAAAACTACTTTAMTGGAATAMNCCANCTTTATTCTTTTTTTCC^ 

ATACTGGTAGATAMGCAMCTTTATAAGTGGGCTATTGAAAGAAAAGTTACAAGCTTAA 

GATCCAGMGCATTTGTTCAAAGGATAGAAAGCATCTAAAAGTTTAGGCTCAAGATCAAT 

CTTTCCAGATTGATATTTTCAGTTTTTAATCGACTGGNCTGCAGATG I I I 1 I I CTTTTAA 

CAMCTGGMTTTTCAAACAGATTATCTGTATTTMATGTATAGACCTTGATATTTTTCC 
AATACTA I 1 1 I I IAAAA 
Sequence 4034 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTCTTTATGGTGGGAATGCAGTGGTAGAGTTA 

GTCACTGTCAAGTCATTTGACACCTCCCTCATTAGGAAGACAAGGACTATCCTTGAGGCA 

GMCMG CGM GMCCCAGCAAGTCCCTATMCCTTGCATATAAGTATAATnTGAATAT 

TCCGTGGTTTTCAACATGGTACAGCCTCCTGAAATGATTGGGCCTATGCGGCCCGAGCAG 

TTCAGTGATGAAGTGGAACCAGCAACACCTGAAGAAGGGGAACCAGCAACTCAACGTCAG 

GATCCTGCAGCTGCTCAGGAGGGAGAGGATGAGGGAGCATCTGCAGGTCAAGGGCCGAAG 

CCTGAAGCTCATAGCCAGGAA 

Sequence 4035 

CCCTTGCACTGTGACAAGCTGCACCACGCCCACCAGGCGGGTATGATTGAGCACCCATTT 

T AGTG ACTTGCCGTAGCCTTGTTGCAGGGCTACCAACATGCGACCAAAACCACGCAGTCG 

CTTTTGCTCGCGCGGCTTGCTGGCTCTCAGCATCCAGCCACACATCATTGGCGTTAATGT 

CAGAGAAACCGGCAACGATATACCAATGGCGACAGAAAGCGTCACGGCAAATTCGCGTAA 

CAGTCGGCCCGGCAATCCGCCCATCAACAGCAGCGGCAGGAACACCGCCACCAGTGACAG 

ACTCATCGACAGCACCGTAAAACCGACTTCGCGAGTACCTTGCAGTGCGGCTTGCAACGG 

7TTCATTCCCGCTTTCCAGATGACGTGCAATGTTTTCCAAGCACCACGATGGCGTNATCC 

ACCACGAAACCAGTAGCGATGGTGAGCGCCATTAACGAAAGGTTATTGAGACTGAATCCG 

CACAGGTACATCGCCGCAAACCGTACCAATTAAGCGGAAACCGGCACCGAAACGGCGGGG 

AATAATAGTTGGCGCGAACCGGAGCGCANGGAATNAAAAACACCCACCAGAAATTCAACC 

AGCCGCCMCCGANGANTAMTCAANNNTTTTGGCTTCGMTTTCTTTTCCAGCGAAGGC 

GCCCAMTTGGTTGGGGGGMGCCGANTCCCTGGGGGCAMTTTTTGCAANGCCCAATTC 

NGCCCGCCCGGGAATGGNNTTCCTTGCANACTTNCGGGTAAATTT 

Sequence 4036 

GGTACACACTAGAAATCATCTGAGGGGCTTATAAAAACACAAATTGCTGGGCACCACCCC 

CAGAGTTTCTGGCTGAGTGGATGTGGGGTAGAGCCAAAAATCCGTATGTCTAAGTTCCCA 

GGTGAATCTGATGCTGCTGGTGAAGGAATCATATATTGAGAACACTTCTCTATGATCCTG 

TGACAACCTCAGCGCTAATATTCACCCAAATGCATTATATAAAGTCAGCCCTCTGTTTTC 

TTAGATTCAATCAATAGCAGATTGAAAATATTCAGAAAATAAACAATAAAAATAACAATA 

CAGCAATAAAGATAATACAAACAAAATACAACACAGTATAACAGCTATTTAAATAGCATT 

TACTTTGTGTTAGGTATTATACATAATCTACAGATTAAAGTATATGGGAGGATATGTGTA 
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GGTTATATGCAAATACTACACTATTTTATATCAGGAACCTGAGCATCATAAATTTTGCTA 

TCTTGGGGGTCCTGGAACCAATCACTTGTGAATATC 

Sequence 4037 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCAGTTAACTTAGCAATTAGGCCTGGGCA 

GGGCATAM GTCCT CCTCAGCMGAGTTCTTTATCATAAAAGATTGGGGACTTAAATCTC 

MCMGTAMTTTTAACCGTGATCATAGTTTCTCTTTTTCCAACTTTGGAAATTCTAGA^ 

TGGACAGGACCCCAAAAAAAAAAAAAAAAAAAAAAAAANGTNCACCTCTGATTCTCACTA 

GTTGMTGCMGAACTTGAMGGTTCAGGTAAGTGTTTTGAAAMTTTTGACTTTCCAAA 

CTTTTGCCACTT 

Sequence 4038 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGGTAGCAGCACTCGAAAACTTGGATATT 

CMGTCTGATTTTGGATTCCACTGGCTCTACTTTATTTGCTAATTGCACAGACGATAACA 

TCTACATGTTT AATAT GACTGGGTTGMGACTTCTCCAGTGGCTATTTTCAATGGACACC 

AGAACTCTACCTTTTATGTAAMTCCAGCCTTAGTCCAGATGACCAGTTTTTAGTCAGTG 

GCTCAAGTGATGAAGCTGCCTACATATGGAAGGTCTCCACACCCTGGCAAACCTCCTACT 

GTGCTCCTGGGTCATTCTCAAGAGGTCACGTCTGTGTGCTGGTGTCCATCTGACTTCACA 

AAGATTGCTACCTGTTCTGATGACAAATACACTAAAAATCTGGCGCTTGAATAAGAGGCT 

TAGAGGAGAAACCAGGAGGTGATAAAACTTTCCACGGTGGGTTNGGGCCTCTCAAGAAGA 
AA 

Sequence 4039 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAATTATGCCTTGGCAGAGGGGAGACTCCA 

AAAGAGTCATCGCAGGAAGAAGTTAAGAACACTGAACATCAGAACAGTCTACCAAGAAGG 

ACATTGGCATCCTGGGAAAGTCCGCCTTTTCCCTTGACCACTATAGGGTGTATAAATCGT 

GTTTGCAAMTGTGTTATGATGTGTTTATATTCTAAAACTATTACAGAGCTATGTAAAGG 

GACTTAGGAGAAAATGCTGAATGTAAGATGGTCCCATTTCAATTTCCACCATGGGAGAGC 

CTAAAAATAMTTATGGCATTTAGTATCTAAGGTTAGAAAACCACGCCCACATGCTAAAA 

TGGGTGTTGAAMCTAGGTTACTTATMTGCMGGAATCAGGAMCTTTAGTTATTTATA 

GTATMTCACCATTATCTGTTTAMGGATCCATTTAGTTAAAATCGGGCACTCTATATTC 

ATTMGGTTTATGAATTAMMGAAAGCTTTATGTAGTTATGCNATGTCAGTTTGCTATT 

TTAAMTGGTGTG ACAG TGTTTGTCATATTAAGAGTGAATTTGGCAGGAAATTNCCAAGA 

ATGGACATTGGGCTTTTAAACTTAGAAACTTGTAAAGAACATTATGTGAATATNCCTTTG 

CCCAI I I I I I 

Sequence 4040 

CCCTTAGCGTGGTCNCGGCCGANGTACNCAGGGATTTGAAGTCAATTTTGTCTGGAAAGG 

ATTGATCTGAGGCTTTCAAGGAGAACCAGAGGAATGTATAGTGTCTNAGAAGCCAAGAGT 

TTGGAATTTTAAGATAGAGCATGANCCCCAAATGCACAGAATCAGTATCACCTGGGAAAT 

TATGAAAATGCATATTCTCAAACTCCACNTTAGACTTACAGAATNAGATTCTGGAAATGG 

GACCTAACMTATGATTTTTTTAAACAGNCCTNNAAATGAGTNTTNGAGAAACCCCTGAG 

GTAAAGGAATCCACCTAAAGTAACATGTTAAGAAATTGTTATGGAATGAGGACTGAAAGA 

ATACTGTTMGGGTGGCATTTAAGGTGGTMGAGTGGCATTTAAGGTGTTTAGTGACCAT 

TGGCATGGTATNGGAAAGTTAAAGGTCTGCCAAATAGTTGAAAGATATTCAATAAGGTAA 

ATTCAMTMGCTTGCAGTTAANAGAAMGCTTTTCTTGGGTAAGAAGGAACCCAGTTAA 

GAGGGATAGAATNNAGGAAGGATTGAAAAATNANGGTGAGGCTATTNAACAAATCNCNGA 

AGGTGGGAAT 

Sequence 4041 

GGTACGCGGATGTTGGGAACACCATCATTTTCTGAGGCTGMTTTGGTCTGGGTTTCTGA 

GGATGCCTGAAATGGCATCGCTGAAAATAAATCACCCCAATCACATATGTGCTTTTAATT 

TTGTCCACATTGCATTTCAGAAAATTGTGAGTAACGTGAACATAAACTTCTAACTAAGAA 

AMGGGTMCTGATGATCTTGCTTTCTTMCMATATACTGTCTTTTTAATCATAGTTCT 

ATTCTAGACCTATATATAAATAAGCTGTATTCCACTGTAATCATACTGTGATGTTTGGCT 

TTATTCAAAMCTATGTATTGTAAGTATCATTCCTGTGACTACAGACTTCATATTTATCA 
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TT7TAGTGACTGCATAATATTCCACTGAGAGGATATACTCCTTATGGCCCTGTTAGTGGA 
CATTTGGTTTATTTGGI I I I I ATTTTAAA 
Sequence 4042 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 I I GCAGAATTGTTA 
GTGACTGGGGAAAAAATGAAAACAACTGAAATGACCATCAGTAGAGGAATGGCCAAATAA 
ATTATGATATACTCATAATATATAATATCAAGTATCTGTTAAAATAATGCAGTAGTTTAT 
TCTATA CATCATGCCCGCGTAGTCTGCGTTGTTACCACTGCTTACI I 1 1 I 1 1 I I 1 1 1 1 I I 

' GGGN CCCAGA AATACTNTATAAAACCGGGTGATCAAAACAAAACTTATGTCATG 

AATTTTAAGAGTTTTTAGCAAAAAAGATATTTTTGAACTGGCNCAGCAAAAGCAAAGTTG 

AACATCATGATACACAAGACTAATCATGCAAACAACTGTAAGNGGGATGTGTTACTTAAA 

CACTMGCTCATGACTGACATTCTCMTATATACCACTGATTTTTTTAAGCCATGGNGGG 

GTAGGATNTAGTTCAAGGNCNCCCATTCTAAGATATAAGTAGCCNCCTCAAAGGGTACAT 

ATACTATTACTTTTTGGG 

Sequence 4043 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAATAGGTGCATAACACATCTTAAAGTTGT 

TTAATAATAGATAAGAACCAAGAGGAAAAAGAAATAAGAAAAGATGGGGGAAAGGAAGGA 

GAAAATAGGAAATGAAAGGATTAGGACTTGGGCATTTATATTAATACAAAATGGTGTAAA 

CGGCCTGAA TATCA CTGTAGTAGTATCATGCGGGGGAAAGTGTGATGGAAAATAGGTTTA 

AAAATCTTAA I 1 1 1 I AAAACTTTAGTMGCTTTATTTATATTTTTTAGGATTTTCTGAAC 

ATAG 

Sequence 4044 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGAAACAGTCATGTATAAACATTCGTGCAG 

AAGCACTTACAAACATACACTGTGCATAAAGTTGGTTAAGAAGATGCTTGTTAGAAATGA 

TTTATGTAGGTGAACTAAGAATTTGAAATAACTTAATACCATTGAAGACATCATACACAT 

ACAACTTTG GACATT ATGCATTCTTCTGGGGATGAACCATTGACAACTTCTGGACTTCAT 

TGCTAGCTATTTTTTACATTGAGGTGGGAAACCAAAGAAGTGCAGAACAGAAGCAATCTA 

CTAGGCACAAAGCTCCCTGGTTACTGCCCAGATAGACTGTTTCCACTCATCAAATTGAAG 

TACATACTTAATTTAGGAAGGGCAGACCAGTGCAAAAGCTACTGATAGTGAACTGGAGGG 

CCCGGTTTCCATCCCTTACTCTGCCCACTCCAAAGTTCGATCTTCTGTAAGTCACTCTAA 

ATTTATGGCCTTTAGATTTATTGCCTCTATTAAAAANGGCATTGCAACAAGTGACTTAAA 

CCTNCCCCI I I 1 1 1 ATTCTCAAGGATT 

Sequence 4045 

TACT ATAGG GAGTCGACCCACGCGTCCGACGCACTCCGCACCAACCATTAAGCTGAAAAC 

MGCTTTTTCTAGTGCGTCCTTCCCTTCACCTGCATTTACATTCCATGGAGTTAGTGACA 

ACCCCACGCCATTCCAGGCCGTGGACTGTTTTATCTGTATATCGGAATTATAATGCTTTG 

CGGTTGGTTA AGTGA AATAGTGTTTATACCTCTTACTGATTTTTAAAAATCATGTGGTAA 

ATATATTrT CATT TTTATCCTMTGATATTTCTCTTTTGTTGATTTATTTTTGTTGTTCC 

TGTTGGGGTTTTGTTTCTGGTTTTTGGTACAGGTAACTGGACCCAGAGCCTTGCTCATTG 

TAAGCATGCACT GGACT GTCATATGCCCCTAGACCCTAATTAACTTATTGGTTTTAACTC 

TAAGCCATGGTGTTTTTAMTTTGTTAGAATAGAATTGTATTCATGTAGTTGGGCAGCCC 

ATTGGATAGGTATCAMGAAAAMGAAAMTGGGGTCAATTTTTTAAGCGTTTGGCCATG 

GATAAGGTTAATTTGAAAAAGCCAAACAAGAATTGGTAAAGG 

Sequence 4046 

CCCTTTCCAGCGGCCGCCCNGGCNGGACCCGGGGGAAATAGGGTGTTTTCTTCCCGAGAG 

AGGACTGNTNATAGGGGGTTAANGGGGGACNATGTNAAGGATANAACCTGCGGTCCTTCA 

NAAGGCCANNAANAAAGAAAGGGGAAGCNTTNAAGAAAGGGACGGATATACTGGGACAGG 

GAGAAAAAAGTTGTGGANANTAGCTTTTAAGGANTCATTTGNTGGCCATGGATCCAACGT 

GCTCTTCTGAGTGCGTTTATAACCTCATACCCAGTGACTTGAAGGAGCCTCCCCAGCCTC 

CTANAAAAAAACTTTGATCGGAACGTGCCCAAAAAGCCTGCTGTGCCATTGAAGACTGAT 

CATCCTGTCATGGGAATACAGAGTGGAAAAAATTTTATAAATACAAATGCAGCTGATATT 

CATCATGGGAGTTGGCTAAAAAAGCCTAAACCAATTTATGTTGA 



1 




WO 01/070979 



PCT/US01/09126 



TABLE 1A 

19^/599 



Sequence 4047 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCACAAACAAAGGCTTAGAATTCCACATG 

AAAGTCCACATGAGGTAAGTGTGCATTCATGAGCATGTGTGCACTCTGGGCAAACCAACA 

GAAGATAAACAGCAAGGAAGAGCAGTTGTTTTGTGAAAAATAATCATCTGTTAGCTGTAA 

ATCAGAMTATTGGCCAMTCAGAATTCTTGTTTCTAAAATGAGGCTTCTAAAATTTTCA 

CATAACTGCCMACTCTTATTTGTAATTCTTAAATATGCCCTAAAGATCATCTTTCTCTT 

TTATAGACATTTAGTGTATACAGTCCACATAAATGCATATACTGATTACCTACAGACAAT 

AATGAGACTTCAGAAAGAATCAAAAGCAATAGTGATGGTGGAATTTTTAAATAATATTCA 

GCTGGGGGGAAATAAGACTGAGTTTGTGTGATTTCAGGT 

Sequence 4048 

CCCTTAGCGTGGTCGCGGCCGAGGNAC I 1 1 1 1 1 1 1 I 1 1 I II II 1 1 1 1 1 1 1 I GCTACAGCA 

GGANAAGCGTGCGTGCTACAGGCATCTGTCACCAAGGCCAGAGCAACTTCCCAGNGTGGC 

AACTGCACAGACAGCTTCAAAATGACATTTTAGAAAGTATAAAATTCTTCAAGAANAAAA 

GAAGTCTTCATATAAGAAAAGGCAAGAGAAGCCTACAAAAGTAATATAAAGCATTACTNT 

TTGCACCCCATAAAATTCCATTCCCTGATCCCTCTTGGTAGATGGAAGAGGAAATATAAT 

GCTGAAAAAAAATACAACTTCTGACAAGATATTTTATTTGGCTT 

Sequence 4049 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATTCATACTTGCATCATCTCTTGTGCTGGAG 

AAGCTTGCTCAGGCATATGGGGTGTCACAGGAGCTGCGGCACCTGCCTTCCAGGAGCCTG 

TATATAACCTATATCCTCGTGTTACTGCTTTAAAATCAGGCCCTGGAGCTGGGAGGACTC 

TCAAGAGACGACCCTGTCCTCTGGGCCAGTCCTGACCCACTCTGGCAGCGAGTCTACCGC 

AGCCTGCTGGAGCACTATTTCACCCTGGCAGTCAGAGGGTTCCACTGCAGCCATTTCTGC 

CAAAAACCTCTCCCAGGATGGGCCCAGATCCCGAACAGAAAAGGACTTTGTTCTTTCACT 

TCTTGATGCCCTCTTCAAAGGAGTCAGAGGCATCAAGTGTCACCTGGGACTGGAAAGAAG 

GGAAAGGGGAGGGGATGAGTTGGAATGAGACTCAAGCCCAAGGCTTGATGGGAANGGATG 
GGGG 

Sequence 4050 

TGGACTCCGGGAGCCGGNGCACCGTGCANGATGGTGGAATAGTGCATGATACTAGACTAA 

NCAGATCTCCTTCTCCCTATGANGGCGCTCGGGCTCCGCGGGGCCACGGGAAGAGCNAAC 

CTTATANATATGTGTTGTMTTGTCTTTATATTTACTTTTTTANAAAAMNTGGTTTTTA 

TATNGTATTATTTATGTATTTTTTANANANANAAGNCCATTTNGGTNANAAAATATAGGT 

CATTANCCTTGGCNAAGNTTGNGTCNCNGTNCTTACNATTGNGNCCANTTTTGTGTAACC 

AAGG G GGAC CCAATTANANTNGGTTAAAAAAAACCAATTAAAAANAAGGTTGNCCAAAAN 

TTTTGGTTTTMCCANCCTTTNAACCAATTAAATTNNGAATTANGGGTTGGGGAAAAATT 

GGGGGCCAANAACCNGCTTTGGAACCCCCAAAA I 1 1 I I I I 1 1 I GGTTTNNTTCCAAAAGG 

GTTTTAAAMAAAAATTAACCCCCAAAAAAAAMMCCCTTAATTTTTANCCAAAGGNTN 

GGNTTCCTTTMCCC TTGGG GGGGAATTTTTTNAATTGGGTTACCTTTMTTAATTTGGN 

AAC CAAAAA AAATTCC I I I I I GGGAATTAACCCTTGGGCCAANTTCCCCAACCCAAAAAC 

CAAI 1 1 1 1 I AACCC TTTGGGGGCCCGGTTGGCCC I 1 1 I I I 1 1 1 1 1 I GGGGCN I I I 1 1 1 IG 

GGNCNI I 1 1 1 I I I I G GGTGGGTGGGCCCI 1 1 1 1 1 1 1 1 1 GGNTGGGNTGGGGTNCCTTTGG 

CCCCCTTNMTTTTTAAAAATTAACCCGGTTCCCCCCGGCCTTTGGCCNTlvrrTTTTn"GG 

GTTCCCTTTGGNGGGGGTCCCTTTANCCACTTAMCCCAACCCMNTTTCNATTTTTAAA 

ATTAAACCCTTAA I 1 1 1 I 

Sequence 4051 

CCCTTAGCGTGGTCGCGGCCGAGGTGCACTGTCAGATCCTTTGGCATCCGGAGAAATGAA 

AAGATTGCTGTCCACTGCACAGTTCGAGGGGCCAAGGCAGAAGAAATCTTGGAGAAGGGT 

CTAAAGGTGAGCCTAATCCCCTAATGGAGTGATATTGATCAGCACTCCTTTAGTAACACA 

TGTAGATMGT TACAT TTMTGTTCTGTTCTTTGGTGTCTTGATATTTATTTACTTAAGC 

TTCTAAAAGGCTTTTTCTACAATCAGCAGGGTTAAACTGTTCTTGGTGGTTTAAAAGATG 

CTTGAGGCTGGGCACGGTGGCTCAACGCCTGTAATCCCAACACTTTGGGAGGCCAAGGCG 

GTTGGATCATTTGTGGCCAGGAGTTCGAGACCATCCTGGCCAACATGGTGAAACACCATC 
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TCTACTAAAAAAAGATAAAAATTANCCGGGCTTGGTGGCGGGCTCC 
Sequence 4052 

GCCCTCTANAGCATGCTCGACGGCCGCCAGTGTGAGGATATCTGCAGAATTCGCCCTTAC 

GTGGTCGCGGCCGAGGTACAGTCTTTTGGGGGTGGGGAGAGAATATGAAAATGTTGTAAC 

ATTGATTGTGATGGTTGCACACTCTGTGACTATACTAAAAATCACTGAATGGCACTTTCA 

GTGGGTGAATTAGATGGTATGTGAATTATATTGCAGTAAAGCTGTTAAATACACACCCAC 

TCACACACACACGCCCGCACACACACGTAACTCTTCTCTGCATCACCTTCAATGGTTCAG 

CGCACATTCTGTGCTTCGGTCATCATCTATTAAGGCGGGTTCTTCTGTAATCAAGGTATG 

CANACTTAATCTGTTATTACATTTCTTCATGCCANCCCTTATTGGCTTAAAATATATCTT 

CCACACTCATGTCNATCTTTCANAATCCTTAACAAAACGCATGGATAACTCCCTGGTATT 

TTCNCAAGNTGNTGAAACACTTAAAANTAAACCACCTAGGC 

Sequence 4053 

CCCT TTCGA GCGGCCGCCCGGGCAGGTACTTTAMTATGCAGATTTTATGGTATTAAATT 

ATATCTTTTAAAAATTATTATATATGTTCTAAAAAGACTAATAACAAAATTAAAAGAAAC 

CACAGACTATGAGGAAATGTCCACGTATCATATATTTGATAAATTAAGGACTTGTAAGCC 

AGAGATTATTAAGAACTCATTTAACTCAATAAAATGAGAAGACAAGACAGACAACCCAAA 

TTAAAAATGAGCAMTGATTTGTATACATTTCACCAAACAAAGTCAAACAAATGGCCAAT 

AAGCACATAAAAAAAGCTCAACCTAATTAGATATTATGGAAATGCAAATTAAAACCACCA 

TGAGATGCCACTTTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4054 

CCCTT AGCGT GGTCGCGGCCGAGGTACAAAACTAATGATCTTCAGTTACACAAGAACATT 

TAAMGTTTTACATTTGAA ATAG ATAATTAAGCAATGCTGTGTGAAACTGAAAAATGAAA 

ACTTTGATTAAAAMAGTATTTTCAAATATAGGATAGTGCATGTATATGAGMTACTTTT 

TTGGGTATAATCTTAGTAACATCATTATGGTGTTATGTAAACATATGACATATGACATAT 

AAMTTATAGTAGATAGATCACTGTGTTACCCACTTACACATTCTTCTGTCGTATTAAGC 

AAC 

Sequence 4055 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGACTTTCTGGAAGAAAAGGCTTGTAG 

GAGGAAACTTCAGAATTCT ATTAA ATGGTGTAAATGATGAAATTATAGTTGATATATGCT 

AGAGCATCAGTGCTGGGTATTTTAGAAGGGATGGAGTCATCATTGGCTAATGTTCCCAGT 

GAAGGATTGAGGGAGGAACATTGTGCTGAAGGATCAACAGAGTCTGGATGTGCTCTGAGC 

AGGAGCACATGGGCTTTGCAGGCCACGAAACAGCAAGAGTAAGGACAAGGTGAACACGAT 

AGGTTGATGCAGTGCATTAATGCCCATGAGCGGTTTAGAGAAGCAGTCAGAGATGAGAGG 

ATGGCAGCTAGCTGAAAGATAAGGACAGACAATGGAAGACCTTGAGTGGCTGGATGTAGA 

TCGAGTGACATTGCATAGGTTGMCCAGGTGTTTTATACAGTTAATGAMTCCATTTTTG 

TTTTGTTAACTTTTAGCATTTT 

Sequence 4056 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAGTCCTATTTCCTGATAAACTTTTTAGACT 

AGTGTTATT TTGC AGAGATAGTTAATATCATGACCGTMCCTTTTACCAGGAGTTTTTCA 

GTAAMTMTTTTMGAACCTGCGGMAAATACAAAATGAMCATAATTTAATTGATTTT 

TACTCATGTAGCACAATAMTCACTTCATTTCGAGAGGACCTCTGAGCACTTATTTCTCC 

CAMTGGGATCCTCACCMTTAGTGGAATGAATACGGGTCTAGTTTCTGTTAATGAAAAC 

TCATTGACATGATAAATACAAGGCCTAACTTGTGTGATAAAGTTTACTTGATAAGCAGAA 

ACCMCATGAATTTAGAGGAGAMAACAGACGAGAMTGAAAGACCTTTTAATTTAAGTT 

ATACTG ATATT GCTGMGTTAATTGTTTATTTTAGGACGCCAGGAGAAGAAAATCACACT 

GTTACCTTTTTCTTTCCTTCTTTTACTTTCATCTAAGCTGAAAGGTATCACTGATACTAT 

TAGCCCCT 

Sequence 4057 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAAGGATGTTAAATGAAGGGGTGGTATTGCA 

GGAGAGCATTTTAMTGGCAGAAGTAAAAAGTTATMTATTTATAATTTTGATGGGTTTA 

AGTTTATTTTTGTAGGGMGATTTTTCTCCCCTAAAATAGTTTCTAGMTGGCAAAAT^ 
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TTTCCATTATTAAAAATTGAAGTTATTAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAACAAAA 

AAAAAAAAAAAAAAANNNNNCCCCCCCCCCCCCCCCNGGGGGGGGNNCCCCCNCNTNNTT 

AAGNNATNN I I I I I I NNNNNCCCCNCCNTNGNGGNNANNAANACCNNTTNTTTTTCNCNN 

GAGGGGGGGGGGGNGGNNTTTTGNNGNNNCCCCCCCCANNAANGGGGGCCGGGGGGGGGG 

NNCCCCGNTTNNTNTNTTTTNTNNCANANNANAGGGGGCCCCCCCCCCCCCCCCCTTTTT 

TTTTNCNNCNCGGGGGGGGGNGN I I I I I I I I I I AAAAAAAAAAANCNCCCCNCCCNCANA 

NANAAAANA I I I I I NGGGNGNNNNCTNTTTTNNAAAAAANNNCNCNTNNTNTCCCCCCCC 

NCTNI I I I I NGGGGGGGGGGGGGGGNAAAAGAGAGNGNNAAAAANCCCCCCCCCNCGGGN 

GCGNCGNTTATNTANANNNACCCCCCCCCCCC 

Sequence 4058 

NCCCTTAGCGTGGTCGCGGCCGAGGTACTACCTCCCCACAATGTGGACTGCAAAATGCTG 

GCTGGCTGTGTTGCTTGGTAGCAAMGGGGTTGCATGCTGCTCAGCTCTCTGTTTCTCTC 

CAACCCAAGCATTTGGATGTGGGACTGTGCCCCGCCTGGTGTCTGGGGCTCTGGGANGGG 

CATTTTTACTTNCCTGTTTACAAGAAGGGTNACATNCTATTCCAAGTCCAAAGGTGGACA 

CTTTGTTCCTTTGCTCAAGCATCCCATGCAGACTCAGCAAGGTTNCCCCGCTTCCCCTGG 

GAAGGTGGCTGTGGCCAAGCACTTGCTTCCATGGGACCTACACCCCGGGNTGGNCATTGG 

GAMCAAGCATAACAGNTTTTTTGCCCCTCCACTTFrTNGGGAAAAGGGGGCCTAAANAT 

GGTrTANAAGTTATNACCCATTCCCTTTNAATGGAMMTNCCAACTCTTTGTTTTNNAA 

GGGGGTTTTGNTGGGGGGAATGCCAANAATNCCTAAANANGGGGGCCAANAAACTTGNCC 

TTMNAAAAAATTGNAATNCCCTTTCTNAATGGGGNNNCTAAATTTGGGGGTCTTCCCCT 

TAAAAAATTAANTGNTTGGCAAAGGNTATGGAAAAANAAAAAAAAAAA 

Sequence 4059 

GAGCGGCCGCCCGGGCAGGTACCCAMTTACCTTGATTTAAACCCCAGCTCGCCCATTTA 

TTAGCCGTATGACCTTGGACAAGTTATAGAATCTCTTTGGGTCTGTTGTAACATGGTAAT 

AATAATACCTACCTACCTAACACACAGGGTGGTTGTGAAGATTAAAGGAGTTGCCACATG 

TTGGMGCATGCTTATGCTAACAGGCATACTCATGAAGTATCAGCTATTTAAATTATCAT 

CCTCCCTCAACAGGATTCTATAAACTGGTTCCAAGATAAGGTAACCTGGGATAATAAAGT 

TTTCTGATTTGGTTAGAAATACACCTAGAAAACTTAGAAACCAGGCAAATGTGAAACATA 

AAGAGTAGATATCTGGGAACAAAAAAGTATATTATAAAATGCCAATACTGTCAATTCATA 

TAAAAAGGCATCTTAATCAATCTCCCACTCCCCACAAATGGAAAG 

Sequence 4060 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATAT 

AACACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGAACCAGACA 

CAT TATA TTATTTCTACMGTAMCAGAATATCTATTAGATATGTTCACAAGGGTTTTAT 

CMTTTTGAMTCCAAGTGTATAATCCCCAMTGCTGTMGGACTTAAATTTTATAGCCA 

AAACAATTAACACATAAAATGCTATTTCATCTCTGTAGCTGAATACATAAATAGTATCTT 

TAAGTAMAGATGCATACTTGCATTTCATTGCTMGCAATTCATAATATATTTAAATGCT 

GGTAAMCCTACAATGGCATCTGCTTCACTTCTACCTTTACTAGAGAAGTAACAAAATAC 

ACTGAGCAAAGGATATGTCCAAAAAACTAAACTGAAAAACAGTTTCTAAATAAAGTCCAC 

AGACCATTCAGATMGCTAGTAAAATAGTTTTTCTTTAAAGTACCTGCCCGGGCGGG 

Sequence 4061 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACTGTGTTATTTCTAAMCCCTGCCCGCTTTT 

TCCATCCCCGCACATGCACAACAACGGATGCAATCCTGGACATTTTAAAAAGTTGATAGT 

TTTCATTTTCGCTCCTCAAAGGAGCCTGGGGTAGGAGGAATCCGCAGTGGGAGCTAACGA 

TCCTMGCGTTGTTTCTCTGTTCTTCTTTTCTTCTATAGAACATTATAAACATCACTGGT 

TCCCAGAAAAGCCATGCAAGGGATCGGGTTACCGTTGTATTCGCATCAACCATAAAATGG 

ATCCTCTGATTGGACAGGCAGCACAGCGGATTGGACTGAGCAGTCAGGAGCTGTTCAGGC 

TTCTCCCAAGTGAACTCACACTCTGGGTTGACCCCTATGAAGTGTCCTACAGAATTGGAG 

AGGATGGCTCCATCTGTGTGCTGTATGAAGCCTCACCAGCAGGAGGTAGCACTCAAAACA 
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GCACCAACGTGCAAATGGTAGACAAGCCGAATCAGCTGTAAGGANGAACTTCTCTTGGGC 
AGAACGAGCCCTTTCAAAAACTACAATATGATGACTGGTATCAGGTTAAGAATATAGTCT 
GTGGATGGATCATCTGATGATGATGGGATAAATTTGGATTTTTGCTTT 
Sequence 4062 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 I 1 1 I 1 1 1 1 1 1 i I 1 1 1 1 1 1 1 GC7TTTT 

TTTTMTTTMCTCTTCTTTGCTCTGACTTCTTTATGTCTGTGCCCTATCTACACCCTTT 

ATAACTTAGGAAAAACCTGTATATAAACATNGGGAACATTCTGTATTTTCTGNGTATAAC 

AAGT TCTA NATAAGTCAAAGGTATGATAACAAGTAGAAACAAAACTAATTTATTGCTAAG 

GACCTTTTGGGGAMTCNAATCATTTACCAAATCAGTATNTTTCTTTCTTTCTTTCTTTT 

G 

Sequence 4063 

GCCGCCCGGGCAGGTAC CCGGG TGGAAAAGTATACAGATTAACAAAAGAACCTTGGTTAA 

AAGAGGAAATACAAATCAATmTATAAGAAATTCATAGTGCATCTGCTGGGTGTAGGAG 

AG GAGGC AAAAAAACAGTGGAAGCACTCTAGGTATCTCTGGTAGAAAAACAGCTTTGATT 

GGTTTTTGATTTGCATTGGCAGGGAAACCTAAACGTTAGTCTTCAAAAATCAAACATTTC 

TCAGGTGTGAGCMCTTTACTTATTTCTTCCCCATCTTTTACAATTTTCTTCAATATTGG 

TAMTAAMTGGATTACTATCAGGCTTTAAAMCTCTTCCTTTTGCCAAGTTATTCTGAA 

ATAACTTCTTANACTCTAAAGAAATTANCCTTGCTCTGGGACTTGGAGAGAGAGGAGCCT 

TCAGTAAGTAATAAATAACCTATCCNGGTTGGAAAGGGAGGGGCCACCTCCAGCGTGAAT 

CACAGGCNGAATCAAAACCTCTGNGAGGAACTTACCCACCT 

Sequence 4064 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTCATGCTTCCCA 

GTTTGGCAGATGTGAGCAMCTATGTATAGGMTTCCAAAGGTMCTTTTTCCTTTCATT 

ACTTTACAGAAATACTGTCAAGTCCAATAGAGAGCACAAACTTGGGAGGCGGATTGGGTG 

GGTTGGAATCTCTGGTCTGCCCTTTTATTAATCATGNGAGGTGAGTTTGGGACTTAATNT 

TTTTAACTTAATTTCCCATTT G NAAA ATNGGATAATAAAATTCCGG CTTNNAAAAGGTTT 

GG GNGNA C MTTAA AAAGCNTTTTAANNNNGNAAATNGNTTTTNNANNGGGNAAAAANCA 

AMTTTTTAMTrTTNG GNCC NTNNANrinTTNNAAAANNGNTNANNNNCCNTTNNGGGG 

AMNNCCCCCNNNNNNTTTTAANNAAAMNGGGNTTTTTNCCNAAAAANTTT 

Sequence 4065 

CCCTTGGCCGCCCGGGCAGGTACTCATTAATCTTAAGTATGTTCTTAAGGTTATCGGGTG 

ATCTTACTGTGCTTCCTGAGTCTATATGATACTTTCTCCTCTCTCCTTAAACACTCAGTG 

CCTCTGTCTACACCCTCACTCTCAGATGATGGCCATGCTTCCTATTCACTGATAAMTGG 

AGAACATCAGAAAGGAACTTCCATTGACACTCACTGCCACATCTATCCATCTACCAGCAC 

CTGCTCCCACATAATCTACCTCCTTTCAAGTTTTCTCACAGAGCCCTGGTGGAATTTCAA 

CAAGTTGTATCTTAGTAGAATGCAATGTAGAAATGGGTAAATGCAATTTGCCAATGAAAA 

AGACTATTCCCTTAGACCTAGMCTTCTATTTTTATTTATTTAACCTTAGGAAATAATCT 

GGGTTTCAGTCAAAAATTTATATAAAGGAAGTTTCTTTGAATACTGTAAAAATTAGAAAC 

MTACATCTGCCCMAGATGGGAAMAAGCATGTTTATCATCATTAAAAAGCATTTTTTT 

TAAAGAATAACCTATTTGATAAGGTA 

Sequence 4066 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGCCCTACCTGTTTTTTAAGCAAAGTTT 

TATTGGAACACAGCCATGCTCTCTTGTTTATGTATTGTCTATGGCTGCTTTCTCACTGTA 

ATGGCAGTTGTTAGTTGT TAGT AGTTGTTACAGAGAAAGTATGACCTGCAAAGCCAAAAA 

TATTTACTATCTGTAAATATTTTGGCTACATTATGCTACTTCTGTGAACCTCCACAGACT 

TCTAA TTCTA CGACTCAGTTATTCTAAGACTTTAGTTGGAGGAGAGTGACACAGCACAAG 

CTAGGTTTTGAAAACCTACTTTCTTCTATACTAACAAGAAATGAGGGCAGCTCTAGTGCT 

ACTTAGCTAAAGCAGATTTCAAAAAGTCCTAGGGAGAGCTGGGTGTGGTGTCATGTGACT 

GTAGTGCAGCTACTTGGGAGGCTGAGGCAGGAGGATCACTTGAACCC 

Sequence 4067 

CCCTTTCNAGCGGCCGCCCNGGCNGGNNCTCNAAAAAGNANGTNTNAGCAAGCCCCATTC 
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ACAAATGTGGAGGTAAAAACTNAGANAATGTTNAGGTTAAGTCACACNCTTAAAAATAGA 

AGGCAACNTATAMTCAAGTTAGTCTGATTTCANAATTGAGTGTTGGCCTTGAGAAAGCA 

GGAATGACAGATGCAAAGATAAAGCACTAGAGAGAGGACCAGCCTATCTGGAGGGTTGGA 

TTGATTGTATGAGTCTTTCGGNAGTACCTNGGCCGCCACCACNCTAAGGGnnnnnnnnnn 

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnCGGTNCCNAGNTTGGCGNAANCATGG 

NCATANCTG7TNCNTGATGAAGAGTATCTGGGCTGGAAMTTTTGCAAAGCTGGTTTACA 

TGMGGTGTTTTGTCCCCMTTTCAGACMTTTCCCTCCAACCATTC 

TATAMACTGGGTTTAACTTAATGGTNNGAAAAGCCAAANGAAAANCAAGGACCCNT 

Sequence 4068 

CCC7TAGCGTGGTCGCGGCCGAGGTACTGACATAGGAAGATCTATTGCAAAGAGAAAAAT 

GCTAACAGCAGAAGGGTTGTCTCATATGGTCAAAGTGCTAAAACATACTTTAGGAAAAAA 

CTGAT GMTATGCT GTTGA CTTTTTCTGGGGGAMGGGATTTTAATTATGGGGGACTTTA 

ATTTTCTACATTATGTTTTT AAATA ATGTTTACACTTACATAAGTCTAATGTTTTAM 

CATMAAGCGATAGATTTAATTTTCATTTTTTAAAGTAGTAGGATCTCATTTACAATAGT 

NACCACACTAAAAAAATNACCTATACTAGAAAAGATAGGCTGATAAACATAAAACATAAA 

TTTACTGAMNGG TTAAA TATTATAAAGATGTTAGTCCTCTTGTGTAAAATATGTAAATT 

TTACCTCMTCCMTTTTCTMTTT^ 

GG 

Sequence 4069 

CCCTTAGCGTGGTCGCGGCCGAGGTCACAACTTCACCTTAAAATTAAGAATCCTTGTCAA 

AATGTTTAACCTAAAACAAATCATTAAAAACAATGAGACAGATCTAAAATGTGGAAGGCT 

TGTATTCTTCCAAACCTCACTGACAGGACAAACAAAAAGAAGGGGACCCATTCTAGATTA 

AGACAGACTAAGAGAAATATCAAACCACCTGCGATTCATAAATCATTTGGGGATGTTACA 

TTAGMCCGGCGGGGTGGGACCTCCAGMGANATTTTTGGGACAAGTTTCAATATGGCCT 

ATAMGTAGCTGACATGAGATTCCTGCTAATTTTCTTAAGTGTGATAAAATCGTGGTTAT 

GTATGTGAATGTTCTCATTCTTANGAAATTCATGCTGAATACCTAAGAGATAAAGTATAA 

TATCTCCAATGGTTCTGGAAAAGNNTATTTATAGAAAANGCAAAGAACAGCAGGCAATGT 

TMTAGTCATCTAGGGAAMGTAATAGGGGTTGCCTACTCTTACTTAATCTTTCTGGGGG 

GTNAATTTT 

Sequence 4070 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACATCAATAAAAAGGATTATGGTGTCACACCTG 

AATACATATGTAAGCGAAACGAGGAAATAAAGAAAGCCCAAGAAGACTATGATCGTTATA 

TCCAGGAAAACCTTAAGAAAGCAGCTATGAAAAGGCTCTCCGATGAAGAAAGGGAGGCAG 

TTTTGCAGGGGCTGAAAAAGAACTGGGGAGAGGTGCATAAAGAATTCCAGTCCCTCTCGG 

TCTTTATAGATTCTATACCAAAGAAGATCCGCAAGCAGAGGCTGGAAGAAGAAATGAAAC 

MCTAGAACACGACATTGGCATAATTGAMAGCACAAGATTATTTATATTGCCAATAAGT 

AAGMTGGATCTTTAAAGTATAACCAATTTCAATGTAGGGGAAAAAAACATGGAAAATTN 

TAAAAAACCTCCAAGTTTT 

Sequence 4071 

CCCTTAGCGGCCGCCCGGGCAGGTAC I IN I U I I I I I I I I I I I I M I I II I I AGGGGTT 
ATAT AmACATGCCMTATTTAGGGCACCAMATTMTTCTGTAAGATGCTTCTCTGTC 
TTTTCCTCTTTCATCTAACAGCCACAGAATGCAGCTATACTTACCCCAGGGTGAGGAGGT 
AGTCCCTGGMGGATMTACTACATTTAGTTAAGAAGGCTCCCAAGGTTAAGTAGAGTTA 

CTTGGTCCCAATTTGGCTCATCTCTCTGCCTTTGAACAGTGTGTGTATCTGCCTCCCATG 

CCTCTTTTCTTCTCCCT 

Sequence 4072 

CGAGCGGCCCGCCAGTGTGGATGGATNTCTGCAGAATTCGCCCTTAGCGTGGTCGGCGGC 

CGAGGTACNGCCGGGAACATATTGTTTTTATATCTCTTGCATATNCCCAAGAGTGAAATT 

GCTTGGGTCAGGTGGGTTAAAGGCCGTANAGAAGTTTCTTTTTTATTGGCCAGNGCACCA 

GTGGGCNTCATGCCCTATTAAATCCCAAGAACTTTTTGGGGAAGGCCCAAGGGGCCGGGG 

GCCTTGGATCAACCCTGGMGGGTTTGGGGGGMGTTTTTGGAAGAACCCAAGCCCTTGA 
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CTTGACCCCAAACCATTGGGGAAGAAAAACCTCTTGTCCTTCTTACCTTAAANAAAAAAT 

ACCAAAAAAATTTAGCCTTGGGGGGTTGGTAAGTGGACCCGCCACCAACCCTGGTTNAAT 

TCCC CAAGCCTACCTTCCGGGGGAAGGGGCTTTGAANGGCCAAGGGAAGAAAATTTTGCC 

TTTTGGAATCCCCCCGGGGAAGGGGTGGGGAAA 

Sequence 4073 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATTGMTTTCGTTTATTCCCTTGTCTTGGCTC 

CATTCTGGGACGGA GAGGAAA GACAGGTGCCTGAGAGCGGAGCCCGCGTACCTCAGCTGC 

GCAGCCTGTATC CAGTT TTTTTAATGTAAAAGTAAGAATGCCACCTTAACCTACCCTGCA 

NATAAAAGCTAACTTTTATTAATACCACCCTGAATAATGGGCACTAATCCACACTCTTCC 

TTAAAGTGATGCTGGAAAAATAAAATCAGGGGCTTCAAATTAAAAAAAAAAAACNAAATA 

ACNAAAAACMAAACCAAACCTTTGCCTGGCCCTGAAGGTCTGTTTGCAAAACTTCTTTG 

TAAAT CTMTT TC TNM CACTCACTGCTTCATTTCTATTTCCTCCCTNGTTGCAAGGAAA 

AMTTCTTmCCTTTTNTCTCAAAACCTCTTACCNCAAAATAATCTNGCCCCACCTTNA 

ACCCT TCCCA MTGTTTGGGAATTGCCAGGAATTGAACCCACCCCACCCCAACCCTTTNT 

TCCCTATTTTNAAAACATATATTCCCAAAATCATTTTCCCCAATANAATCCCACTTAATC 

TNATTACTTTTAATAAAACNNCTCANTITAAAAATAGGAAMTATTTTTTTCAATTTCCTT 

AAAAAAAAAAAAAATACCTGGTNGGTTCTNCCCTTTTAAAAAAGTAAAATTTCCCAAAAA 
AA 

Sequence 4074 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAATATTATGTCATTTATTTGGTTCCTAGTAT 

ACTTGCCCTCCACTTTATATAAAACTMTTTATGAAAATCTGGATTTATTTTAAAAAGAT 

ATCTTGCCATG/^GGTATTTGTTTTATAGAMTATTTACCTCCAGATTTCTTTCTCTAAT' 

MGATGGTGAATTTAAAACACTGTGTTATTTAGAAACACTGCATTTACACTTCATTTATT 

GTATAAAGCAAATTGCATTGAATCTTCGCCACTTGACCCAAAGGCCAAAAATTGACATGA 
GAACAATTTGGA 

Sequence 4075 

CCCTTAGCGGCCGCCGGGCAGGTACNCCGGGGGGCGACNGCGATGGGACCCCAGCGAGAG 

ATCTGCAGCTAGGCTGGCTGCACTTGCTCCACGGGTCAAGGGGATCGGAGGGGGATTGAA 

GAATGCGCCATTAAAAGGAAAGATCAAGGAGTAAACCAGAAGAAGAAGAAAAAGAGGACT 

TCAAAGCTGGGAAGGATGAATTCTTGC 

Sequence 4076 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATAGATTGCAGCAAAAGTNAACTATCTGCAGT 

MCATGTGANATTGMTTGTTNTATTACAATTATTTTAATACAGNTTCATTTTGAAATTN 

ATCATAATGTATAAAGTTGACTAAAAATAAAAAGCCTAAAGGGGGAAATAATTAACCAGN 

AGATTAAANCAATCCACCCCCAGGNATCACCATTACAACTTCCCCTCAACCACCACCANC 

MTGGCCAAMCCACCACCMTTTTTTACCTTAAAATAATTGCCAATTGGCAACCAACAA 

CCANCCAACNNN CTCCAAAC CAATTAACCAATTGNCCNACCAACCGNCCAATTAACCAAG 

GGGNGGMTTGN TTTTTT TTGGGGTTANNGAAAAAGTTTATAAAAAAACCTTGGAAGGGG 

AACCAATTAAGGG I 1 1 1 1 CCCCCCAATTCCC C 1 1 1 1 1 1 I 1 1 1 1 CCTTTTTTTNCAAATTG 

GTTMTTTTGGGGMTTNGGMTTTTTTNTTAAGGGGNTNMTTMTTAMTTTTTTNCC 

TTTCCTTAACCCCCCTTTTNAAAAGGCCTTTGGGNAAMGNGCCNTAACCGGTTTGGTTT 
TCCCC 

Sequence 4077 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCCAAGTCATGTTGCAAAATCCTTTTCAACAT 

GCTTGAAATAAAGAAAGCTCTTAAAGTTAATTTTCCCTTGAGAAATTCGCAAATTCAGAG 

GCATCTACAGCTCTGAATCAAACATGGGGTATGAGAGAGGATCAGATCAAAACTTGTAAT 

TTTTTAGTATAAGGTTCACTCTGGCAGGGAGAAAGAAMGTTTAAAAGAGGGAGAAGAGG 

TAAAGTGAGAGAAGGAGAAAGATGTGAAAAATTTGCACATATTGAACTTCATAAGATTTG 

TATATTTAACATGGAMTAAATTGAATATATTATCTTATTTGTCACATAAAGAGAATTTT 

AAGTATCTTCTANAAAGGATTTCATTTGTAATGGCTGGCCAAACACAGACTNTGATTNAA 

GAATAAACCTGGNGTATCTTTTGTATCACCCTGGTGCATTTCTCTNTTCNTTTTAAAACC 
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ATGCCCTNATGGAAATTTATTTTTTAAAAATAATATTAAATTGGTGAAAAATGGCCGGAA 
TTTTAATCI I I I 1 1 
Sequence 4078 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAGCTGGGATGCCTACTGGGACCGCAA 

CGACCCGCTCCGGGATGTCGATGAGGCAGCCGTGCCTGTGCTGTGTATCTGCAGTGCTGA 

CGACCCCGTGTGTGGACCCCCAGACCACACTCTGACAACTGAACTCTTCCACAGCAACCC 

CTACTTCTTCCTCCTGCTCAGTCGCCACGGAGGCCACTGTGGCTTCCTGCGCCAGGAGCC 

CTTGCCAGCCTGGAGCCATGAGGTCATCTTGGAGTCCTTCCGGGCCTTGACTGAGTTCTT 

CCGAACNGAGGAGAGGATTAAAGGGCTTGAGCAGGCACAGAACTTCTTTCTTGGGGGGCC 
C 

Sequence 4079 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAG 

GTACAAMTMCATCATAMTAACATAMTGAGMGTTTTCMGTATTTCAATGTGCCTT 

GAAAAGTTTCAAACAGTAATTCTCACAATTGGTTAGACAATCA I I 1 1 1 1 I ICTTTTCTTT 

TCCTCTCATTTAAGTCTCAGAGCCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGAT 

GCTTGGAATGAAATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAA 

ATTGTGAAMTTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGGTTTATAAA 

TATGGGCATATAGCCCAGAGCCATTATAAAAGAAAAAACAACCAACCACAATAAACTAAN 

GAGCCCTCATCTTGATGGGCTAAAGTTCTCAAGGAAAAAATGAANAAGAGCACCTTGATC 

AGGAAANGGAAA 

Sequence 4080 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATACAGTAAGCTTCTGCCTTCCCAGCTGCTG 

TCTGGTTAGTGGAACTAACAATTTCCTTGATGGAAATTGAATAAGGTAATCCAAAAAGAA 

GGCTCTTTTAGATGAAAAAACATGGATAGATTATTAAGCGCCAAGTTTTCTCTTCAACCT 

ACTGCTCACCAGTGCTCCCTCCTCAGCTCCAAGGCTGTGGAGGGCTCATGAAGTCACAAT 

GTTCTACTGAGAATTTAGCI I I 1 1 1 1 I I I 1 1 I GGAGTGGGTATACCATTTTGTAATTCCA 

CTTGATAATG 

Sequence 4081 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTTCCCAACCTGAAAATGGAACAAGGATTT 

TAAACTCTTTCCAGTGGTTCCTCTCTTATAAACAATTAAAAGCTAAAAATAAAAGCTAGA 

TATTMGGAGAAAAAAAGMCAAAAAGATGMAGAGGGGTGGTTTTCTTTTAATGCTTCC 

AATACCATAGACTGAATGAGGATCTGAGTTTTGATGCACAGTCGTAGTCTAGACTTGATC 

TTGTTATATATAAAAAGAAGAACATCTGCAGGACAGCTCTAGAAGTCACAAGGAAACCGG 

TCTGATCTTGGCTCTGCAATTTATCAACCATGTGGCCTCAGGGAAGTGATTTAAGCCTTG 

GTTTTCTCATGTGGTAAATNGGGG 

Sequence 4082 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGTTTTTAAAAGCCCCACAGAAGTTTATAA 

TACGTTTAAA AACC CATATTAAAATTTGAAAACTTAAAAAAAAAACTAAGAAAACAATGG 

GATATATTCCTTTTNTTAMCCCGTGMGTCCATTACTTTTTGTTCTTGTTATATTCTGC 

CAAAAATGGGATGGGGTGGGAGAGATGCATANAAATTGTTTTATCTGCCTTGTTAACAAA 

GTGMCTCMGGACCAGC7TTTCTTTTCTTTCTTCTTTTCT 

Sequence 4083 

CCCTTAGCGTGGTC GGGCC GAGGTACCCTTTCAGACACAGTATGCTTTAATATTTAAGAT 

CTCATTCAAAAAAAATTTTTCTGATTTCCCTCATACCCTCTCTGTCTGAAATATTTAAGA 

TCTMGGMTAGTTGAGCTGCTTATTTTACATAGAGGCACTATTCTTTTAACTCCTACAT 

TCTGMTGCTGAAGTCAGTGTTAATTTACGTTAGGCCAGATTGATTGGGCTGCATTGGCC 

CAAGCTTGGATTGCCCAAAGAGAAGCTTCAGGACAGCAAAGCATGGTAGAACAACCACCA 

GGAATGATGCCAAATGGACAAGATATGTCTACAATGGAATCTGGTCCAAACAATCATGGG 

AATTTCCAAGGGGATTCA 

Sequence 4084 

CCCTTAGCGTGGTCGCGGCCGAGGTACATCCAGAGGGCAACAGTNATAGCCAACAACCAG 
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ACMACTAGTTGAAGTTAMCTGTGANTTGATGATnTNTTGAATACCTTANTATNCCAA 
MTTNAMGGCCNNGAMGNTTAGTTTTTCCTTTTNTCMNANMTNCCCCTTTTTTTNG 
NCNNNAAANCATTTAACCCA AI 1 1 1 1 I 1 1 CTTTTTTCCCCC 
Sequence 4085 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGCGCTGGCACCTCCTCTTACAGCTT 

TACTCCTGCCAGCTTGGGAAAAGGCCGGAGAAGGTGAAATTCTGTGTGCTCCCTCCGGCG 

AGAGACTTTGTCAGCTCCCGCACAGTMCGTMGTTTTCTTGTATTCTTAGTGTAGTTTC 

GTTACCGGAAGGGGGTCTCGATCCAGACCCCAAGAGAGGGTTCTTGGATCTTGCACAGGA 

AAGAATTCAGGGTGAGTCCGCATAGCAAAGCAAAAGCAAGTTTATTAAGTACCTGCCCGG 

GGGGCCGC 

Sequence 4086 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGGGACTAAGAGCCCTNTGGCACAAATGG 

AAGAAGAAAGAAGGGAGCATGTNGCTAAAATGAAGAAGATGGAGATGGAGATGGAGCAGG 

TGTTTGAGATGAAGGTCAAAGAAAAAAGTTTCAAAAAACTGGAAAGGACTTCTTGAAAAG 

CTTGA AGGNTTCCAAGCCGGGCGGNCCAATTGNAGGCCAAAATTGNAAAAAAAAAGAAAT 

TTTTTGGGGAAAGGCCNCCAG GCCA ACCAAAAANNAAAATTTTGGGGAAGNGGNAAAAAA 

AAACCGNTNCCGGTTCTAAGGT7TTCCGGAAGGNGGANTTGNAANAAAAAAAAGGCCAAA 

AAANCNTTGGGGNGGAAAAGGGCNTTTCAAAANCCAAANCCCGNTTAA I I I I I 1 1 II I AG 

GGAAAACCAAAAC 

Sequence 4087 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGTCGAGGAAGAGTAAGGAGAAGGAGCAC 

ATCACGAGGAAGAAGAGGATCCACACGCGGAAGCCAGCGTTGTTTTAATGGCCTCTCTTA 

TGTCTTCGTTGCCTTCCTTGATATTTTCAGTTGCCCCCACAACTAACTGGTGAATGCTGT 

CMTCTCAGCTTCCTGTTGCAAAACCTTTTCCGTGAATATCTCTTGGAGTCTGGAAATCT 

CAACCAC TCTC CCTTCGATTTGCCTCACTTCATCAAACAAGCTGTCATTTCACCAATTAA 

GCGCTGATTTTCCTGTTCAMCATTTGTATTTCTTCTGGGGATAACTCATCTTCGCCTTT 

GCCATCTCCCCACG TTCC CAATTCAGGTTGTGTTTCAAGCCAAAATTTTTTCTGGACGTT 

CTrCAGTGGCAGGGTTTTCTTCAGAGTCTTTTGAAAGGACTTTGTGAAACTTTCTCAGAA 

GATGTGGAATCTCTTGGCTTTGGATTTGGNT 

Sequence 4088 

CCCTTAGCGTGGTCGCGGCCGATGTAAAGTGAAAGCGCACACATATCTGTAAGCTCTGAG 

CTCAGGATTTCACGTGAGGTCCTTTGTTCGGGAGGCAGGGGGGTTCTCCCTGTTGCTGGC 

TGAGGTCACTGCATTCATAGTGTGACAGGAGACAGCACCATTTCAGCAAAGCAGCTGGAG 

GGATTGCCTTGTANAGTGGAAGACCTTCCGCAGAACAGAACGCTTCTCTGTCCTGTTCTG 

CTGGAAGAATGAAAAGGGATGGGTGGC 

Sequence 4089 

CCCTTAGCGTGGTCGCGGCCGAGGTA C 1 1 I 1 1 I I 1 1 1 I 1 1 1 1 1 1 I 1 1 I I I I 1 1 I A TGGAA 

AAATTGCCATCTGACAAATGAATCATAGTAAGGATTAACATCAGTGGTGATGAAGGAACG 

ACGCCAGTCTACCTTCAAACCCATTCTTTTTAAATCCTGAATAGCCAGTGGCGGGAAATA 

ATCAAGCCAATGTTCTGCTTCANAAAATTTTACTATCTCTTCATCAGACAGGCCAAGGGA 

TTTCATMTGCCCCACTGGTATTTTAAMGAATCCAGCTTTAGCAACAGCTTTACTCTTT 

TTTCCTTTAGCTTTATCCTTAATT 

Sequence 4090 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCTGAAAGCTGCTGAAAGCTACAGGCCAATG 

GGGCTCTGCTTTACTTCTGCCTTCCATATCTTGTGTCCTGCATCTTAATGGTGGMTCAG 

ATTTGTATCCAGMTACTAGCTATAMGGAGTCTGGAAAAGACAGTTTTTAGTTTTCCAA 

CTTCTGCGTTTCAGGAAGGCATACTACAAGGAGGAAGTCGCTGAGTGATGGCTGATCCTT 

TCCCAGGCACTCATCTTCTTAAACATAGTATATTAATTACAATTTAGCCCATTCTTGATG 

GCTCATTGTCATTTCTGTGAGCTTCTCTTTTCATAATGGCCTGTAGTTGGAATAATCATA 

GGGGCCMGGGATTTTMCATCTGTAGTMCTTTTTGTCCTAGGTTAGCTTGTATCTCTC 

CCACCTTCCATAACTGCTGCTGAGACATCTATGTTTGATATCATTTGACGTCAACCTCCC 
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CTGCAAGCCACAAGCAGGGAGAGCACCTTACCCAAAGCAACCAAGTTATTTGGCTGGTCA 
ACMCCTGGNGATTTCTGGAGCTTAAAAAGAATNGGGGGGGCTTAATTGTCTTTTGAACT 
ANGACAAAAAANGGAGAGGAAATTTCCAATTGG 
Sequence 4091 

CCCTTTCGAGCGGCC GCCC GGGCAGGTACNCCGGGGACCACAAAGAACATGTGAGTCTTG 

TGAACAAGGAATGTTGTTTTGTTCAGCGCTACCAAGAGCCGCGGCAACCGAGAAAACACG 

GAGTCGCCCCTAGTGGCGAAAGTGCGGATGCGAAACCGCTGGCTCGGCGTAAGAGCAGAG 

CCGCGGAAGAGAACCCTAGCGGCGGGGAACTAGCTCGCCTTCAGTGCTCACGGGAGAAGG 

CAAGTTAGAAAGAACCTGAGACGTTGACACTGAAAATTCAGTAGAAGAAATACNCCACAT 
TTATTCTACCG 

Sequence 4092 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGGACAATAGGTGTCAAGCAGCTGGC 

TCTGGAGCTGGGAAGTCCAAGGCCTCTTAGTGGGAAAGTGAGGCAGGGTCTTGCAGAGCC 

CACTCTACACACGGCCAGATACAAATGGCTGTAGAGGTCTTAGATAACACCTTCTCGGTC 

ATTTATTTGCACCTCAGMGAAGCCAGGGCTTCGGTTTTCTGTTTGTTTCATCACAGTTG 

ACAGGTTAAAAGCATTCACTGCAGCGATAGCTGTTAATCCCAGCACTTTGGGAGGCCAAG 
Sequence 4093 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAAGCATATCTGAAAGGAAAGATTGAGCGC 

ACCAACTATTTGCAGAAACGAGCTGCAGCCATTCAATTACAAGCTGCTTTTAGGAGACTG 

AAAGCTCATAATTTATGTANA CAAATT ANAGCTGCTTGTGTTATTCAATCATACTGGAGA 

ATGAGACAAGACAGAGTTCGATTTTTAAACCTTAAAAANACTATTATCAAATTTCAAGCA 

CATGTAAAAAAACATCAACCACCACANAAATNTTANNAAGATNAANAAAGCCCTTGTTAT 

MTTCAAACTCATTTCCCAACTTATATTTTTNCCATAAAAATTCTAACCTCTTACCAAAA 

AACACCCTCTTCTATCATTTGTCCTGCAANCTGCTTATANAAGGATTCCAACCCCAANAA 

AAAATTNTTNTTCACATTCCTCN CA I 1 1 1 1 1 I 1 1 1 AAAAAATTCAACCCTATTATTCCCN 

CCTTATNTTTCTT NAAAAA ANAMTTTTTTNACCCCTAAAAAAANACTTTCCATTAAAAA 

ATTCCANTCCNCCTT TTTAAMA NTAAACCAACCCCCTTMCCMTNTTTTCCATTTAAA 

MCCACCTTCCNCTThnTTTTTTCCCCCNTTTTTNCCCCTTCCCAAAAAAATAACTTNCC 

CCAAAAAAAAAAAAAA 

Sequence 4094 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGTGGGTTGCAGTGTGCTTAGCAGAATGTTTGA 

GGCATTACATGTTGTCCATGTTGGACAACATGGACAACATGAACCATGTTGTCCAAAACA 

ATGGCTACCAGGCACATATGGCCAATTAAGCAATTGCAATGTCCCTTAGTAAGAAATGGG 

ATGGGCTTACAGAGTATAATACACATCAGATTTCAAAGACTTCGCAGGAAAAAAAAGAAT 

GTAAAATATTTCACTAATAA I I I I I 1 1 I ATCGATCGCAGGTTGAAATGATGCTATTGCAG 

AGATAATGAGTTGAATAAMTAAACMCTMATGTAATTTMTTTCACCTTTTTCTTTTT 

ACTTTTTTAGTATTGACCACTAGAAAAT 

Sequence 4095 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGAGAGTGCACTGGACTCTCCATTCTCTGGC 

ACCCACACACTGCGGGGGCCAATGACCTGGGTCTCACTCCTGAATCAGGTGGGAGATAGG 

GTTAGCAGGAATAACTTCTTGGGCTTCCCTGCCTCAGAGCTCCAGGCCCGGATTCGAACT 

TACAATCAGCATTACAACAACCTGCTACGGGGTGCAGTGAGCCAGCGGCTGTATATTCTC 

CTCCCATTGGACTGTGGGGTGCCTGATAACCTGAGTATGGCTGACCCCAACATTCGCTTC 

CTGGATAA 

Sequence 4096 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAC 

TTCTAGCTTCTGCCTTGGCGCTTACGACTTCAGCTTTTACACTTACGACTTAAGCTTTTA 

AAAAATCAAAATGTGATTCTCAAGTAGAGTGTTGATGAATAATGAAATAAAATGTTTATA 

TATGGACTMTTTAGGTTGAAGATTATTAAGTAAAAATACAGTTTGTTGTTATCAGGTGA 

ATGGTAGGMGTGMCACTGTCMCTTTTTGGTGAGCTCTGGTTTGAGAAGTATATAATT 

CATGATAAAGATGATTTATTTGGAATATCCTATCCAGATCTTTTAAGTGGAAAAGTGAAG 

i 

i 
I 
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CATGAGTCTAAACTCATACCANGTCCCATCTCAAGTTGGTATTAAAGACTAAGCCTGGCC 

NGGCGCAANGGCTCACGCCTGTAAATCCCACCACTTTGGGGATGCCAAGGCAGGTGGGAT 

CATGAAGTCAAAGGGATCCGAGACCATTCTGGCCAACATGGGGGAAACCCTGTCTNTACT 

AAAAATCCAAAAAATGGGTGGGTGTGGTGGGTCCCACCTGTAATTCCACTTCCTCNGGAA 

GCTGAGCCAGGAAAAATCGTTGGACCTGGGAAGCAAANGTTGCAAGGAGCCCAAAATGNN 

CNCTACACTCCAACCTNGTGACAGAACNAAGACTGGGTTTTNAAAAAAAAAA 

Sequence 4097 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 1 1 I I I 1 1 1 I I 1 1 I I I 1 1 I CCGNAGGC 

GCATACAAATTAAACCATGCTGCTAAACTAAAAAAAAAAAAATCATCATCATCATCATCT 

GNGCATTTNTTTGGCANATGAANAATCTGATTCCAAAACAAATGATTTNTAAGGTCCTAG 

GGMNAACAAAACACATCCCTTCACTMGTATTATTAATACTTTTTGANAAAAACTTCAC 

CATAAGTAAAATTTGAACGAAGTCAAATAACAATAGAAGTTAAGCTTCAACTGATCAATT 

ACTAGTCACTNTTTGTCAGTTACTATACACATGACACTTGATAGAATAATCATTTGTAAG 
TTAA 

Sequence 4098 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTCTTGGCAGACATCA 

CTAATCCATCACAGCATGCCTTCCCACTGATCACAGATGTAGCTTCAGGGCATTCGAGTT 

ACCACTTAAGATGGATATGAGTGACCCTTCCTTATCTCACTCTTCTCCTCCTTTCACAGA 

AGCAGGATTTGAGGCCCAGAGAGGGAAAGCTA 

Sequence 4099 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTAGACAGTTTTCCTGAGGAGGAAGAGGAA 

GATGAAGAGGAAGAAGGTGAAGAGGATGAAGAAGGTGAAGGGGATGATGGTTATGAACAA 

ATTTCCAGTGATGAAGATGGAATTGCTGACTTGGAACGTGAAACATTTAAGTATCCAAAC 

TTTGATGTTGAATACACTGCTGAAGACTTAGCTTCAGTTCCTCCTATGACATATGATCCA 

TATGACAGGGAGCTTGTACCTCGGCCGCGACCACNCTAAGGG 

Sequence 4100 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGGTGCTATAGGCAAGTATTCATGTTGAAGT 

TAGTATTAAGACCAAAATTATAATGCTTTTCTTAATGGGGGAACCCTAAGGCTACTCACT 

CAGTCCATTGAGGGGATAAGAGAGATGGCTCATTCCCATCCAGTTTTGTTTACAAACGAT 

GTTGCTCAAATTTAGGTGACTGGCTACTAGGGAAATAAATGAATGTGGAATTGAGGATGG 

AACAAAGAATTCAATGCTTTACAATAAATGGACTGTATTTGAGAGTTCAAGAGAGGATTG 

GAGAAAATAACTGAGTATGTAAAAAATGGTAAGTTTCTGATTGTTCAGTTGAAGGCAAGT 

GGCTGGCTCCGATGAAATGACATAACTGATAAGTTTTCATCTTGTGACCCTGATATCTTA 

GCCTCTATCTCANGAATTTGAGAAMTGAGCCAGAGTTTATCAAGAAAGGAATTTTCATT 

GCTGGTATCTTTTGNGGTGTGCATGATGTATAGTACCTG 

Sequence 4101 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCAAGACGCTAGCCTCAGCCTTGCACG 

AGAGAGGCCACCATACAGTGTTCCTCCTCTCTGAAGGCAGAGACATCGCCCCATCTAATC 

ATTACAGCCTCCAGCGCTACCCAGGGATCTTTAACAGTACCAAGAAGACACCTGCTATGG 

CGATGCGGGCAGTGCCTTTGCCGTTCACGACCTGGAGGAGGACACCTGGTATGCGACTGG 

GATCTTAAGCTTTGATAAGAGCTGTGCTGTGGCTGANTATGGNGTGTATGTGAAGGTGAC 

TTCCATCCAGGACTGGGTTCAGAAGACCATAGCTGAGAACTAATGCAAGGCTGGCCGGAA 
GCCCTT 

Sequence 4102 

CCCTTAGCGGCCGCCCGGGCAGGTACATATAGAATAGTATAAATACAATAAATGTTTGAA 

TTATCGTATAACTTGAGTCTAAATTTTAAGTTAGTATCCTGTATTAAGAACTGGGTTGAT 

CAMTGGTTCTTTCTTTGCACATATCAAGGCTTTCGACTATTCCCAATCAGGTCTTCCCA 

AATTTGGGCATATTCCTGCCTCTGCCTACCCTGTTCTAATTTGGCACTCTAAAGATAGTT 

CATAAAAAGCAAGCCAAAGATAGAAAAGAGAGCTAAGGCTCAGGAGGAATTTACTCTTTA 

CATTTGGGGGAAGGAAAATGAGGCTTGTCTACAGCAGGGACTGGCTGTCTTCCANAAATG 

GmcCCMGGTGTTCCCTACCTCTCTTTTTCTTGGATATCTTTTTGCATTATAG 
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Sequence 4103 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I ) I M I II I II M I ) I GCCGTTAAAAG 

AAAAAGCAGAAAATAATAAAGTNATATAATGNGGTCTTGCAAAAAACAGTCTGAGATCTT 

ACATTTCAAAACATGTNTTGCCCGTTCCCGGCACCTACAAGGCCANATGAGCTACCTGCT 

CCATCCTTCCCATTCTCCCTGCACGTCCCATTCAAGCTCTTCTGCAAGTGGCCATGTTAA 

AAATTTATAAAAATATCCGAGTCTGCCTGGCACGCTCAGAGATTCTCATGACAAGTTCTT 

CCCTNACTGAGCACTTCCCTGACCACCCAAAATAATCACCCCCTCCATNTACCTACACAC 

ATNTGCACGTGC 

Sequence 4104 

CCCTTGCGGCCCGCCCGGGCAGGTAC I I I I I 1 1 I I I I G I I I M I M I I I I I ICTATAAGG 

TAGAGTGGATATTCAGGCTCAGATTTTAGCTAAATTAAGAAGGACCTTTCTCTGTCCAGA 

ATAGTATCACMAATTAAGACTGGCTCTGGMGAGAGACAGAGGATGCCCTCTTTTCATT 

GTCATACACCATTTGAATTGTATTTGATAAATTTATATTGTGACCTTGAAAATGAAACCA 

CTCAGAAATCCTGGTTAATTTCTGCCCCATGCGTCAGTCTCAAAGGGGAGACCTGCCTTT 

GCCAACAGACCATTCAGTAAGAAACAAAAATATTAAAACTCCACAATCACAACTTATATG 

GTCMTMTGGTTTCAAAAATTAAAAAAATTGATCCTGGCATATTTACAAGCAATTATAT 

ATAMTACAGGAACATGTATATTATGAATTTTCTTTAMCTATTTGCCTGCATTGATTAT 

AGAGAGAATGAACCTCCAATGAAATCTGATTGAATAAAT 

Sequence 4105 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTCTTTTCTCGGGACGGGAGAGGCCGT 

GTAGCGTCGCCGTTACTCCGAGGAGATACCAGTCGGTAGAGGAGAAGTCGAGGTTAGAGG 

GMCTGGGAGGCACTTTGCTGTCTGCAATCGAAGTTGAGGTATCTCATTTGCCATGAAAC 

TGCTACACCTGCTCATGGCGTTTAAMTCCTTACAACTTTTTGAGAAAACGACGTTGCAC 

TATGTGGCMGAGTCACAGGATAGATTCTATTTTTAAGAATTTATCCTATGGAAATAATT 

AA 

Sequence 4106 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGNAAGGGTTTAGCTCATCCTCAGGAACCCC 

AGCCATGGTCAAGAGTCGAGCCACTTCCTCTCCAGGCTGGCAGTAGCGCCCACTAGCTAC 

AGGTGCATTCCCCTGCCTATTAATATTCTGCTTGACCCAAGGCAACTCCAGCCAGCCCCA 

CTGAACTATTCTTACCAGCCGCTGCCATGGCCTGCTATCTCTCAGCAGAGTCAAGCAACG 

CTGCAAGGCTGGAGAATCCAGCCAAGAGAAGAGCCAGGTAGCCTTATCCCTCCAGCCTAA 

CCGGTCACCTAGTCCCACCAGAAACCGCCATCCCAACTGTAGAAAGCCCAAAAAGAGGGC 

CAGAGCCAGGAGCAGCAAAGCACCCAGCAGCTTAAGAAAACGAGTAAACAGTCCTACTCC 

ACAGTAAAACCCCTGGCTTAGAAACTGAAACATGACCTGGGCCCAACCCCCTAACCGCCC 

TGTCCACACTTCCATCAAACTTCGAAAAAG 

Sequence 41 07 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTAATCCTGTGAGAAAGACAGGACAGAAACCA 

CTGTGCCTATTTTACAGATACGAAAACTGAGACACAGGTAAAGGGGCTTGTCTGTAGTCC 

CATAGCTAGCAGATGGCTGGAGCCAAGACTGAGGCTCGTTCTTCAATGCTGAGCCAGGGC 

TCCTTCCGCTGCACCACAAGAACGCTAGTCCACTCGCCACCAGCCTTCTCATTCCCTCTT 

CCTCCATTCTAATCATTTCTAGCTGGCTGGCCTCCACAGAGCATAGGAAAACAG 

Sequence 4108 

CCCTTTGAGCGGCCGCCCGGGCAGGTCCTTCTATGGATTATAGAGGTAGGGAGGCACCTC 

ATATGAACTACAGAGACAGGGATGCTCACGCTGTTGACTTCAGAGGTAGGGATGCTCCTC 

CATCTGACTTCAGGGGCCNGGGGCCACTTATTGATTTTAAAATTTTTAGAAGGGCCCGGG 

GGMT GGGGA TCCCCCATGGCCAGMTTTTTTAGGGGGGGNAMGGGGGGATTTTTATTC 

NAGNAATTTTTG GGNMTT TTTTTAAGGGGGGCCCANGGAAGAAAACCAAGGTCCCCCGG 

TTTNCCTTG G N ATTTTTTTTN AG G G G G AAATTT ATG G AAG G AATTG GTTN ATTTCTTTG G 

Mi i m I rGGGGAACC I I I I I I I I NGNAAGGNACCAATANANGGAACCCGNGNANANCCA 

ACCMMTGGTTAAAGAAACCTTTTTTTANAGNAGGGGNNCCCTGNAGGGGGTTTTCNAA 

GGGGTTACCCCCTTTCTGGGGCCCGCGGTNGAAACCCNACCGNCCTTTANAAGGGGGGCC 
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Sequence 4109 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACATCCCCCCAGCCCTGGGAGCAAGAGGA 

CAGCGAGACTTCAAGCCTTCACACCTTAGCACAAAGTGTGTCAGTCCCCACACATCACTC 

CTGTGAGAACTCTAGGACCCAGCATACTAGGAATATCTTATGGATCAGAGCTGTCACCAC 

AACGGTATCCATTATGGTAATGTGGAAATCATAATTGGCTTGTGAGGTTAGGAGAGAGAA 

GAAAGTTACTGTATTTGAAGTTCAAGGGAGCAGTATTTGCTTCTAAATTGCTATACCAAA 

GCAGGGAGGAAAAGACMATGCTATCCTTTTTGTTTTAAATCTGTAAAGAACTAAAGAAA 

TGGAGCAGTATTTTGATTTATCCTTTTTATCTGATTACAGGGAAAGGCAAGACTACAAGT 

TACTGAGCACCTCCCTGAGAAAAT 

Sequence 41 10 

CCCTTAGCGTG GTCG CGGCCGAGGTACTATGCTCTTGCATTCTTTTTTCTTGTCTCTTCT 

AATCTGCTTTGATTTTCTATTATACATCAGATAAATTGCCTTCCATAGAAGCAAGGGACT 

AGTGTAATTTCAAAGCAAGAATTTACCATTAAATTGCATTAAATTGTATAGGAAATTGTT 

GAGATAAAGTAGTTAAGGTATTTATATTAATGTGACCTTGATAGAACTTTAGAGAAACAA 

AGTAATCAGAGTGGGCAATACTACTTCTGAATTTCCACTCTGAGTTAAAAGCGAGGTTAA 

GCmATTTCTMTATAMTTTGTTTTTTCCTGCTGTTTGTATGATTATAAATTATATTA 

AGAATCGTGTTTCTTAGGATTTACCCAAAAGAGTTATATTGTTATTNAGAAAGTCTCTGG 

GGTTAAATTGCTTGTGTCTATTAATTCTTTAAATATGATTTT 

Sequence 41 11 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTATTCCTTTTACCTAGCCCCTTATATTTTTA 

TAGCACTTTCCCTAAT ATCAC ATATGTATTTGTTGACTTTCTTCTCTGGCAGAAGGTAAG 

TTCCATGAMGCAGAGTTTTGTTTGGTTCATTTGCCTGTTCCAAGTACGCGGGGGTAGAT 

CTTCMTTTGGATATTTGGAGGAGTGAACATCGTTGTTTTGCTGGAGGGAAGATCTTGAT 

GGTGTTTCTTTCCCCAAAAATTGACTTAGATATTAAAATTTGGTGCTTATAAGAGAGAGT 

TAAAAAAAAATAGGATTGCTT 

Sequence 4112 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGACAGAAGTAGTATAAGAAAAGGAAATCAAACA 

AAGTCMACATTTTAAGTGTAGCTCTTGGTGCACTTTAAAAAATTATTAAATTGAAGCTG 

TAGTTTATTCTCATCAlTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAAATTAAA 

TTCATAATATTACAATTCTGAATTCCTATGTATGTATATGTTAAGAATCCTTTAATGGGA 

CTGACTTTCATATGTGTGTGGCTGCATTCTGAAATAGTTGTCTAGTTGATACATAAAGCC 

AGTGAGTGCTATTTGGTAAGGATATATTTATATTTAAAGGTCTTCATACCGGTTATTAAC 

TAGCTCCCMTATTACTGGAAATGGATTTTCTCCCAAAATATCCTATTATTTAAATTATC 

ATGCCTGGCAAAATTTAATTAATNACCTTTGGGTTTTGAAAAA 

Sequence 41 13 

CCCTT TGAGC GGCCGCCCGGGCAGGTACATGATTGTTTTGGTTATAATTTATTTATAGAA 

TGTATCTTTTCTATATTACATTCTTMTATTCGCCAGATATTATATTGACCATTCTCTTT 

AACTTCTTAATGTGGCATATTTCAACTCTCCTTTCCCACAAACAGCTTCATCTGTCTCCA 

AGGTTAACATTCTGMGCTGGAGAGTCCTTGGAGAMCTCTGCTCAGCTTTTTTGTGACA 

TTTAGAAAAATGCATTTGGTATTCTCCAAACCAGAATGATACATTGTCTCAAAATCTGTT 

AGACAGCTGATGGGTGTTTTTGAGCAAC 

Sequence 41 14 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATACATCATATGAAATAGAGAAANCTAACTAT 

AAACCAGTATATTACAAATCCTTGATACCGTTCTCAAATTGATTAATTCAGTGGTCTTCA 

AATACTAGGTCTTGTATGACCCTCACATATATTTAAGTTGCCATCTAAAACTTTATCATA 

AGCTTCCTAGTTATAAAACATGGAGTTTCCTGTGTACAAAGCAGACTGCCCGCAAATCGA 

CCGGTGGTAAAGCACCGAGGAAGCAACTGGCTACAAAAGCCGCTCGCAAGAGTGCGCCCT 

CTACTGNGAGGGGTGAAGAAACCTTATCGTTACAGGCCTGGTACCTTGCCCGGGCGGCCG 
CTCGAA 

Sequence 41 15 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAAAGGATAATTTATATCTTATTAC 

AGACTGATATTTTGCCTTTTCATGTGTCATCATACTGTCAGTATATTAAAAGAAATTACA 

GCCTAAAACTTAACATATACCATACATATATATTAAGGTGTCAAATAGCTATTCTCACTC 

ATCTTACAAATATTGTAAGAGCAATAAAAATTAATTGAGGAATTATAAGCCTACAGGTCA 

TCAGCCTTGAGGTGATTACTGATGATTTGGGCTTACACACATGTCANCAAGATAGGGAGT 

GTGGATAGGGGAGGGCTGGTAGCTAACAAGGGGCCTCACAGAGAAATATTAGTGACTTTA 

ACCAGGTTTCAGAATCTGGGCCTTACCTTTACAGGTTCAACAAAAGAATGGCATCAATAG 
AG 

Sequence 4116 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCTTCACTAACCTATAATAAATCCTTAGAA 
GCTATCAAAAAGAGATTACTCTTTTAAAGGTCCCATCTGGAGTAAAATTCCATGACTACA 
ATAG TCATT CTCGCTACGCTTTCTTATAATTTCTAAAGTAAATCTAGTAGTTACTCAAAT 
AACATTTTTCCTCTTTGAG I I I 1 1 1 1 I I I 1 1 I 
Sequence 41 17 

CCCTTTCGAGCGGCCGCCC GGGCA GGTACTTTTTTTTGTTCGAGAATAAAGACTATACAA 

TTAGTTTGMCTTCT GTrATG TTTTTTAATTAGGACATGGAAAGGAATATAGGGTAAGGT 

CAATAAGCCTCGCTGTT TTTG ATCTCAATGAAAAATTCTAGGGCCAGGCGCAGTGGCTCA 

CGCCTGTAATCCCAGCATTTTGGGAAGCTGAGGGAGGCGGATCACAAGGTCAGGAGTTCG 

AGACCAGCCTGGCTAACACAGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCA 

GGTATGGTGGCGGGCGCCCGTAATCCCAGCTAGTCGGGAGGCTGAGGCAGGAANAATGGC 

GTGAACCCGGGGAGGTGGAAGGTTTGCAA 

Sequence 41 18 

CCCTTCGAGCGGCCGCCCGGGGAGGTACAAGTTGTGACATTCGTTCAAGTTGCTGCTACA 

TGGGTATTCTGAGCTGGCTACCAGGAAGGACTCCTGCGTTTCCGAGAGCCAGGTCAGCGT 

CTCTAGGAGCCGTGGTGCAGGTGCATGGTGCCCAGCACGGCACTGTCGTACCACCTCAAG 

TGCCTCCCCAGCTCAATCTCCTTGTTACAGTAACCAGTCAGATGACGGCTCAGATACAGA 

GATGGCTTCTGGTTCTMCAGAACACCAGTTT7TTCCTTTTTAGATCTCACTTACTGGAA 
AAGA 

Sequence 41 1 9 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGATGCCACTTGTCAGCAGCAGGATACTT 

TTTGCAACACGAAAGCATAATTATTTTAGAAGAAGAGAGTAGAAGGGCAGAATAGAATTC 

AACTTACAGAAGCAC GGAG TAGTGTGTGGTTGGCTGTTATCTGTCCCCCTGGGAGGAGGA 

CTGTTTTGCTCCCTTGTTTTGATGTTAAACAGTAGCTTAAAGGCTTTCCCCCCCATACCA 

ACTNA CAGCCAAATGACAAAAGAACCGTGGGGGTTTCAACAGAATTCTACAAAACATGCA 
TTTTTCCCTTT 

Sequence 4120 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATCCTGTATGTGGGGTCCATGCCTCTTAAGA 

ACTCCTTTCGAGGAACTATCCGGTAAGAAGTATCCTTTTCACATATACCTTAGCAACTGG 

MTMGATTAGGATAGACTAGGACACCAGAATTTTTGAGCAACAGTTACAATTCCTATTT 

TTTCTTTTGCCCGTTTTTCTTTCTTCTTTGTGCTTTGATTCTCCCCTAGTAGTATCCAAA 

AAATACATGGATGATCTAGGACAAAAGGAAAATATTAACGAGAGGGTTTAAAAGTAAAGC 

AAAGGCTGGGCCGCGGTGGCTCACGCCTGTTATCCTAGCACTTTGAGAAGCTGAGGCGGG 

TGGATCTCTTGAGAATCAGGAGTTTGAGACCAGCCTAGCCAACATGGTGAAACC 

Sequence 4121 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGGCGCGGGCCTGTGAGCCAGTTG 

GAGTTGCGGCGGCGGGAACGATTGGGCTGAGCAGAGGACGACATGTTGCTTTTCGTGGAG 

CAGGTAGCATCTAAAGGAACTGGTTTAAATCCTAATGCCAAAAGTATGGCAAGAAATTTG 

CTCCTGGAAATACTGATGCCACCCCAGTAACTCATGGAACTGAAAGCTNTTGGCATGAAA 

TAGCAGCTACATCAGGTGCTCATCCTGAGGGTAATGCAGAGCTNTCAGAAGATATATGTA 

AAGAATATGAAGTAATGTATTCTTCATCTTGTGAAACGACAAGAAATACTACAGGCATTG 

AAGAATCAACTGATGGGATGATTTTAGGACCAGAAGATCTGAGTTGCCAAATATATGATG 
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TTTCC 

Sequence 4122 

GCAGAATTCGCCCTTTNGAGCGGNCGTNCGGGCAGGTACCTGATTTTATTTCCAGTTTTN 

NTCCGAATTCACTGGGGAATGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTA 

ATCCTGAMGTCTTGTGAGAAGACATGGCGAGCAGCGGAGTCAAGAACACACCACGATGG 

CGGAGAAAGGAAGAGCCCCGCGTACGCGGGCAGAAAGAGCTGAACACTCTGTGCAGCGAG 

TTACATGTTGAGCCATTTCAGGAAGAAGGAGAGACGACCATCTTGCAACTAGAAAAAGAT 

TTGCGCACCCAAGTGGAATTGATGCGAAAACAGAAAAAGGAGAGAAAACAGGAACTGAA 

Sequence 41 23 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCTTCTGACTTTTCCCCCACAAGCTGCTAAAAA 

GATCATTGCT7TTCGTTATATTTTGGACTGGTATACCTGGCTAATCAGCATTCACTGGCA 

AACAGCACTGTGAGGAAGACAGCTGCCTAAGGCCTGTTTGTCACCCTGGAAGGGAAGCAG 

CAGAGAGGTAGAAGTATCCTGAGAGAAGAAAATAGCGTCAAAGAGGGAGAAAGCAGCAGC 

TCCATCAAGCCCTTACCACATGCTGTGCCTGGACTTTGGTATCTCATCACTTTGGGTG 

Sequence 4124 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGTCCGGGACCCTTGGCGACAGAAGACAG 

CCTCCGAGAGCGCGGGCTTCCTGTATAAATGCCTACTTGTCTGGCAATAAAGCAGCTCCC 

ACTAACCCCAACCCAGGCCTTAAGACTGGTTGGATGACTGATTTAAGCCTCCATTGAGCT 

TTATTTTCGCACCTGTTTAATGGGAAAATMTAAAAGCTTAGATTTATTGAGCACTCCCT 

GTATATTTGAAGCATGGTGCTAAGCATTTMTACATATTiTGTCATTTMTTCTCATTAA 

ACCAAATGAGATAGGGATAATTATTTTGGCC 

Sequence 4125 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACTTTTTGAGGCTGCAAGATTAAATGAGA 

TGATGTTTGTAAGGCCCCTAATAAAATTGGTGTAAGCCAAGCCCTCATCAAGTGGTATTG 

ATACCA TGTTGG AGATGATGGAGGAGAACMCTTATGTTAATTGTCTTTAAAATGCCTTA 

ACTTCAATTTTTGGGAAATTTAGCATATTTCAAACAGAAATAAGATGTAAATATATATTC 

AACACTTTAGTAACAGGATAATTATTCCAACAACATATTAGTTGATCTTAGGTATCAAGG 

ATAAAAGGAATACATTGTMGTGTGATAATATAAATAAATGTAAATTCTTTAAAAAAATT 

TTTTTAATTT7TAACTTTTGTG 

Sequence 4126 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTTGTGTCTAGTTTTAACCTTTTGATCCCAG 

GTCCTGCCATGACCTTCAACATGGGGGCCAGGTCTTCAGCATAGCGGCACATAGGACCAG 

TGCACAGAAACAACTCTTGGGCTCCCACAGCCAAGGGAAACTGACCTTTGTTGGGAACCA 

CACCTGGAGAAGGCTTGTGTCCAAATATACCATTGMGAAAGCAGGCATTCGAATGCTAC 

CACCAATATCAGAGCCCACACCAATAACTGAGCAGGCAGCTGCCAGTGTGCAGCCCTCAC 

CACCAGAACTTCCACCTACAATATGCTGTAAATCATATGGGTTGTTTGATCGGCCATAGA 

TCTTGTTACTGGATTAATACCACATACAC 

Sequence 4127 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGACAAACAGTGTGCACCCAGGTGCCA 

CTCAGATCAGTGGTGCATGATCGGCCATGCAGACCAGAGCTGCTGGGGTTAGAACATTCT 

TACTTTGTTT CCTCCC CATATTCTCCATTCAAGGAGGGGTCTTTCTCCTGGCATGATTAC 

MAGGATAGATTTTTGCCTGTTTATGGGGAAATCACAACCAGAAATATTCAACTTGAGAA 

GAAACTAATGGGCCTAGCAACTTAATATAGAGCAGACTCACACCAGAACTACATTCCCTG 

GCCCTCTGCCTGTGTGCTTCTGGCCAGGCCTTGGTTGGCAAGTCTGACCCGAGAAAAGGA 

TCTGCAGAMATCAGACTATGGGATCACTTTGTTTGTGCATTGGGAATGACATTCTTTCC 

CACCCCAGGAAAACCTTTGGGACTTTCAGAGACATTGTGGCTAGCCAACCACATGGTCAG 

CCTCAAAGTTGAGAGGCTCAGTAACCCTCCTATCCCTAGAGAATTCCAAAGTGTGGATGT 

MTTTAACTAGAAAGCCATTGGGGACTATCTTGTGATCCTTTGGAAAGTATGCTATGGTN 

GGGGATATCTTTGCATCCCAAGCCAGAGGGAACCCCAATGACTAGTAAAAACCGGNGGGC 

TCAATGCCCCACTTANCCCTCTGNCCTTTGMTTTTGANCATTANTGGCGTTTCAACCTG 

ATAAAACCGGGGAANA 
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Sequence 4128 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACTMTTGCACTTAACACAATGMCCTTTAGTT 
TCCMCCAGTTTTCATTCTCTGCAGACCCG^^^ 

GGGCATAGAGACACCACACATGGTCCACAGTAAATTCAAATAGAGAGGTGCAATAGTTGC 

AGTGGTA MCAC ACAAAMAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAG 

CATGTGCCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAATTAA 

GTTACATGCATAATGCTAAAAGAATGTGAGCAATCCTATAACCAGCTTTAAGCCATCTGC 

TTGATTTCI 1 1 I I I I 

Sequence 4129 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCACTTTTCATAACGAGTTGGAGCCTANAG 

TTGATCTACTCCANCGACTNTTTCGACTTCTTTGCGGCCACCATATGTCTTACCTGAATT 

ACTGCAACAGCCTC7TAATTTGTCCCCCATTGCTMTCTTATTTCATATCCTTCAAATTC 

GTGTCCATAGTTTAGCTAAAATGATCTTTCTAGAATGTATGTGTGATCTGTCTAGAGCAC 

CATTTMGCCTCCCAGTGCTTTCCTTGTCTCTCTAGCTTTTATCCGTCACCAAGCCCAAA 

CTCCACATTCTGACCATAATACGTGCTTTCTAAGTTCCACCATGCCATGATCTCCTGCTT 

TCMTACATGCCCCTTTGGCTCTTCTTTAAACCTCNCCTACTTGTTTTNCTGNTATCTCA 

NGTGGTATTAAATGANANGAAGGAAATAAAATTGNAAA 

Sequence 4130 

NNGCNCTTCGGANCGGNCGTCNNGGNTATGTGCTCAATTCCCCTTTCGAGCGGCCGCCGG 

GGCANGNNCTTTACTNCTCC7TATTTTGNGGGNGGGAANGCANCNCGGAAATGCCCTGTG 

ACTGGCAGCGGAAAAGGCGACCACCNCTTGTGTATCTTCACTTTAGATCTTGCAGGCATA 

TCAACTGTGGTTCTAAATGGCTATGATGTNNTAAAGGAATGCCTTGTTCATCAAAGCGAA 

ATTTTTGCAGACAGACCATGCCTTCCTTTATTNATGAANATGACAAAAATGGGAGATGAG 

ATGGATCMGGTNAAAATGACCCATCATCTACTTTCTCCAAAGAAAACCTAATTTTCTCA 

GTGGGTGAACTCATCATTGCTGGAACTGAAACTACAACCAATGTGCTACGGTGGGCGATT 

CTTTTCATGGCCC 

Sequence 4131 

CCCTTTCGAGCGGCCGCGCGGGCAGGTACMTATTGTAGCTATCTGTTTACCTGTCTTTA 

TTCCCCATCCAACTCTAAGCTCGGAGAAGACGGGAACACTGGAATCTCCACAATCTAGCA 

GAGTGACTGGCATACAGCACAGTAAAGGCTTCACAGCTAGTTGCTGAGGAATAAAATGAT 

GCCTAAAGTAAAGACTTTTCAACAAAAAATMTTMTTTAATGTTTTAGAAAGCCCTCCA 

TGTMCTTTTGTAAATCATATTTMTCCTCTCMAATACAAAGAACTTTGATATTTTCTT 

CTGTTTCTTTCAAMTTCAATAAAMGGCTTTMCTTAMCCC^ 

TATAAACATGCNCAACTCAAAAAAAAGTTNAAATCCCCANAATACTAAAATCAAAAAGGA 

GATACTTTACTGGCTTAAGTGAAAAATTCTAAAGTCTTGCCATGTGAAAAACTCTTTCTA 

TCCTAATCATMCAAAATCAAGGCTTACTMTTTAMCMATTCTTGGAAAGTATTTCTA 

CCTTATNGANAACMNCCAAACCCCCAT^ITTTT^^TTCMCAAAMTATGGTATTGTTGT 

ATTAACTCTCCACATCCTTTTTTTGGTTATTCTCAMAAATTTTAAM 

AAA 

Sequence 41 32 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGATTGTATTTTCAAI I I I I ATTGAAAT 

CTGTCCTTTGCCCACAGTCGGGTTTCTTTTCAGCCTGGCCCMTCTCTTTCAGTTCCTGG 

GCTTGAAGGCCTGTGCTAATCTGTATCAGACATCAAGGCAGATAATTGAAGGGAGAACTC 

TCAGGGGGAGAGGGAAAGGGAAGGTCACCTCAATCTGTCCCACTTAACTAGGGAAAAATT 

TCTAGATGAAATTTGTGAAATGTTCAAATTACAAAAGGGGGAAGATGAAGATGGTTTGGG 

TCTGAAAGAAAAGTAT 

Sequence 4133 

CCCTTCGAGCGGCCGCCCGGGCAGGTACACCACTGTGCCTGCTTTGAATCCTTTACGAAG 
AGAAAAAAMMTTAMGAMGCCTTTANATTTATCCMTGTTTACTACTGGGATTGCTT 
AAAGTGAGGCCCCTCCAACACCAGGGGGTTAATTCCTGTGATTGTGAAAGGGGCTACTTC 
CAAGGCATN7TCATGCAGGCAGCCCCTTGGGAGGGCACCTGAAAGCTGGTANAGTCTGAA 
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ATTAGGGATGTGAGCCTCGTGGTTACTGAGTAAGGTAAAATTGCATCCACCATTGTTTGT 
GATACCTTAGGGAATTGCTTGGACCTGGTGACAAGGGCTCCTGTTCAATAA 
Sequence 4134 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCGTGTAATTCCACCTACCCAGAC 
AGGAATGGCACAAGTGATTATACCTCAGGGGCAACTTGTGGATGTNGAAATAGTCCTCGG 
GATGTCCCTGAAGAGAAACCCAGTNACAGAAACTTA 
Sequence 4135 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGTCTATATTCTAACTGTAGCCNTTCCTG 

TGTTCCTGGTTATCCNNTATCTGCTGTTCTGGAAAGAAACAGACCAGTGGTATGGAGNAT 

AAGAAAAACTGATGCACCTCAACCCGGGATTGTTGAAGGGAAGAGGGAANAAGANTAAGG 

GAAGNAGGGAAATTGGGACCAAGGGGAATATTNAAGGGAGGGAAGNGAAAGGGGAGGAAA 

NNAGNAANACCCTTTTGAAGNGAGNAAAAACCANGNAAAAANAGGTTGAATTGCCTTGGA 

AAGNAAAAAAATTGGNGTTGGGGCCACCTTTGTTCCANGGTCCAAANGAAGGGGNAGGGG 

AAANGNAACANNGGAAAAANAACCCTAAAAAAAGTCNAAGTAAGGGGMGGGGAATTGGA 

AAAAATTT 

Sequence 4136 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCAATGTGGGAAAGGTATAGAATCAATCTC 

CMGCCTTGMTAGAGCCTGATGAMTAMCGCGTTCTTATTTATCAGGCTTTATTACTA 

GCGATCAAATATAGCACAGAGAAGGATTAGTAGAGGAAGACATTCTGACATGAAGGGACA 

TCT GAAA AGGCTGGAGATAGGAAGACTAAAAACTAAAAAGGCTATTTAGTGTTAGCGCAA 

ATGTTTTACTATCTCACCTCAAAATTTMTGAAGTATTTTAAATATATTGTGACAAAGTG 

TGATMGTMTCTTAAGTTAAAGTCTTTMGAATGATTTAACACCGATATTCACTTTCTC 

TATTTNAAAANGCAAATAGCTGGACGTGGGTGGCACACGCCTGTAATCCCAGCTACTTTG 

GMGCTGGGGCCGGG AAGGA TCACTTTGACCCCAAAATTTGAAACCCACCCCGGGCNATA 

TAACGAGGAACCCGTCTTTTTAAAAAAAAAAAAAA 

Sequence 41 37 

NGTNCA NCTTTCTATTTTTAGCCTATATTTGGAMGAAAGCACTTAACATTTTAGGAATT 

CTTTTTAMGCTGCTTGCAAAGTGTTGGTGATTTTACTGAAAACTTTTGAGATCTTCA^ 

TTACAGGCAGACCTGTCTMCTACMGCCAGACTTGGGTTTTCTCCTGTAGTTTGAANAC 

ACACTGACTCCTGACAAAATGCAGCCTGCAACTTNCTGGANAACAACTCANTGTCACATT 

AMGTTTATTATGTATTTAATGATACACTGTTTAATTGACAGTTTTGCATAGTTTGTCT 

ACTTTAGAGAATTAAGAGCCTCTCAACTGAGCAGTAAAGGTAAGGAGAGCTCAATCTGCA 

CAGAGCCAGTTTTTAGTGTTCGATGGAAATAAGATCATCATGCCCACTTGAGACTTCAGA 

TTA 

Sequence 4138 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACTAGAGTGGGGAAAAAGAAGAAGAAAACAA 
AGGGACCAGATGCTGCCAGCAAACTGCCACTGGTGACACCTNACACTCANGTGCCCGGGT 
AAAAAATTAACTTGAANTTAGAAGAAGAAATTAAAAGACTNTCTTCTNATGGGAGNGAAG 
AATTC 

Sequence 4139 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTTTATTGAATTGATGAATTG AI I 1 1 I I 1 1 

TAGT MTCACATAAATTTCTGTMGATTTGTTATACATTGTTTACTGTCACAGAATCATG 

TTTTATATCTTCMGCTCAMGCMGCTTTCAMCTTGMTTTAGTTCTTGCATAAATAT 

GGATGATTGTTTCTCCATTGCTGAAGCAGTGTATTAT7TCCATAATGATCTGTAAAGTAG 

GTGGGTTTCATGACCTAAGTGTTATTGTTGATCTTTATATATACAAGGAAAACGCANAGT 

CATCGTTCATTTGTAGCTGCATTTATCTCTGGTTTTCMGCATTTCTATAAAATAACAAT 

TAAGCTTAGTGTGATGGTTAATACTGAGTGTCAACTTTGATTGGATGGAAAGGAAGCAAA 
AATATT 

Sequence 4140 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCATCGCGGTGCTCATAGACGAACTCCGCA 
ATGAGGACGTTCAGCTTNGCCTCAACAGCATCAAGAAGCTGTCCACCATCGCCTTGGCCC 
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TTGGGGTTGAAAGGACCCGAAGTGAGCTTCTGCCTTTCCTTACAGATACCATCTATGATG 

AAGATGAGGTCCTCCTGGCCCTGGCAGAACAGCTGGGAACCTTCACTACCCTGGTGGGAG 

GCCCAGAGTACAAAGGCATGGGGCTGTCCATGGGCACCATGATCTGTGGCTGGGATAANA 

GAGGCCCTGGCCTCTACTACGTGGACAGTGAAGGGAACCGGATTTCAGGGGCCACCTTCT 

CTGTAGGTTCTGGCTCTGTGTATGCATATGGGGTCATGGATCGGGGCTATTCCTATGACC 

TGGAAGTGGAGCAGGCCTATGATCTGGCCCGTCGAGCCATCTACCANGCCACCTACAGAG 

ATGCCTACTCAGGANGTGCAGTCAACCTCTACCACGTGCCGGGAAGGAT 

Sequence 4141 

CCCTTTCGAGCGGCCGCCCGGGCAGGCAACACATTMGTTACTTCCTATTATAGCCCTTA 

TGCCTTTGCCTATGTCAGCTATCCCAATGGTCTCTAMCATTTTTGATCAAGCATCCTTA 

CTACTAMAAAATTTGTAACACACCCTGAAAAGTTATATGTATTATATCCACTTTCTTAT 

GTATTTACATAATAAATACATAGTATACACACTAATATATAATGTATGTAATACTAAAGT 
ATTACA 

Sequence 4142 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGACAGCTCATAGGAGAAGGGGGAAAAAATTA 

AAAAAATTAAAAAAAGCTCTGGGCAGCAGGCAGCCAATCAAAACGCCAGAGCCCGTAATG 

AGGGCGATTGATGGCTGTTTGGCTTTTACTGCAGGGTAATGAACTAGAATCCAGTCTGAG 

GAGG GGGAAAAATATGAATATTCATGAGACTGTGCTCCTGCCTTTGATGATTAAAGAAAT 

TTTTAATATTCAAATAAGCGCTTGCCAAGTGATTAACAAAGAACAAGCACGCAGAAATAT 

GGAAATGGGAGCCGGGAAAGATTTGAGAGGCGAACGTACCTGTGGAAGTTACTTCAACCC 

TGGGMGTAGGGACTTTCCAGCAGTCCCATATTCTGGATGGGATTTAATGATGGTAAATG 

TAAAACTGGAAGTGGAGAT 

Sequence 4143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGG 

TATCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAA 

CAMGTCAAACATTTTAAGTGTAGCTCTTGGTGCACTTTTAAAMATTATTAAATTGAAG 

CTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTTTAGCTTTTGAMTT 

AAATTCATAATATTACAATTCTGAATTCCT 

Sequence 4144 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAAACTGAATGCTCATGTTTCCACCTGC 

TTCTCGAGAAAGACAAGACAGAAGCGTGATCTCGGATGGCTGCAAGACAGGTATAACCCC 

CCCGCGTACCTCGGCCCGCGACCACGCTAAGGGCGAAATnnnnnnnnnnnnnnnnnnnnn 

nnnnnnnnnnnnnCGAAGCTCNGTACCAAGCTTGGGCGTAATCAATGGTCANTAGCCTGT 

TTTNCTGTGTGGAAANTTGTTATCCCGNTCACAATTTCCACACAACAATACCGAAGCCCN 

G AAAGCCATAAAAG GTGTA AAAAGCCCTTG 

Sequence 4145 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATAGAGGATCACGTAATTGCAGGAAATGTA 

GMGAATTTCGTMAGATTTCATTTNTAGAATATGGCTGACCTACAGGGAAGAATTCCCT 

CAAATAGAAGGCTCAACTTTGACAACAGACTGTGGGTGGGGCTGCACATTGAGAACTGGC 

CAGGATGCTNTTGGCTCAAGGACTCATACTACACTTTCTTGGTAGAGCTTGGACCTGGCC 

TGATGCTTTGMTATTGAAAATTCAGACTCTTGMTCATGGACTTCCCACACTGTCAAAA 

AA7TTACTGCATCATTTGAAGCATCACTTTCAGGGGGAAAGGAGAATTCAAAAACCCCCA 

ACAAATTTCTTCTGAAGGAAACAATTTGGG 

Sequence 4146 

GATATCTG CAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC l I I I I I I I I > H II I i 

"I AAACAGATGGTCATTTCAGCTCCTGGCTAAGGCCACAAAGCAAAGTGTCCTT 

TATTCACTGATTGTTGTTTGAGCAAGGGTGCCCTCCTCCCCCTTGCCAGGCTGCTGGGAG 
TGAGACAGATACAGCCTTGGCAGCAGTGTCTTGGAGTGATTGTGAATAAGGGATGTTTTC 
TCTCCTGTCTCTCTCCCAGTGTCTGGATGCCAGCCGCCCATGGCTNTGCTATTGGATCCT 
GCACAGCTTGGAACTGCTAGATGAACCCATCCCCCANATAGTGGTTACAGAGTGAGTCTG 
TCTTTGG G AAATCTG G G GTGTTCTCTG A A ATTGTrirrrTG AGTTTG GG ATTTTGTTTATG 
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ATNC TGTTTTGGTNGTNNGGGAATGGAAAAAAAACAGTGCCACAAANAAAATCTTTGCTC 

TTTTTAATGACCTCCG 

Sequence 4147 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTAATTACTACTGTATTTGCAAATTAAGGG 
AAATTTAGGTCATCATTATGATTTTCTGAAATCTAAAAGGAACTGACCATCATTACCAAG 
TCTTTCTAGATAATCAAGGGGTTAGATGGCCTGTTTTTAATGGTAGGGAAATTTAAATGG 
T AGGGC ATT TCCCT GCTTTTTNCAGGGTTTTTNAGGTATGGAAATTCANAAGGCCAATTA 

A AAAI I I I INGCNTAGGTTGCCAAAAATGGGNANCCCCANTTAAAATTTGNGTA 

AAGGGGGCCTTATTGTTAAAACTTATCCACCAAGNTTNTTGGCNATCNACCCCAACNAGG 
NCCC ANTTGG CCCCCA GTTTGGTTCCANCCMGGAATTTCCCTTCTTTTTGGTNNGCCAA 
TTTTCCANTCC I I 1 1 1 1 CCTTTTAAAAAAAAAACCACCAATTTNAANAAAGGGGCCNTGG 
CCCATTAAANAAAAGTCCTTCCAATNAAAAAAAAAANCCTTAAAAANTTTGGAAAAGGGN 
AACCAAG NG NTNGGGG ATTTCCGGCCCCTTNG AAGGNGTTTTGGGGG NAA 
Sequence 4148 

CCCTTAGCGGCCGCCCGGGCAGGTACGCGGGGATCGATGATGACTATAAAAAAAATGGAT 

CTCATCGGAATCTGAACAAAATGAGTGACCAAATCATTTCTGTGCCACTTCTGTGAGCTG 

AGGTCCAGCACTGGGACCATGCCAGGCAAGCATGAGGAGGGAGTTTACAGGGACTAGGGT 

ATTGGAAAACTAACCTACCCATATATATTAGAGCAAATGAATTGTTCTCAGTTCTGTAAA 

TATCCAGCTGTGGTTTGACATAGCMCTCTCTTTGTATTTGCTTGGCAGCATTTATAGAA 

ACAGCTGGTAGACCCTGGGGAACCAGGGCATAGTGAGATTCGTGGGACCGTTATTTCACC 

TACTCTTGAGCCATTCACACATTTGAGCTCCAGAATTATCTGGTCAATGAGCAGTCTCTT 

GAGGGTMTGAGATGGTCMCATNCAMTNCAMGATACTMTGGAGATTTACTTTTTTT 

TTTGAGATGGAGTCTCANTCTGNTGNCCAGCTGGAGTGCCATGGCATAATCTTGGNTTAA 

TGGAACCTTCACCTTCTGGGGTCAAGAANAATTTTCCCGCCCAACATTCCTGGGGTAGCT 

NGGGATTACAGGCGCCCCGCCACCACCCTGGGTAAATTTTTGGGGTTGGA 

Sequence 4149 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAGAGAAGCATGAAAAAGGTGCTCAGAAA 

ACAGATTGTCAAAAAACTTGGGAACCGTGGGTGCTGTTGCTTGGACTGCAAAGGGAATGT 

AGCCTACGCAACCTCCACAGGCGGTATCGTTAATAAAATGGTCGGCCGCGTTGGGGACTC 

ACCGTGTCTAGGAGCTGGAGGTT 

Sequence 4150 

CCCT TCGGC CGCCCGGGCAGGTA C 1 1 1 I I I I I I I I 1 1 1 1 I I I I I 1 1 1 I 1 1 I I ICTTTAAA 

TACTATTTTCCTTATATTGTTATCCACTCACTTTCTAAAAATTCATTAAGTCATTTAACA 

TAAATCTGAGCACCAATCATATGCCAATTNTATATTGGCAATACCAAATTGAATAAGACA 

TAGTGTATCTTCCAAGTAATTAGAGAAGATGTTAACCTACAAAATACTGTATAGCGCTAT 

AATTGGCTAGAATATTTTTAGTCATTAGGTAATGAATGCAAATCACTGCATATCATTGTT 

AAATCTACTTTGGGATATTTTATGTTTTAATAGAAAAA 

Sequence 4151 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCC 

CGGCTGGTTATGGAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAA 

TGACTGTTTCCAAGTTCATGGCAATTNAGAAGGCCCTTNAGCCAGACTGGTTCCAGTGCC 

TCTCCGATGGAGAA GTATC TTGTAAGGAAGCAACTTCCATAAAAAGGGTCAGAAAGTCTG 

TTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAGTCATGAAGTT 

CTTCANAAGAGTGTGATCATTGGAGTGATTGA 

Sequence 4152 

CCCTTTCGAGCGGCCGCCCCGGGCAGGTACCCCGGGGATACCTCTTTACGGACTCCACTT 

ATGACTCCCTAAAGCCCATGTCGAACCCCCATCGCTGGGTAATAATTATGCTTTGTTGTT 

TGGATATATGGAGGATGGGGATTATTGCTAGGATGAGGATGGATAGTAATAGGGCAAGGA 

CCCCTNCTAGTTTGTTAAGGGACGGATCGGANAGTTGTGTAGGCGAATAGGAAATATCAT 

TCCGGCTTGATGTGGGGAGGGGTGTT 

Sequence 4153 
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CCCTTAGCGTGG TCGC GGCCGAGGTACGCGGGGCCTGTAGCCAGGCGCCATCTTTGACGC 

TGGCAGTCTTGGTTTTCTGCTAGTGCTGCTGCGCTGGGGGGACGACGGACGGCAGCGGCC 

AAGGAAGAAGAAAGACGTGGCANCAAGCGGGAGTCGGGGATAGTGTCATCGGTTCGGTAA 

AGTTTCTGTTCTCTGATTTGGGGATATTCCCTGCCCAAAAAATTNCTGGAAAATTGACTA 

GTATTAAGTGTGAGTAAAAGGNGTCCACI I I 1 1 I 1 1 AMGTTTTGATTTTAGNTTTGNCT 

TGGATAGTATTTGGCAAGAATAACCTAAAAATTATGTAGTTTTATTACATAAGAATCAAA 

MA TGCTTTG GTACTGGGCTGGGTTCAAAAGTTTANAACTCATTTNTATGTATTAAAAAN 

NGGTTTTTTTGGGTTTGAA 1 1 I 1 1 1 I I I I I AAAATN 

Sequence 4154 

CCCTTTCGAGCG GCCG CCCGGGCAGGTACATGTGCACAATGTGCAGGTTAGTTACATATG 

TATACATGTNCCATTTTATATTTTTTGTANAGACCTNATTTCATCATGTTCCCCANNCTA 

NTCTCAAACTTCTAAACTTTAAACAATCCTCCTATCTCAACCTCCAATTACAAAACATAA 

ACCACCTTACCTAATCA CATCT ATTTTATTTCNATTTrTACTTTTTNAAMMTTTTCCA 

NMCATMTNCACTNCATTTTTCCAAACATCCAATATCAAAATAAAAAAATTTTTATAAT 

ATMTCTAMTCAATACCAAAMCCATTCCATTAACATTTATTAAATNAAATTTCTTTCT 

TTMCCTTCCCTAAAMCCTTTNAAMTTTCNATTTTTAAAAAAATCTTNAAAATTCCTA 

AAMAATANTTTTTTTCCCATATAAMTMCCCCAMCCTTTNATTTCATTTTTTCTTTT 

Sequence 4155 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCACACTACTAGATGTTAAAACTATATGAT 

TATTGGCATATA CTGAC TGACTGCAATATTTGTAGTAAATAGGGAAAATAAGTATTTAGT 

T GGAGG G GATAAT TTTGAATCNAATCACCTTGAAATGTTNNTATGGNAAATGGTAAAAAN 

TATm CCTTT mCmTNGCTTmCCTTTGGNGGNTAAAMGGGNTMTMTAMTTT 

NCC TMTT TTNNCTNANTGGGAAMTTTCCTTTAATTTTCCAAAANTTAACCNAGGTTTC 

CTTATTTTAAAAAANGNAG GGTTNAT TNACCCTTCCCTTTATTTTTGGNNAATGGGAAAA 

AAAAA AAAC AACCC CTTN A 1 1 1 1 1 1 I 1 1 IGGNAAAANTAAGGGTCNANGTTNTTNGNCCA 

NNNCCTTTTGGATCTTTTGGTGAANTAAAAAAATTANCTTTAAAAAAANANAAANTAATT 

TCTCTTTAAATCCANGNNAATN 1 1 I I 1 1 I I 1 1 I CCCCCCCCCTTTTAAAAAAAANTTGG A 

AAAATTTTAAATTCCTT 

Sequence 4156 

CCCTTTCGAGCGGCCCGCCCGGGCAAATTCCCATGATGTCAGACCACTGGAGTTTCCAGG 

GGCAACACCCCATAACCGTCCCGCTGCAGAAGAGCATCAGAAGTTCAGAAGAATGCAAAG 

GATCTCAGTGGGAACGCGGACAGGAGAGCCCCAAACCAACACATGCTAGGGCTCTCTAGG 

CCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGATCTTTCTGAGG7TGGTGCAACT 

GAGGAAACGAAAGTTTCGGCCTCTGCTGTCAGATCTATGAAAGGAAAGAACTGTGACCTT 

GTCCCCTTTTGTTTTCTTTGACTTAAAACAAAAAGAAAATCAC 

Sequence 4157 

CCCTTA GCGT GGTCGCGGCCGAGGTACGCGGGGAAGGTTCTTTTCCCTCAACACTGTGGC 

CAGTTGTTTTMCTTCACTACTTGGGATGGTAATTGGCATTAGGCGTTTTACCAAGTTCT 

TTAAGCCTTTCTTAATATAACATCTGAATTGGGAGATAGCTCATTGTGGCCTGGGTGCTG 

GACTTTTCATATTAAGTCCTGTCTTAGCCAAGGGAGAAGAATGTAAGGATAGGACCACCA 

ATATCACAGGGGCTGTCTGAGCCTTTACCTGTGATTTTCTACCACTCTGTGGCCTTCTGG 

AGCAATGGACAACCAAGTCAGCTATGCAGTTNATAAAAAGTGGGACCTGGTTATATGTCA 

TCCAACAGCATATGGGCCCTGCAAGCCTGT 

Sequence 4158 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCTAGCTTTTATTCAT 

TTTATTATTCATCTTTATTGCTTTCATTGCACATGCTGTTAACTTCTTATGAACTCTTTG 

^CT MTA MTMGCATATCCAGGTTTTTCATAAATAAATGAGGAGTCTATAAATTCTTA 

CTAG TTTTA ATAGAAACATTGCCACTAAAATGGTGTATTCTAGCTGTGTGAGCTTTTGGA 

AAATGTTTTCATTTCCTTTATGTTTGAATGTTCCTTCCAGGTCTTTGAAAATATACATTC 

TGAGTTGAAAAGCTTTATAATAGGTAAAACTCATTAACCCATATACTTTNCATGCTGGGC 

ACAGCAAGGTGTGGGTAGGTAGAAAATATAAGATGACTCCCAAGATTTTTGCACCCTGGC 
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ATACACATATGCCTTTCCAGTTGTTGAAACACTAATTTAGGTGCTGCTGTGAAGGGATTT 
TGTAGATGTGAATAATGTTCCAAATCAAGTGGGCCTTAAGATAGAAAGATGATCCTGGAT 
G GG CCAAG AATCTTATCAANTTGAGTCCTTAAAGGGAA 
Sequence 4159 

CCCTT TCGAG CGCCGCCCGGGCAGGTACGCGGGTGATAAAAAAAAAAAAAAAAAAAATGA 

CTGCATTTTTAAGGCCTANCGCTTCAAAGGCTATATTGTCTTATGTGTCTGACTTTGGCA 

TCTGCCCTTTCTGACTTTTGACCCTGCAGCCTTCAGCATGCCGGAAGTGAATGTGGACTA 

TAATGCCAGCTCAAANACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGT 

GGTNTGGGCATCCCAAGTTGACCAGGGAGCCAACTTNTCGGAAGTNTNCAATACCAGNTT 

TGAGCTGAACTCTGANAATGTGACCATGAAGGTTGTGTCTGTGCTCTACAATGTTACGAT 
CAAC 

Sequence 4160 

CCCTTAGCGTGGTCGCCGGCCGAGGTACATACAATATAATGAAAACATGAAGAGATTCAA 

AAGCTTCAATCATATCTCAATATATAAAATATCTTCAGAACGTAAAATATTAAAGCAAAA 

AAGTNGG AGAAAA TAATTNTATAAATGATCCAAAAATAGGAAAGCATGAATAACCATCTC 

MCCACCATTTT TAAA AAAAAANCATGNTTCCAANAAAATTACNAGCCATAAACCCCTTT 

CCAATACTTTACTTTTGGTGGAACCTTAAACCTTCCAAAAAACCTTGGNTTTAATTAANT 

CCCCAMTTMTTTTCCTTNCATTTAAGTTGGCCCTTTAAATTTGGGTTTNMTTTTTTA 

CNTNGGMTTAAAGATMTTAANCTTTCCCCCAAAGGCCGGTTTAATTTCAANCAAAAAT 

TGGCCTTTAMTTTTCCMCCAACCCTTTTMGGCCTTCCCTTCCTTTTCTCCAACCTTA 

AAAAANCCTTGGGTTAAAAANGTNTTCNTTTTNTTGGGAGGGGNTCCAAANGGGGAACCN 
CAAT 

Sequence 41 61 

CGCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTCGAGCGGCCCGCCCGGGCAGGTAC 

" 1 1 1 I 1 1 1 1 I I 1 1 1 1 1 I 1 1 1 I | I NGCACAATGAAATACATTACCTCTTCAAAAAAATTT 

TTGTGAATTAATCAAAACCAAGTTTGATATGAAAATAAGAATAACACACTAAAATGATAT 

GCAGCAGACAGGTCGCAAACTTGGAGTGATATTTACAATTCAAAAACCTAAATGATTAAT 

GTCAAAATACATAAAAGACTCCTACAAATCAGTGAAAGAAAGCAATCCAGTGGTGAGGTG 

GAAATGAACAAGAGATGCACATACATTTCACTGATGATCAACAATCAATAAACATGAAAT 

AATACTAAACTTATTAATCAGCAGAGTGAAAAGTAAAA 

Sequence 4162 

CCCTTAGCGTGGTCGC GGCCG AGGTACCATTCATAAAATGCCCAAAAGAGAGTTGGAATG 

GTTATACTATATGATGTGTTTTGTTTTTGTTTTCAATGAAATTATAAATGAAAATGAAAA 

CAAAT TATGC AAAAATTTATAGAATGCAGCTGAAGCAGTGCTCAGAAGGAGATTTTACAG 

GCCTAT TTTTAAAAAGAAGAAAGATGGCAAATCAATAATGCAGCCTTCAATCTTATGAAT 

1 1 1 1 1 l AAATAAAAAAACATACTAAACCTGGAGCATGTATTAGTAATAATACATACTAAT 

ACATATTAATACACAAGGAACAAGC 

Sequence 4163 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 I I I 1 1 I I I I I I 1 1 1 1 1 1 I C TGTTCCCC 

AGCANAAGAAAAGAAAATCTAATAAAGGATTTCACAACCTACCATCGGGATGATCTTGGT 

CACGCACAGMTGATCTGTCACTTCACCGCCTTTTGTMTATTTTCATCCTTTGCAAAAT 

CTMCAACMACMGCAAMCCTTTGGTCAGCATTTTTAACTTGGAAACAGAGCAGCTTT 

CAGCACTMCATGATANATTTATGTTTGAGGAAMATANMTTTATTCGTTTTAAAAATA 

ACCACTCAAATACATATGTTTGCCAAT 

Sequence 4164 

C CCTTTC GAGCGGCCGCCCGGGCAGGTACATAAGAAATAAATTCAAGCAGAAGAGCATAA 

TATTTTTATTCT TCATG AATACAGTGTATATGTAMCTACTTTTGTTTGGTCTCCTAGTT 

TTAAAAAAGCACTTTTGGCTTTCACTCAGTAACACTCCAAGTACAAGACTCAAGTAAATA 

GAAAGGCAGCTTTCMTCGCAMTCAGTTTTTCAGATTTTACTGTGGAAGCATATTTAAT 

GCACACATTTGMTGTTACACATAAATAATTTTAACGATGGAGTCCAAGTTCTGGATTTT 

ACATTAGATCTGCATATATAAGACACTTGTGGTCAAATTTCAAGATTGGTAAAGCCAGTT 
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TCAAGCTGCTTATATT 
Sequence 4165 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCACTCTTGTTTCCAATTCACCCCAGGTCAT 

TCAACTCTATAGCCACTCCTAATGCCTCTCCTGAGGTAGGCAAAAGTGGGCTTCCCAAAC 

CAMMGATTCACAGATCCATGAAGAAACTGAACATTCACTTCAAATTTCCTCCTCTGAT 

CTTGGCAACTGCAGGAAATGAAAGCATTTGTCCAGATCTCTGGCAAAGATGGCACTGTGG 

TGTTTTCTCTGGGGCCAGGTTGTGCAAAACCTTATAGAAGAGAAGGCTGATCTCATTGCT 

TCAGACTTGGGCCAAAATTCCACAGAAGGAAGACCCACTACATTATCTGAGACAATGGGG 

GAMGCTGACGTATGG GCTT ATTCGAAACTCCTGGAATTTTCMGTTTCCATATCCACTT 

CTTACCAMTGTTTGGATTTTGGTTGGAGGGACTTCCACTGGCAAACCTGCCAAACCCCT 

GCC 

Sequence 41 66 

GATATCTGCAG AATTC GCCCTTGGTCGCGGCCGAGGTACCAAGCATTCTGCTTGGTATTG 

ATGTGCATTATCTTTTACMCTATTATCTCCATTTTACAGATCAGGACATAACGGTATAG 

AGAMTTAGACAGAGGACCAGTTTTCCAACAGAGTGCTATGTAGCTTCCACTAAGACCAA 

MGCC TCCTT CTACTGAGCACTTAATAAGTATGTAGGGCCGAGCTAAGCACTTTTCAAAT 

ATTATCTTTTCTACTGTAGGGTAAMTGTTACCTTTTCTAMCTAGTCTTMTAGTTTTC 

TAAGGAAGCTGTTAAGCTGGATATATATAAACTAAAGTAAAACTCCTGGTAATTATCTAA 

TGAAMTAAGATTCTCMCATAAATATGTTTTGAACTTCGGGGCTGAAAAATTATAAACA 

TMTCTNAACCTGCATTATTTTTTCCATTTCCTTTAAAATATAACCCA 

Sequence 4167 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTTAAAAAAATTTTAACCTGGGAATATTTTAA 

CTCTCA GCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTAC 

ATTTTTMTG TTGACTT TGGAGTTGGCACACTGGAMAGMTTAGAGGTAAGATGACTTG 

ATAMGAAGCTTTTTTGCTGCTTACAGAACTAAATCCCTTCATATTGAGCCTAGAGTTGG 

TCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 

Sequence 4168 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATGTTAATAGATATTCCTGAAATAAATAA 

AGGAATTAGGATGGTTAGGAACGTCCTTCCAGAANAAATGCAAGGCTGGCCATGAAAGGT 

GACTATATCGTAATAGGCAGAAGGTGGCAGCGCAGGTATGGGTCGTAAGAAGAACCTTAT 

AGGAAAGGAGGTCAACTTGCCCCAGTGCCATGAGCTCAGCACTACAACCTGGTGCAGGAC 

TTCGAAGTAATAGAAAGCGAGGCTGCAAAGGTGGACAGGGACCTGAAGACAGAGGGCCAG 

GTTAGTGAGAGCAGACTTACCACGGGCATA 

Sequence 4169 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAATCATGTGGATAGATGTGCATTTGTGGGTA 

TCTGTGAATA CAAA TACACAATTTTCAGATAGAAGTAGTATAAGAAAAAGAAATCAAACA 

AAGTCAAACATTTTMGNGGTAAGCTCTTGGNGCACTTTTAAAAAAAATTATTAAATTGA 

AGCTGTAGTTTATTCTCATCATTGTCATCCTATATTAGTGATTTTCTCTAGCTTTTGGAA 

ATTAMTTCATMTATTACMTTCTTGAATTCCTATGTATGTATATGTTAAGNAATCCTT 

TTAATGGGGGACTTGACTTTCATATGGTGTGTTGGCTGCATTCTG 

Sequence 4170 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGTTACTCTTACAGATGTCTCAATTAATTT 
TMCCTCTATCCCTMTGGTGTTTAMTTTTGGTAAAGAAAAATTCAI I I I I ICTTTATT 
TTCCAAGAAATG GTAA GCTATCTTTGTCCCTATGGGAGATGTGGACAGAGAAAACTTTCT 
GTCTCTGATGTCTTTTGTGTGAGACMGATTTTAGGAAATAAATAAGTGGTGCAGGGAAT 
TGTGAGATTMTTTCACCTCCTTTTCTGTCTCCTCTCTCTTTTATATMTCTTTATCTCT 
GCTTCTAACMTCTCCTTATCAGAATTTCTAACATATGTAATGATNAGAGAGAGAAAAAC 
TGCCACCACAGGATCAAATTTCATTTCTTMTCTGGAGAMCAGGAGTCTAGTTTTTCCA 
Sequence 4171 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACATCAGAAACTTCTCCATAAGGAAAGAAAAC 
TGACTCTCTCTTGAACTAGTGTTGATAAAATACACTAATGTCTTTCTTAATTTTATTTTA 
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TTAGGAGAAAAATCAGMTATTAMTTTGCAMCTTTTGAACAGCAGTAATAGCTCCTTA 

GACACTCAGTAT CTTTCTT CCCTATCTTTCAAGCACATTTMTTTCTTTCCCCTGGTATT 

TGTTTGCTTTGTGTTTTTTCMTATTTTGTTTGCTAAAGAACAATAACAACM 

GGTCCAGCCCTGACACCTACTTTTGCTTTTTTTCTTTCTT^ 

TAGGTTTCTTTCTGAGATGTATTTTTCATTCTTCCMTAATGCTCTCTTTT^ 

MCCATTACCACTTTCAATATGTAATTAACATCCTCATTCATCAGAAAGCTGGTAAGTCC 

ACACAGCATTTGTGCAGTATNCCTTCTGTGTNAAATGGTAAAGGCTTTAAGATGAAAGAA 

AAAAA GAACTT TCTGCAAAAGACAAAAGCATCATACTAAATAAAATGGATGACATATGGC 

CTTGATTTTTTCTTAATGGAGGTCACANTGGCATTTAAGAAGGTAAAAAAAT 

Sequence 4172 

GCTCNAGCGGCC GCCAG TGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGC 

CCGGGCAGGTACATTTTATTGTGGCCGGTGGCCAGGGGGGAGTGGGGGCGGTAGTCTTTT 

GCATTT ACTAACTCCTTATTTAGACATTACTCCTCCAGGTTTAGAAAAAAAAAGCCATAA 

I I I I l l ATGTCAGCAACTGCTATTGATAACAACAACAGTAATAATAGTAGTAGCTATCTT 

TTATMGATGCCMCTACATGTCAGTCACTATATTGGGTGTTTTTGGCTGCCCGGATTCC 

TTTCTGGMTAAGAGCTCTGTAGACTGTTTTTAATATAAGTAAGTGACAGAGAAAGGAGG 

CMACCAGCTTGTCTAC TTCTT AAACTATGCCTTCAGTATTTATTANGAACCTCGATATG 

CTTGAAGTAGATGATACATTTTCCCCAGCATTCAGACTCTTGAACAACTTGTGAAATCTA 

CCCMGTGAATTAT AATT MCTGCGTCACATTTATCATTATACTGACCTTTGAGCATTCC 

CCCMCTCACANTATTTTGTTTCTTAANTATGGGATATTCGCTTGCTTTGTGAAAAACAT 

GAAMTGGTAAGCAGAACTCANTGCTTTCCCCACCANAAGGCATTTGNGGGAAGTTTTCA 

AGGATCCTTTGGMTTTGNCAATTGGCCAATACCCAATTTNTTTTGAAAACCTT 

TCCAGTTMTATTGCNCCATTTACATTAAANAAAAATGGGCCCAAAATTTCCGGAATCCG 

GTCTGGGAAACAAAANCTNGNCGGCGGGNNAANGGTTAAATTACTTTTGGTTAANNGGNT 

ANCCGGAAAANGGGNTNAAAAAAAATCCNT 

Sequence 4173 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTAACAAAGAAGCAGGTCTTATGGCCT 

MTCATCTCATAAAAGCACCACCTCTTAATACTATCACATTGGCAATACCTTGATTTTGG 

AGGGGACACATTTCAAACCATAGCAGAGACCACTAAGTATAGGGAAGACTAAACCCGAGA 

ACCAAGT GGCC AGAAGGCTGCACTAGCTCAGCTGATTCTGCTATTACACTTAGATAAAGT 

ATGAGCCTTTTGCTACTGAATCAACAGAAAGGCTGCCCGAAAGCAGTGAGTCTCAGATGC 

CTCCCATGAAGTTCACACATCACACCAGGGACTTCTACTCATACGTGGAAAAGCTAGAGA 

ATCATGGTTTTAGGTAGGCAAGGG 

Sequence 4174 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTC 

TCTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTC 

ACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCA 

CTCTGAMTCAATGTGMTTTAACTTCAGTTCCATACAGAMCTTTTTTTCCACAGGAGT 

TTMGCCCA AGCTG GAGTGCGATGGTGCAATCCCAACTCACTGCAACCTCTGCCTCCCAG 

GTTCMGCTATTTTCCTGGCTTAGCCTCCCGGAGTAGCTNGAATTACAGGATGTGCCGCC 

CCCAT 

Sequence 4175 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGATAAAGGGCCTTCTTATATAGTCTCC 

CMTTCTATCTGGGCCATTTTGAAGATAGATATTGGAATGTTCCCTGCAAAGAAAAACAA 

GACAACTCTATCAGAAGCCATCATTTCTAGGGATGACATTATCATTATANTTCAATAACA 

TTATNATTAGAGAAATTAANGAGCACATCACATTGAATGTTNGCCTGTNGNAGGGATGCC 

TCCNAMTTGAANTGGAGGGCTGGTAGTTAGCCCTGTTATTTTAATGATGTGAGGCTTTC 

CATATCAGGTNTATTGTCAGAGAACCATCTGCGAAGGCATCATAGAAATGTAGGTGCATC 

TTACTGMGTATTTTCTCCATGATTTTT 

Sequence 4176 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTT N I I I I I I I I I I I I I I II I I I I I GCACAAT 
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GMATACATTACCTCTTCAAAAAAATTTTTGTGAATTMTCAAAACCAAGTTTGATATGA 

AAATAAGAATAACACACTAAAATGATATGCAGCAGACAGGTCGCAAACTTGGAGTGATAT 

TTACAATTCAAAAACCTAAATGATTAATGTCAAAATACATAAAAGACTCCTACAAATCAG 

TGAAAGAAAGCAATCCAGTGGTGAGGTGGAAATGAACAAGAGATGCACATACATTTCACT 

GATGATCAACAATCAATAAACATGAAATAATACTAAACTTATTAATCAGCAGAGTGAAAA 

GTAA 

Sequence 4177 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTTCACATGGGGCCAATCTGTCTTTG 

CAAAAAAGAAGTGAGAAAGGAATCCTTGATACTTTCCCCTAGAAGTCCAGCATCTGCTTG 

TTTMATACATATCTCATGTAAAACGGGAMGATAAAAAATATTGAAAAGTGAAGTTTTA 

AAACCTTATACTAAAGATCTTTATACTGCAGTCTGTCTCACACAATATATCATTGTCTGG 

CTTTCMCAACAAAAAATTACTAGGCGTTCTAAAAGACAAATAAGTCACAGTTTGAAGAA 

ACAGAGCAAGCATTAGAACCAG 

Sequence 4178 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGACCGTTCATTTAGCAAACTCAAATCCAGCC 

CACCCTTACCGTTTCCACCGCAGCCAGCTGGAGCTCTGTGACAGCAGCATACAATTCTTT 

CTTTGAAAGCCGATTCTGGTGATAAATGTCACAAAGGAAATCTGCACTAGGCTGCTGAGA 

ATACTTCTCTAACCGGTTGTCGATACAAGCTTTGACTATTAGAGCAGAGAAGAAAGAGAG 

GAAGTCAGCTGAAAATTGGGATGAGGAAAATCACAGAAGAAAACCTCAGTCCAAACTCCT 

TCTTGCMTATCTAMTAGTCTTTTCAGGAACACTGACAATTTGCTACACACACTAATTA 

TATTATTGCCTTCTTGTCAAGTCGGCAAGGATTTTTCAATACCGACATGAGCAAGGCTTC 

TCAMCTTTAATGTGGATAGGAGTCACCTAGGCATCTTCTCAAAATGCAGAATCTGAATC 

ANGGCTTGGGTAGGCCTGGAACTCTGCATTCCTAATAAAGCTTCTAGGTGATGCTTGATG 

CCACTGGGCTGCAGGTCATAGTTTTGAGTAGTAAGAAGTTTAGATCTTGGGAGAAAAAAG 

TGTAAAAGAAGGTAGGANTTG 

Sequence 4179 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTATATTGGTTTTATTTATGGMTTGTTT 
TATAGTG CATAC AAATCAGCGATCAGCCAGCAMTATTTTTCTTTGAGCTTGTGAAAGCT 
CTGTGTTCTTTTGCCTTCMTCTGTTGTCTTCAAAACAAACAAACAAAAAAAGCTTCTTG 
CGCCTTTCCCTCCCCtGTTTTCTTCCTTTTTCTTTT^ 

TACTTCGTMGAAACAAAATGCCAGTATTTTCTTAAGCCATGATGTGAAACCAATGACCC 

TGTGACCACATGGCACAGAACA 

Sequence 4180 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATAACCATG 

CACACTACTATAACCACCCTAACCCTGACTTCCCTAATTCCCCCCATCCTTACCACCCTC 

GTTAACCCTAACAAAAAAAACTCATACCCCCATTATGTAAAATCCATTTGCCACTCCACC 

ATCCCCCCATTTCCAGAGCTTGTTTGAAATTGCTCATCTAATGGTATCTCTCCTCCAATT 

TTCmGTTCTTAAMATACACATATTTAAMTATTTTTTAAAAATAACTC 

TATTTTGGTGGCATCTTGGGCATAGAGGGAGGAACTAAAGGAGCATCGTAAATATGCCAT 

GATGAGGTGCAAGTGATATTAMGACACTGCMTTTTTGAATGAAMGCAGTTTATCCAG 

CTGGTTMTMTTMTATCTTGTMTMTGTCGAMTGATAGTATTTGGAAATTGTAAGG 

GAAGTATACTTAAAGGATATGCTCTTTCCATGTTTTGCTTATTAGAATCCACTGATGTTT 

TACCAAATGAGAAGAAGCATAGCATTCTTAANAAATATGAGAATCCNTNAAAAACAACAT 

TTCCAGGATTTTATCTGGTATT 

Sequence 4181 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTA I I I I 1 1 I I I I I I I I 1 1 NTTNNGAAATGAA 

CAMTAmATTTATCTTTTATMCMGTAAGGCMTGTTGCTTAAAGGAAGACAAACAA 

ACATMAAGATTCCNGTTGACMTGCATTTnTCATCTGTTCGGCACMTGCTTTTGTCA 

TAATGGAGATGTGACAGCAAACTTTCCAGGACATTCAGTCTTCGGCGGCAGCACTTAGGG 

CAGATGACTNGCCGCTCANATTCTCTATCTTTGTTTCAGGACAGTGGAA 

Sequence 4182 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTTAAGGAAGAGTATTGTTGAAGATACACTT 

AGTTTTGTMGATATATTAATTTGATCACTTGCACGTGTAGTGAATTATTGCAAAGAATT 

GTCCAGTATAGAAATGGCTTCCAGAGACACTGCAATCTCTACTGTGCTGATTCACACTGC 

ATCATATGATATAGAGGTTGTATCTTMTTTAGCATGGTCCTACTGGATTTGCTTTTTAT 

TACTAAATTACTAAATAACCTTAGAGACTAAAGACAATACAGCATTGTGAGATAATTAGG 

GGGTATTGTCTTTAGCCTCTAGGGTTGTGGTAAATCTGGGCATCGTCTCACTGGATTCTC 

GACTCAGGATCTCATAAGGCTAAACTCAAGGTGTTGGCTTGGTTGCATCCTCATCTGGCA 

TTCAAAAGTTCCTTT 

Sequence 4183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGTCCTGAGTGAGTTGGAATTTAAAACCTT 

GGTCTCAGGTTCGTAACCTTGGTGCTCCAGGATTAGATTAGGCTTTTCTGAGTGGAATAC 

TACCATTTCAACCATTCTAAGGAGTCAACGTTCTTATATGATTAACTACAGAAATGACTT 

TCAAGAGCTGGTGTGATCAGTCTAACCCTCTTGCTTAATGACCAAATCACTTTTACTATT 

TAATTCTGTTCTTCTGGGGGTGAGTTAAATGATAAAATATCTTAAGANGGAAATCTTATT 

GMCAMTATTATCTTGGCAAAACATTTGTCACAAATAGGTGAGTTTATCCTGGCTTCTT 

AGGGAMGGAGGCTTGGMTATATTTMTNGTGTTMGATMGCTATTTGCTTCTTTTCC 

CmCTACTGNATTCCCATTTG NAAAT TTGGTCCCCAAACCATGCCAGCTTTTACATTCA 

MGGATACATATTTCACTCTCCTTTTTCCCCCTTNTGCTAGTGGCCTAAATCAGGATCCT 

ATTCGCTNTCATTCTGATCTATAAAAAAAA 

Sequence 4184 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGTATTCAGACTTAAGAAACATCAGGC 

CTTAGACTTTTGAAAAACCACATCTTTAAATTCTGTAGCAGTGAAAGTCCAGAGCTCTCA 

CACAAGCTCTGCTCTTGTCTTAAAGAAGGGAAAGAAAAATATATCTCACTTTTACCAGTG 

AGCTTACAACTGAGGAAACAAGACAAAACTTATTCCTCAGTCAGATTACTCGGCCCCACA 

AATGTTGAGTAGAAATTGGTAAAGTATCAAAGATCAATAAGATGAAAGAAGGCAACACAC 

ACACACACACACACACACACACACAC 

Sequence 4185 

CC CTTTCGA GCGGCCGCCCGGGCAGGTACAAAACTTGTGGATCCATCAATGAGGCATCTG 

CCA 1 1 1 1 i iCTTTCTTCCCCTCTATATTACAAGTTCTGGAATGCCTGTTCTAATTCTCCA 

AGGAGAATTAGAAAATAAAAGGCAGAGTCTAGAGCCATGTCAATATCCTCCCACAGAATG 

TGTATGGAGAATATTCCACTGGGAACCATGATAGATAAAAACTTACCAGGAAGAGCAAAA 

CATCAAGAGAGTCTGACAAAAGCTCTGCCCTCCTCTGTAACCCAGCAGCCTCTGCAGAAT 

CATCCTTTCTTCATTGTT 

Sequence 4186 

CCCTTTCGAGCGGNCGC CCGG GCAGGTNCAAGTGCATACAAGGGGATGATAACCNACTGN 

NCCATATGCMNAGTTTGTTTTCCCTAANTAAACAATAAATGTGCTGGNGCAAATNTTTT 

GTTNTTTGTTNTTTAAAAMTCTTCTTCTTNCATNTAAAAATTGTTAAAAAAAAAAAATC 

TCTTTATTTNTNTATCACANCCCANACATTTCAAAAAACTATCTATAATAATAAACATAT 

TTTTNANNTTTCCAATCCMCCCNAAAATATAATCAAAATAAATATTCCATTCCACATTA 

ACAATTCCMTTTAAANMTTCTTTACAAAAAAMTTTTTTAATAAACCTCNTTAACNCA 

ATAT ATTNT CCTTATAAAAAACCCTAAANTCTTTATTAAACATCCAAACCTNNCTNTATA 

ATNCTTTTTNCMTTNMNACCTTCNACMCTCCCCCCCCTTCATTAAAAAATTTTAACN 

AAATTCTTCANCTATTTAACACATTCCNTAACCANNAATATACTCCTCTTNTTNNCACCN 

CTTACMMGTTTAAAANMCTTTNTMTATTTCCTCCAAAAAATTNACCCCACTNTTTT 

TTTTNAAATTAAACATTTTTTATTGCAA A I I I I 1 1 1 1 I I I 

Sequence 4187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGGACCGGCAAGATGGCGGCGCGGACAGCG 

TTCGGTGCTGTGTGCCGGCGCCTCTGGCAGGGATTGGGGAATTTTTCTGTAAACACTTCT 

AAGGGCAATACAGCCAAAAATGGTGGCTTGCTTCTCAGTACATACATACATTTAGGATTT 

CCATGTCTTCTTGGAGAATTTATAATGTGTCCTGTTGGTTCGCAATAATACTTCTTATTC 

TGAAGTCTCCTTTATCTGAAATTAATATAGCCACTCTAGCTTTCCACACTCACCTAAATT 
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CAGCCTTTATTAGTTCATTAAAAATTATTATTTTAATCTTCCTACTGATTTGTATGGCAT 
TTGGTGGCATCAATCCAAATAAGCAGATGCATAGGTCCTGTTTCTCCCTTCAAGTTCCTN 
TCTCCCTACAGATTTCAA 
Sequence 4188 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCATTTCTACTTGGTATATGAAAATAATATATG 

TTTGATGTATTCAGTGAAATTCCAGTTAACTCATAACTCTTTGAGGCCATGGATGGAGAG 

GTGGCA7TATTAGTCTCTACCTCCAGTGCCTCACACAATTCCTGGGCACAGAAAGAGACA 

TACAATTCATG7TGGGTCAATCAAAGAATGATTGATCATTGGCACCTCCTGATTCTATTT 

GGTGGTCAGAGAAAGTGGCAGGACTTMGTTATTTTACATATAAACATTTCTTGCAAAAT 

TTGGAGAGGATGTTTTGATGGCTTGAGATCTTTTMTTTCTTTGAGTTACTTTCATTGTC 

CTTCCCACCCCCCAATTAAAGGCAAACAATGGGCACTTTGCTCTTGCTTAACCTAGATTG 

TCTTCAAAAAACTATTAAAAATGTTAAAAGGCTTAACANAAAAAACAAAAAAGACGTTTA 

ACAGATGTCAAAAAAGCTTCCTTANTGTTTGAAAAATAAATGCTTAAAACCAAAAGA 

Sequence 41 89 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGG 

TACAAAAAGGTATACAGAGTGACATAATGGACACTAGAGACTCAAAGTGGGGAGGGTAAG 

AGGGGGGCAAGGTATAAAAAACCACATATTGGGTACGCGGACTTGTGGCAATTCTCTTGT 

CTTGCTG CMCT GTTATTGAAGCCTTACTTCCAATTTCACTTTGAAAAGCACATAATAAT 

GGCATTAATTTTGCnTTGATCTGAGGCTTTCTCTGATGACTGAATACTATAATTTGCCCA 

ATGCGCTGACTTTGATATGTTTTTCTTGATTAAGCTTACATAGGTATTGCATGTCACAAC 

TGGTGGGCTATAATAATTTTATAGTTGACTGAATGTCAAATTAAAAATGTGTATGAGATA 

AGTTAAGGATCCTATCCCAGTTMTTATTCACATGGGATTCCTAAAATTTTGTGTTAATG 

AGCTGAAACATTCTGAAAGACCAAATGCCTGNAATGTTTTAAAAGGGAGAA 

Sequence 4190 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATAATATCCAAAGTCTGAAGGCTTAAGCTGT 

CATCACAGAGTTACTAGAGGACACTTATCTTTGACATGATCTGATATCAGAAACGAGTGT 

AGACTTGTAGTCATTTAGAACTCAAAAGAGATCTTAGAGTCTTCTAGATCAGTGGCTCCT 

AAAAGCTACTCAAGAATAGGGCTCATGTTTTTAATGGGGAACTTT 

Sequence 4191 

CCCTTCGGCCGCCCGGGCAGGTACCCCTTCACATACTCAAGGNCAAGATGGGTTTGCAGA 

AATCAT ATCT GACCATCTGGCCTCTGCTAGTAGATATGGCCCCATCCCAGCATTTTTAAG 

MGATGTTTTNTGTTTGTATTTATTTTCCCCCAATGGGGGGTATAAAAATCTACCAAATA 

AGGGAATTATTAAATTGAAATTCCAANGANATTAAAAAATACANTCTTCTACCTTCCACC 

MNAGNAAAAACCGNTTTCCTTTAGGGNGTTTAAMTGGNGTNTTTTTTTAAGATTTNGG 

CCTGGGAANCCCTTTAATTTTCCNAGTCCANCMTTTTNATlvrrTTTAAAAAAAAGGNTNG 

GGCCAAAAAAAAATNTTCCAAGNGGGNNCAAANTTCCTTGNAANNAAAATTTCCAAAAAA 

AAGGATNGGGGCCGGGGCCCCAACCAAGGGTTTTTTTGGGGGTATNGGGAACCAACCTAC 

CAATTNCCAATTACCAAAANCCCCCCCCATTT 

Sequence 4192 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAGAACTATTGGGAAGGTCACACAAGAGATA 

TGACCCAGGCTTAAAAGGAAACATGCATCAAGGATACATTAATATAAAACTTGGAATCTA 

GTAAGAAAG GAAAAA GGAAAGTGGTATATTCTTAAAGTAATGACAGATTGTTGGAAGAGA 

TGATACAAACi I I I I AAAAAAAAATGCCTTTTAACAAATATTAAAACCTGCAAAATGGCA 

CTTGTGGTGATTATTCTGGAGAATAAACAGATTACATAAGATTTTGTCAGGTGACAAATG 

TACAACTCGGACTAAATCTGGTGAAAAGTGTTTAATTGGACAAATAACTGATAAGCTTAA 

AGATAACCCAGCACAATTTCACAAGAGAACCAGCTCACCCAACTAAAAATTTCTTAATAG 

CAATTGACACTGAAGTTGTATTAAGTGTATAAATTAGTTGATGAAACTGAACAAATAGAA 

AACCCATTCCTCCNTTTCCT 

Sequence 41 93 

CC CTTTCG AGCGGCCGCCCGGGCAGGTACAACGTGGGCAAGCATCTGTGCATATGAAATG 
CTGTTTTTCTAAAAGATTTCTCACATTGGCAMCTGAGAGATTTTCTTTGGAACACAGGA 
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AAGATTATATTAATGCTTATAGCCATACCATGTCTGAATATGGGAGGATGACAGACACAG 

AACGAGACCAGATAGACCAGGATGCCCAGATATTCATGAGGACCTGTTCAGAAGCAATTC 

AGCAAC TACG AACAGAAGCTCACAAGGAGATACATTCCCAGCAAGTGAAGGAGCACAGGA 

CCGCTGTTTTGGATTTCATTGAAGATTACTTGAAAAGAGTATGTAAACTTTACTCAGAAC 

AGAGAGCCATCCGAGTTAAAAGAGTGGTGGATAAGAAAAGATTATCTAAGCTGGAACCAG 

AACCAAATCAAAGACAAGAGAATCCACATCTTCTGAGAAAGTTTCACAGAGTCCTTCAAA 

AGACTTTGAAGAAAACCCTGCCACTGAAGAACGTNCAGAAAAAATTTTGGCTGAAACCCA 

ACCTGAATTGGGAACCGTGGGGAGAATGGCAAAAGGCGA 

Sequence 4194 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTAAAAAAATTTTAACCTGGGAATATTTTA 

AC TCTCA GCATTGAGATGTATAAGGAAAAGCTCTCTGTGATATTTACACAGGTCCATTTA 

CATTTTTAATG TTGACTT TGGAGTTGGCACACTGGAAAAGAATTAGAGGTAAGATGACTT 

GATAAAGAAGC I I 1 1 I I GCTGCTTACAGAACTAAATCCCTTCATATTGAGCCTAGAGTTG 

GTCCTTCTTATCACAAATGCTATGCAGTGGCTTGGCAGCAGGATGCTAGCTGACCTTTAT 

GCAAATTGTTCAAACA 

Sequence 41 95 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I 1 1 I I I I I I I I I C I 1 1 1 1 I 1 1 I I 1 1 I GTGG 

TATATGTATATAATTCCGTGGGCATGAATATAGGCATATGTTAATAACAAAACAGTATAT 

TCCATCAGTAATGCTGTGTCATTC7TCTTCCTTTCCCCACTATTCACAAGTAACAGTAAC 

AACTACCATTTATCAATCATAGGTAGATGCTAAGGGGCTTTTATGCATTATCTGATTAAT 

AACTCTATGAGGACAGTTCTATTATCCGGATAAGGA 

Sequence 4196 

CCCTTAGCGTGGTCGCGGCCGANGTACCTGCTGCCTATCCGCTGCATCTGAAAGGGTAGC 

TTATCTAAGAAGTTGAATGAAACAGACTTCAAATGATAAACAGAAAGTTATTTCATCAGT 

C TTTA ACAC TTCC ACCTAAAGGTTCACAGAAGAAATAAAAGTCATAGAGACTAGCCTCAA 

GT TTTCC TCTTTTCTTGTTAAAGGTCTGTGGGAGAGAAGGTAAAAATAATCAAAACATTT 

TTCTTTTAATTCAGTTATTCATGTTCTTTCTATTTTAAATTGTTGAAGATNAGCTAGCTG 

TAGGTTTAT TGTTTTAA ATCACAGCTCTGACTTGACATACTGTTTTTAAAACTTGNGGAT 

GTGTGTGNG I I I I I I 1 1 1 ATAAAGAAANGAGAAGTCATTACTTTGATTTTATATTCATCA 

TAGTCATTGAAACTCCTGACCTCANGGTGATCNGCCCACNCTTGGCCTNCCANAGTGCTG 

GGATTAATAGGCATAAGCCATTGCACCCTGGCCCCA 

Sequence 41 97 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTTTGTTTGTTTGTTTGTTTTTCA 

AGTAGAGGAGTGACATTTCAACAGAATCACTGTGCAGTGGTGAGAATAGACTGAAGGGAG 

AAAGGGACAACAGGAGGCTGTTTGATAATCTAGGCAAGAAATGATGGTGGCTTGGGCTAG 

GGTCGTAACATTGGTAGGGATGAGAAACAGTAGAATGCTGGAATACTTTGAGGGTTGAGC 

CAAAGAGATTTGCTGCTGGATTGGATGTCATATGTGACAAGTGGAATAGTCAAGGGTGAC 

TCCAAGGTTTTTGACCTGAGCTTCTAGAAA 

Sequence 4198 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGTCATGTTCATCATTTTATCTGAAG 

TTCTTATCMCAAAGTAGCTTTCAGTAMTATTTATTAAATGAAGATAAAAATTTTAAGA 

GCCA TCTGC AATGTCAAATGTAGCCCACAGTTGAATGAATATGAGGACAGGGAAGTGTCC 

CTTGATTTTGGTGTTAAGCAGCTGATTGCCACCTTCTGTAGAACAGCTTCAGTGGAGTCT 

CCATAATAGAAATAAATGCCAGGTTGCTGAGGACTAAGCGTGGATATTTGTTGAGAGTGG 

AGACAGTAAGTGCAMCA7TCTTTTCAGAMGCTTTGCTCTTTTTGAAGCTTTGCTCATA 

GGGAGATACAAGATAGTAG 

Sequence 41 99 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGTGGACACCTGTCCTGCCTCTTAGAGTTT 
CTACTTGGATGTGGCCTCTGTCATGTCTGCTTTTGTTCCTTTGGTCAAAGCCAAAAGCCG 
ATGGGACAGGGATGCATGGGCCTCCCACTGGGGACATAGAAAGCTGCATGGCAGTGGGCA 
GGAATGCACTCCTCTTACAGGGAGAGGGGTGGTGTCAGGTTTTAACTGGGGTCCGAGGGG 
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AGTTGGTGGGGTGAGTGGCGGGTAGCTGGAGAAACACTCAAGGAATCGTANACAGTTTTG 
ACA 

Sequence 4200 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 I I I I 1 1 I AAAGAAAGCGCTTTAAAGTAT 

GGAAGGCCCACAGACTGTGCATTTAATTACTGTTCATATTTCATGCAGTCAAACTGAATT 

TCATTTGAAAAGAAAATGATTTACCTATCTTTAAAAAGCCTTMTGTTCTGCTTTGTTTT 

GTTTTGI I 1 1 1 I ICTTCCAGGGTTATATATTTACAAATAGAAAAACTAAATTTATCTCTA 

GAATTTGGAAAATCACAGGACATATATGTTAAATAAAGATTCTGAATATTACAGTGATTG 

AAAAG ACATTTACCCCC ACTTA ATG CAATAATTTGAACCAG AAAAG CCTTG CATTTTG AA 

AMGTTTAGAAATCTTTCTTTTAGGTTTACMAGAAAAAGCGGCCTTCATTTTATCCCTT 

AGACTTCTGTGTCCTCCACCTGCTACATTACACTTCAAGAAATTTAACTTATATCAATCA 
AAATT 

Sequence 4201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGACTGCANCAGTTTATTCTAGGGGAGTT 

GGGGAAGACTTTNAAGGTAAGACATCCAAGCTGNCTCTTGAANNANGAAAGATTCATCAG 

TTAAAATGTTGTGGAAGAAGGACATCCAAAAGGGAGAGCTTGCACTGAANCANGGAGGCA 

TAAGAAATCCTGATGAGTCAAGGAAATGGGGTTTTAGGATGAATGGACTTNTGAGTGTGA 

GATAGANAAAGGCTAGAGACTGGNGTGTTGGA 

Sequence 4202 

CCCTTTCGA GCGG CCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I II I 1 1 I IGGGGGG 

AATACAAGCTTTTTATTTAATTACAGGGTTCCTCCAGAGGTAGCAGCTGTTGCGATTCTN 

TCAAGTTGC CANA CCATCAGTTTCTCTACTCCTTCAAAGCTCTTCTGAGAATGAACTACT 

ACCAGAAGATTTTAAGGGCAGACAGGCAGTCTGCCCAGGAGACAGTAATATTCCTACCTT 

GACATCTAGCTTGGCCAAGTGCTGTAAAACCCAGATGCGATGGGACCAAGCATTATAGTT 

GCTTGGGTATCTCCCTGCTGCTTCACCACAGACCTCCATCTCTTCTTGTATGAGTCGCTG 

TGCCCTTTCTGTGGGAATTGTTCCCAAGTTTCCTTTGGTCACAAAGGAAGGCAAGGAGGT 

TTCCTGAATTANCTGTTGTAGCACCCATCGCCTGTGAATCCATGTTTCTGGACTCTTTGG 

AAACTTGGTTAAGGCGAGTTTTCCAGATGTAAATCCTTAATT 

Sequence 4203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGTCTGCACCGAGGAGAGCGGCCTGT 

CGGAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCCAAAGGGAATAAA 

CATCTAAAGACTCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGCCGGAGCAGCA 

GCTTACAATGAAAAATCAGAG ACTG GTGCTCTTGGAGAAAACTATAGTTGGCAAATTCCN 

ATTAACCACAATGACTTCAAAATTTTAAAAAATAATGAGCGTNAGCTGTGTGAAGTCCTC 

CAGAATAAGTTAGGCTGTATCTCTACCCTGGCTCTCCAGTTCAGGAAGGCAACAGCAAAT 

CTCTGCAAGTGTTCAGAAAAATGCTGACTCCTAGGATAGAGTTATCAAGTCTGGAAAGAT 

GACCTCACCACACATGCTGTTGATGCTGTGGTGAATGCANCCMTGAAGATCTTNTGCAT 

GGGGGAGGCCTGGCCCTGGCCCTGGTAAAAAGCTTGGTGGATTTG 

Sequence 4204 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAGGGAAAAGCATGTATGTGCAAGGGCCTG 

TGGCAGAAAGACCCAATGTGCTGAAATTTTGAAGGCCAGCTTGACTGGAATATAGACAAT 

GA AAGGG A GCCT GGCACAGGATGTGGCCCAGACCACACAAGACTTTGTAGCCATGATAAT 

GATTTTTACTTTTAGCTTAAGAGCAAAGGGAAGCCACAAGTCAAGAGAATGACATGATGA 

ACTTTGATnTGATTCTGACTTCTGCGTGCAGAATGAATTGTAGAGGAGCAAGAGTGGAA 

GCAGGAACAGCT 

Sequence 4205 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATTGCAGAGGATAATACTCAAGATGTTCT 

CCAAGGCCAACTAGTCATCAGTTTATTCATGTTTCTGGGATTGGATTCATGAACTCATCC 

TTTGMCTATTTCAACAAGCTTCTTCATGTAACTAATCTGCGGAAGGTAGAAAGGGGAAA 

ACTGTTGGGTGCTAAAATGACAACTGGTTCAAGACCCAAGTAGGTGTTGACAGTCAGTCC 

TGCAGGAAGAGATTAGAGGATCTAGTTACCCAGGAATCATCTCCATTCCTTCCAACTGAA 
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AGGGAAACAAACAAGGAGGAGCACG 
Sequence 4206 

CCCTTTCGAGCGGCCGCCCGGGCAGGTATCAGAATCGGATTGTCATCATATTCACTTCAT 

CATAGAGTTGATCATAAATCTTCCACTCCTGTAAAACTGACTGCATGGAGGTTTTGAGCT 

GATTGACCTGAGTGAGAACACTGCTTCTCTTTTGAAATAACTCATCAATTCGGGATGCTG 

TATCTTCTAACAATGGCACTGCCCCACTCTCCAAAGTCAGATAACTTTGTTTCAACTCAT 

CTAGTGCTTTGGATTTAATTGCAAGTTGATTTTCTATATCCTGACAGTCCAGGAGCAGCT 

TCTGCACTGAGATCACACTTTCMGTTTTTGTAAAGTTTTCAAGTCTCTCTTCTTGNGCT 

TCCAGCCAGTTGTNCAAGATCTGTATTTTATTTTCACTCTCAGTGATACTTTCTAGAAAG 

TTGGGTCTAAATGGTTGGATCTTTCTATTCAGCAATTCCCATGTACTGAAAGGGAANAAA 

GMGAGGTCTGGGGAAACAGCTTTCACMTTGGTATTTTACTCATCAACCACTTATTTCC 

TGGNNTGGNCCTTTCCTGGTTGNAGCAAAAGNCCTTTTGCAACTGGCAATCCTTGTAGGA 

CACAAACACCCCCCCAGGTCTTGGGTCAACCGGTGAAAAAAANCCTTCCAGCATCANNGG 

GCTTTTNTCnTGNACCTTTCNTTTGANGCGGCCAACTTGCTTTGGGTGGGACCAAGCCCC 

GATAGNCCCCCTTCCNTGATGGGGCGG 

Sequence 4207 

CCCTTAGCGTGGTCGCGGCCGAGGTNCTGAAGACAAANGTTGTAATCAATTTATGGTCTT 

AGGCTATTTGCATGACTGAAATCTGAAAACTTCATGAAACAGGGATCATTACAAATATCC 

CAATGCCTTGTGCCAGCCACAGAAACTCAGTAACAGACTATTTGACAGAATGGTGTCAAT 

TTAATCATGACATTGCAATGGACTA1 AGGAAGAGTCAATAAAACACTGATAGTGGAGCAA 

AAATCTGGCGTGACACCTGACATTGAAAAAGTCGGATGGAATACAACCACATCCATTTGT 

TCTATGTTGTCTATAGCGGCTTTCACACAGAAACTGCACAGTTGAGTCATTGTGACAAAA 

GACTGTATATCCCACAMGCTTAAAATATTTACMTTTGGGCCTTTTAGAGAAAAAGTTT 

TTATGACCCTTGCAATATTANACACAGAAATCTCAGAGATGCTGTCTTCTTCCTAAACTT 

TAATATTTAATTTCTGATTGNGGGATTGANATTAGATTTCTCCAACT 

Sequence 4208 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAAATTGTGGCATTATCCTAGGGGGTAA 

ACTGGGTAAGACTGCAGATCAGGTCTCCTCACCCTCGGCCCCAGGTTCTTTTCTTTCAAC 

TTTGmAGTGAGMTTTAAGTAAAAATGTCCTGGTGTTGATTTAGAATTGGATATTATA 

GATTAAATTTATGCAGGTATCTCTTACCTGTTTATCTTATTTTCTGTCTCTTACCTGTGT 

TCMTTAMTTGMCTTGATATTMTCTTTTTCCTCAGGATACTTATGCACTANNCCNAA 

AACTATAGNTGNTTGGAGAGAATTCAATATTCAGTGACAATAAATACATCCCCATATCCT 

TTTACCTATTGATAAAACTTAGTACCCTTTCAAAAATTTAAAACAAGAATCCACTGNTTG 

CTACTGAAAGGCAAA 

Sequence 4209 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTGTGTAGTCGGGTATGAGAACGATTG 

CAAGCAAAAGCAGTTGAGGGACGCTGTCCAAGGAGTAGGCTCAGTAGCACGAACTGCAAA 

TACT TGAGAAGGGAAAAGTTCAGCCTTGTGCTGGAAAGTGGTTTAGCATGCTGGAGCTGG 

TTTTCTGCTTGGTAGCCCTACAACTTTGGCCCAACTACTTGGCCTCTGGGACTCAGATTC 

CTCCTCTTTAAAATGGTGCTAATAATAGCACCCACCCTCTGTGAGGAGGATGCTGTGAGG 

ACAAAATGAGATCATCCACATAAGCCGTGAACCCTGTTCCTGGTAAGGAAATGAATAACA 

TGAAGTGAAGTCTTCGTC TCCA TTCCCAACAGTCCCCATTCTACTTGCAGAAAGGTTGCT 

TACACTGAAMTCMTTTATTTTCCCCTGGTGCAAAAAACAGTCGTTTCTCCAAAACTGA 

AGCTGGAAATTATCTGAAATATCAGGTCCTTCGGAAAAAGGGACGCGAAACCCCCTT 
Sequence 4210 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I II I I I 1 1 I 1 1 1 1 1 1 I I I I I I 1 1 1 I I 

AAAGGAGAGACCAGACAGTCCTACATAGCATAATGGGTCAGGACAAGATGACTAGATACA 

GCAAAATGTTGCTGGGAAGCANAGTGGAAAACGCAATTGTNANAGGGGGTCACACGGATG 

GGTGGGAGGAGGCCCTGCTAAAAGGAATCCCCCGAGGGCAGGTGAGCAGAGCTNTGGACT 

ACCAAAATCAACAGCATGCAGACAGACACAAATCAGCGTCCAGGGCATTCCCTGGACTTG 

GGCTAGCCTAGGTTCACTGAGGCAAGGTCTTNCTTGGCGGTCAAAAGCCACCTANTTTCC 



